Figure S28

Plasmid 5 (p5) : 104,426 bp
Reference plasmid pJJ1886_5: 110,040 bp

Delta-size (% error): 5,614 bp (5 %)

transposase 1S66
transposase
isocitrate lyase
hypothetical protein | M
hypothetical protein hypothetical protein n C p a SI I l I
virulence factor transposase F 12’
twitching motility prote{n PilT isocitrate lyase
hypothetical protein \ transposase 1S66/ || |~ pirin
hypothetical protein
/]
/resolvase
/repllcatlon protein
chromosome partitioning protein ParA

. / chromcsome partitioning protein ParB

pirin

AbrB family transcriptional regulator,
twitching motility protein PilT.
ATP-dependent endonuc\ease\

hypothetical proteinpypothetical protein
methylase

hypothetical protein
/ hypothetical protein

helicase UvrD
plasmid stabilization protein
CopG family transcripitonal regulator. |nsB ) 3
hypothetlcal protein, X
\ ———hypothetical protein
100 kbp 10 kbp ——hypothetical protein
2  ~—hypothetical protein

\ 7, wypothetica\ protein

\ hypothetical protein

2-keto-3-deoxygluconate permeasehypmhet‘cal protem\
hydrolase
—single-stranded DNA-binding protein

\ "~ hypothetical protein

)
‘ ~—hypothetical protein

——recombinase
' ——hypothetical protein

- \hypothetlcal protein

hypothetical protein-__
IcIR family transcriptional regulator.

hypothetical protein‘endoribonuclease
dihydrodipicolinate synthase >~
hypothetical protem
\\
sugar ABC transporter permease—
ABC transporter permease——

3',5'-cyclic-nucleotide phosphodiesterase——

transposase
——transposase Tn3
hypothetical protein

—antitoxin MazE

glycerol-3-phosphate ABC transporter ATP-binding protein—
ABC transporter substrate-binding protein—__
hypothetical protein—__*
transposase—— = pJJ 1886 5
transposase—__ - 0040 B
transposase—— 1 1 4
_ 80 kbp B 30 kbp . e
——transporter
K . ___transposase
) beta-lactamase
y . /ammog\ycoslde 6-adenylyltransferase

/ﬁA invertase
beta lactamase
. repllcatlon pmtemtransposase
/repllcat\on protein
\ hypothet[cal protein
ene expression modulator
—hypothetlcal protein

“ \hypothet\cal protein

\ comugal transfer protein FinO
hypothetical protein

‘coruuga\ transfer protein TraX

\transposase

\\\ \ccnjugal transfer protein Tral

conjugal transfer protein TraA” / /1]
conjugal transfer protein TrbG
conjugal transfer protein Trbl conjugal transfer protein TraH
comugal transfer protein TrbF
conjugal transfer protein Trb)
conjugal transfer protein TrbB
conjugal transfer protein TraQ
conjugal transfer protein TrbA
conjugal transfer protein TraF
conjugal transfer protein TrbE
conjugal transfer protein TraN
conjugal transfer protein TrbC
hypothetical protein
conjugal transfer protein Trau
conjugal transfer protein TraW

hypothetical protein

glucose-1-phosphatasefinositol phosphatase—"_
thioredoxi_n/

phosphonate ABC transporter ATP-binding protein /
ABC transporter permease /

ABC transporter permease: .
membrane prcteln
iron transporter
e

iron permeas
NADH:quinone oxldoreductase\
transposase: /‘
hypothetical protein—— % i
hypothetical protein— "
lytic transglycosylase— 0
/,

conjugal transfer protein TraM
conjugal transfer protein TraJ

conjugal transfer protein TraL //
con)ugal transfer protem TraB / 3 ‘

conjugal transfer protein Trak’
conjugal transfer protein TraE’ conjugal transfer protein TraC
conjugal transfer protein TraY’ hypothetical protein
hypothetical protein
conjugal transfer protein Trav
conjugal transfer protein TrbD
conjugal transfer protein TraP



