Table S2. Details for Slo-1 channel protein sequences using for phylogenetic analysis and identification of splice variants

Caenorhabditis elegans Chromadorea CelSlo-1a . NP_001024259
Rhabditida
Rhabditoidea
clade V

Caenorhabditis elegans Chromadorea CelSlo-1c . NP_001024261
Rhabditida
Rhabditoidea
clade V

Caenorhabditis remanei Chromadorea CreSlo-1 . XP_003094347
Rhahditida
Rhabditoidea
clade V

Cooperia oncophora Chromadorea ConSlo-1 . ABS45069
Rhahditida
Rhabditoidea
clade V



Ancylostoma caninum Chromadorea AcaSlo-1 . ACC68842
Rhabditida
Rhabditoidea
clade V

Strongyloides ratti Chromodorea SraSlo-1 1170 131.4 5.51 Sr321 0X00136
Rhabditida ¢
o 00.t1
Panagrolaimoidea
Clade IV

Chromadorea DimSlo-1a 1119 126.7 5.27 AFH88396
Spirurida

clade 111

Dirofilaria immitis

Onchocerca gutturosa Chromadorea Oguslo-1 . ADY18306
Spirurida
clade 111

Brugia malayi Chromadorea BmaSlo-1d . BM6719dP
Spirurida
clade 111



http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Undef&id=6236&lvl=3&lin=f&keep=1&srchmode=1&unlock
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Undef&id=55746&lvl=3&lin=f&keep=1&srchmode=1&unlock

Brugia malayi Chromadorea BmaSlo-1f . BM6719f°
Spirurida KJ531222
clade 111

Brugia malayi Chromadorea BmaSlo-1h . BM6719h°
Spirurida
clade 111

Chromadorea
Ascaridoidea
clade 111

Parascaris equorum PeqgSlo-1 1108 125.2 551 ACC68843

Trichuris muris TmuSlo-1.1a 1151 130.1 5.70 AEB96250

Enoplea
Trichocephalida
clade |

Trichuris muris Enoplea TmuSlo-1.1c 346 41.5 6.21 KJ531219
Trichocephalida
clade |




Trichuris muris Enoplea TmuSlo-1.2 . KJ531221
Trichocephalida
clade |

Trichinella spiralis Enoplea TspSlo-1.2 . XP_003370270
Trichocephalida XP_003370271

clade | XP_003370272°

Pediculus humanus corporis Ecdysozoa
Insecta

Anoplura

PhuSlo-1 127.9 5.28 XP_002425826

Drosophila melanogaster Ecdysozoa
Insecta

Diptera

DmeSlo-1Q 1175 130.3 5.13 NP_001014651

Aplysia californica

Lophotrochozoa AcalSlo-1 . AAR27959
Mollusca
Gastropoda




Bos taurus Vertebrata BtaSlo-1 . NP_777105
Mammalia

Ruminantia

alf not further specified protein accession numbers from GenBank are given.
®In WormBase.

°In Sanger S. ratti genome database.
dIn INRA M. incognita genome database.
¢A full-length consensus sequence was built from these entries.



