
log2-scale protein abundance ratios measured in the standard mixtures
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Supplemental Figure S1.  Validation of the TMT-based quantitative community proteomics method.  Histo-
grams of log2-scale protein abundance ratios measured in the three standard mixtures (from AMD bio�lm pep-
tides) with estimated mixing ratios of 1.6:1 (red), 2.8:1 (blue), and 8.3:1 (green).  The mixing ratios were estimated 
from the total intensities between TMT126 and TMT127.


