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Figure S2
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Figure S3

A Fgf8/luc B . Fgf8/luc C Fgf8/luc
"To-0.0012 p=0.0018 I p=0.0078
p=0.001 = T 6 p=0.0032
i c ;| l
c ks -
2 o 8 ™ S
2 = 8 41
2. T < s 5 T
2 S S 3 T
e T 3
L4 T o ]
21 * 1]
1 L o 1 0 I-LI
Myc/Six1: -  + + + Myc/Six1: + + Myc/Six1: - + + o+
Flag/Eyal: - + 2KR3KR Flag/Eyaft: + o+ Flag/Eyal: - + - -
SenP2: .+  STEyal: - - + -
Eya1-S1: - - -+
D FGF8 E CYCLIN D1 F c-MYC
L 140 p=0.0002
p=0.005 B . p=0.001
~ 1407 T 120 32 120 - —
2 S =
c 1207 c100] S100] —
2 100 2 p=0.001 ﬁ p=0.004
3 | _ B 804 T & 80 B
< 80 ;’- n
| L 60- ® 60 4
Q 60- o =
= p=0.02 2 40 3 40
©
T 40 3 s
o o
20, 20 20
0 : : 0 : 0
Flag/Eyal: + - - Flag/Eyal: + - - Flag/Eyal: + - -
K43/146R: - + - K43/146R: - + - K43/146R: - + -
S298A: - -+ S298A: - - + S298A: - - +



Figure S4
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Figure S5
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Figure S6
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Table S1. Targeting sequence of shEYA1 lentiviral constructs.
ORF, open reading frame; UTR, untranslated region; NR, not recognized.





