CR1F990 TGCTGCATCAACCCCATCAT

CR1 GCTTGTGACACGGACTCAAGTGG  ~oip4750  CACAAGTCTCTCGCCTGGTT

. CR2 GGTCCTGCCGCTGCTTGTCATGG  CR2/3F593  GTTTGCGTCTCTCCCAGGAA
CR3 GTAAACTGAGCTTGCTCGCTCGG — CR2/3R1254  CAGCCCAGGCTGTGTATGAA

o CR1/2/3F2559  GACAGGGAAGCTAGCAGCAA

P CR1/2/3R3893  CAGCCCAGGCTGTGTATGAA

CRIF1099 _ TTTTCCAGCAAGAGGCTCCC

CR1 GCTTGTGACACGGACTCAAGTGG  ~piRio54  CAGCCCAGGCTGTGTATGAA

CR2F651 ACCTGCAGCTCTCATTTTCCA

Sanger CR2 GGTCCTGCCGCTGCTTGTCATGG  poraog GCCCTGTGCCTCTTCTTCTC
Squencing CR3F1061  AAAGCACATTGCCAAACGCT
CR3 GTAAACTGAGCTTGCTCGCTCGG  ~papio03  TGCACAACTCTGACTGGGTC

e CR1/2/3F2559  GACAGGGAAGCTAGCAGCAA

P CR1/2/3R3893 CAGCCCAGGCTGTGTATGAA




