ACAAGAGGAGTATGCTTGCCT

AKAP9 NM_147185 CCATGACAAGCAGGGG TTTCACTTGGTTGAGTTGCTCT

9]
A
N

GAGACCTGCCTGGAAGCAAA

MED16 NM_005481 CCGCTGCTTGTCCAGG CCCCACTGCTCACTTTGGAT

GCCTCCAGCCAGTTAGACC
ASB9P1 NR_ 033769 GAGCTTGCTCGCTTAG GGTTCAGGTCTGCTCCTGAC
CCACTCACATGAGGTCCCAC
SH2D5 NM_001103161 GAGCTTGCTGGCTGGG GGCCACTGACTTGCTTTGTG
ATCCCTAAAAACGCCCCTGG
PRRT1 NM_030651-2 GAGCTTGCTCGCAAGG CCAGGGAGAAGGGTCCTACA
ACTCCAAAGCAAAGCCCAGT
ENDOV NM_001164638 CCTAGGGAGCAAGCTC TTCTACGCTTGCACTGCTCC










