
Figure S2 Interval mapping for QTL with effects on TBA, LS, PS, OR and TN on SSC6. 

Chromosome-wide significance level at P<0.05 (broken red line) and P<0.01 (solid red line). 

TBA, total born alive; LS, litter size; PS, prenatal survival; OR, ovulation rate; TN, teat 

number. 
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SSC6 - Marker positions and map length (cM)
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