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Figure S1: LC-ESI-MS spectra of NRN and RRN glycoreporter fusion proteins display also
the unglycosylated peptide.
Mass spectra of glycopeptide 1 (EEQYNSTYR) derived from the glycoprotein part of GFPgy.
are shown. Man5 (MansGIcNAc;) to Man9 (MangGIcNAc,), oligomannosidic N-glycans,
indicative of ER retention; GnGnXF (GlcNAcXylFucManz;GIcNAc,) complex N-glycan,
processed in the Golgi apparatus. The peak corresponding to the unglycosylated peptide is
indicated.
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