Figure S5. Y.-Sakakibara and Nakabayashi et al.
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Figure S5. UPLC/PDA/MS analyses of the ugt79b6-1 mutant lines.
Flavonol composition of flowers of wild-type (Col-0), ugt79b6-deficient mutant (ugt79b6-1), ugt79b6-deficient mutants
complemented with GUS (ugt79b6-1/GUS) and genomic UGT79B6 clone (ugt79b6-1/pKYS388, ugt79b6-1/pKYS389).
Labels correspond to compounds are shown in Supplemental Figure 1.



