Supplementary Table 2. Protein phosphorylation in gastric cancer cells (yellow color indicates phosphorylation detected)

Gastric cancer cell lines

E;?T:Sn S;;iol Residue Site Sequence

ERK2 MAPK1 Y187-p HTGFLTEYVATRWYR
CDK1 CDK1 Y15-p EKIGEGTYGVVYKGR
CDK2 CDK2 Y15-p EKIGEGTYGVVYKAR
CDK3 CDK3 Y15-p EKIGEGTYGVVYKAK
PRP4 PRPF4B Y849-p  ADNDITPYLVSRFYR
GSK3A GSK3A Y279-p RGEPNVSYICSRYYR
GSK3B GSK3B Y216-p RGEPNVSYICSRYYR
STAT3 STAT3  Y705-p DPGSAAPYLKTKFIC
ANXA2 ANXA2 Y24-p HSTPPSAYGSVKAYT
P38A MAPK14 Y182-p TDDEMTGYVATRWYR
PTPRA PTPRA Y798-p YIDAFSDYANFK___
EphA2 EPHA2 Y772-p EDDPEATYTTSGGKI
PTTG1IP PTTG1IP Y174-p LFKEENPYARFENN_
cofilin1 CFL1 Y140-p HELQANCYEEVKDRC
EphA2 EPHA2 Y594-p TYVDPHTYEDPNQAV
FAK PTK2 Y576-p  RYMEDSTYYKASKGK
Fyn FYN Y420-p  RLIEDNEYTARQGAK
HIPK1 HIPK1 Y352-p SKAVCSTYLQSRYYR
HIPK2 HIPK2 Y361-p SKAVCSTYLQSRYYR
Lck LCK Y394-p RLIEDNEYTAREGAK
Src SRC Y419-p  RLIEDNEYTARQGAK
Yes YES1 Y426-p RLIEDNEYTARQGAK
CTNND1 CTNND1 Y904-p  TKSLDNNySTPNERG
DYRK1A DYRKIA Y321-p LGQRIYQyYIQSRFYR
DYRK1B DYRK1B Y273-p LGQRIYQYIQSRFYR
GRF-1 ARHGAPIY1105-p RNEEENIySVPHDST
Lyn LYN Y508-p  YTATEGQYQQQP_
Shcl SHC1 Y427-p ELFDDPSYVNVQNLD
APP APP Y757-p SKMQQNGYENPTYKF
CD46 iso CD46 Y354-p  KADGGAEyATYQTKS
EGFR EGFR Y1197-p STAENAEYLRVAPQS
EphA2 EPHA2 Y588-p QLKPLKTYVDPHTYE
FAK PTK2 YS577-p YMEDSTYYKASKGKL
Shb SHB Y268-p GKGESAGYMEPYEAQ
APLP2 APLP2  Y755-p HGYENPTYKYLEQMQ
EGFR EGFR Y1172-p ISLDNPDyQQDFFPK
ERK1 MAPK3  Y204-p HTGFLTEyVATRWYR
ITGB1 ITGB1 Y783-p DTGENPIYKSAVTTV
JAM-A  F11R Y280-p  TSSKKVIYSQPSARS
LISCH LSR Y551-p PRSRDPHyDDFRSRE
Met MET Y1234-p RDMYDKEYYSVHNKT
plakophilit PKP4 ~ Y1168-p GLKSTTNyVDFYSTK
SgK269 PEAK1  Y635-p IVINPNAYDNLAIYK
SHP-2  PTPN11 Y62-p KIQNTGDyYDLYGGE
APLP2 APLP2  Y750-p NKMQNHGYENPTYKY
ATP1A1 ATP1Al1 Y260-p TARGIVVYTGDRTVM
cortactin  CTTN Y421-p RLPSSPVYEDAASFK
Erbin ERBB2IP Y1104-p AQIPEGDYLSYREFH
P130Cas BCAR1 Y249-p APGPQDIyDVPPVRG
STAT3iscSTAT3  Y704-p ADPGAAPYLKTKFIC
cortactin  CTTN Y446-p GTEPEPVYSMEAADY
CTNND1 CTNND1 Y228-p YPGGSDNyGSLSRVT
Gabl GAB1 Y659-p  VADERVDYVVVDQQK
Hck HCK Y411-p RVIEDNEYTAREGAK
Lyn LYN Y397-p  RVIEDNEYTAREGAK
P130Cas BCAR1 Y128-p SKAQQGLYQVPGPSP
P130Cas BCAR1 Y234-p AQPEQDEyDIPRHLL
Rinl RIN1 Y36-p KPAQDPLYDVPNASG
SHP-2  PTPN11 Y584-p REDSARVYENVGLMQ
tensin 3 TNS3 Y780-p RKLSLGQyYDNDAGGQ
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tensin 3 TNS3 Y855-p
Yes YES1 Y537-p
calmodulir CALM1  Y100-p
CD46 iso< CD46 Y357-p
CDK1 CDK1 Y19-p

FAK PTK2 Y397-p
PIK3R1 PIK3R1 Y467-p
Shb SHB Y114-p
Shb SHB Y246-p
TAGLN2 TAGLN2 Y192-p
TAGLN3 TAGLN3 Y192-p
ANXA2 ANXA2  Y30-p

DDX3 DDX3X  Y104-p
Gabl GAB1 Y406-p
HIPK3  HIPK3 Y359-p
K7 KRT7 Y40-p

PKCD PRKCD Y313-p
talin 1 TLN1 Y70-p

talin 1 TLN1 Y436-p
Z02 TJIP2 Y1118-p
ANXA2 ANXA2  Y238-p
Cas-L NEDD9 Y317-p
CTNND1 CTNND1 Y257-p
DLG3 DLG3 Y673-p
DYRK2 DYRK2 Y382-p
DYRK4 DYRK4 Y264-p
eEF1A1 EEF1A1 Y29-p

eEF1A2 EEF1A2 Y29-p

EphB4 EPHB4 Y987-p
FLNB FLNB Y2502-p
FRK FRK Y46-p

IGFIR IGF1IR  Y1165-p
InsR INSR Y1189-p
K8 KRT8 Y267-p
KRT75 KRT75 Y327-p
N-WASP WASL Y256-p
plakophilit PKP4 Y478-p
PXN iso2 PXN Y118-p
PZR MPZL1  Y263-p
SgK223 SGK223 Y41l-p
SKT KIAA1217 Y393-p
Tyk2 TYK2 Y292-p
Z02 TJIP2 Y426-p
EFNB1 EFNB1  Y317-p

Fyn FYN Y213-p
Met MET Y1003-p
Met MET Y1235-p

MGC148z Cllorf52 Y103-p
PIK3R2 PIK3R2 Y464-p
PTPRE PTPRE Y696-p
RPS27 RPS27 Y31-p
RPS27L RPS27L Y31-p
SHIP-2  INPPL1 Y986-p
Src SRC Y530-p
Yes YES1 Y222-p
CDK5 CDK5 Y15-p
EGFR  EGFR Y1110-p
GRF-1  ARHGAP:Y1087-p
plakophilir PKP3 Y84-p
plakophilit PKP3 Y176-p
PLEKHAE PLEKHAG Y492-p
PXN iso2 PXN Y88-p
TBCB TBCB Y98-p
TR TFRC Y20-p
Cas-L NEDD9  Y166-p
caveolin-1CAV1 Y14-p
CDK1 CDK1 T14-p
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CDK2 CDK2 T14-p
CDK3 CDK3 T14-p
CTNND1 CTNND1 Y96-p
EphA2 EPHA2 Y575-p
ERK2 MAPK1 T185-p
Fyn FYN Y531-p
ITGB4 ITGB4  Y1207-p
ITSN2  ITSN2 Y968-p
K19 KRT19  Y391-p
LDLR LDLR Y845-p
MGC148= Cllorf52 Y78-p
PAG PAG1 Y359-p
PKCD PRKCD  Y334-p
RAIG1 GPRC5A Y347-p
RAIG1  GPRC5A Y350-p
SHIP-2 INPPL1 Y1135-p
SLC38A2 SLC38A2 Y41-p
vinculin  VCL Y822-p
Cas-L NEDD9 Y214-p
DBNL DBNL Y162-p
desmopla DSP Y56-p
IQGAP1 IQGAP1 Y1510-p
LISCH LSR Y372-p
P38D MAPK13 Y182-p
PZR MPZL1  Y241-p
S100A11 S100A11 Y30-p
2-Sep 2-Sep Y17-p
Shb SHB Y336-p
syntenin  SDCBP  Y46-p
Abl ABL1 Y393-p
Ack TNK2 Y518-p
Arg ABL2 Y439-p
Cas-L NEDD9 Y241-p
CDK2 CDK2 Y19-p
EFNB2 EFNB2 Y304-p
EGFR EGFR Y1092-p
EphB4 EPHB4  Y596-p
G6PD  G6PD Y503-p
GIT1 GIT1 Y545-p
ITGB4 ITGB4 Y1510-p
P130Cas BCAR1 Y267-p
P130Cas BCAR1 Y287-p
P130Cas BCAR1 Y387-p
PIK3R2 PIK3R2 Y605-p
plakophilit PKP2 Y166-p

SHANK2 SHANK2 Y989-p
Shcl SHC1 Y350-p
tensin3 TNS3 Y354-p
ANKS1A ANKS1A Y455-p

ANXAl ANXAl Y39-p

ARHGAP: ARHGAP1Y243-p
Cas-L NEDD9  Y345-p
CDCP1 CDCP1 Y707-p
Crk CRK Y221-p
desmopla JUP Y20-p

DLG1 DLG1 Y760-p
eEF1A1 EEF1A1 Y141-p
eEF1A2 EEF1A2 Y141-p
EFNB1 EFNB1 Y343-p
EFNB2 EFNB2 Y330-p
EphB3 EPHB3  Y614-p
EphB4 EPHB4 Y774-p
ERK1 MAPK3  T202-p
FAK PTK2 Y861-p
FRK FRK Y497-p
Fyn FYN Y440-p

GPRC5C GPRC5C Y414-p

VEKIGEGtYGVVYKA
VEKIGEGtYGVVYKA
QDHSHLLYSTIPRMQ
RQSPEDVYFSKSEQL
HDHTGFLIEYVATRW

FTATEPQyQPGENL_

GAQGEGPYSSLVSCR
REEPEALYAAVNKKP
LEGQEDHYNNLSASK
ICHNQDGYSYPSRQM
SEDSNLHyADIQVCS

PSSCNDLYATVKDFE

MQDNSGTYGKIWEGS
AHAWPSPYKDYEVKK
WPSPYKDYEVKKEGS
KTLSEVDYAPAGPAR
QAALKSHYADVDPEN
KSFLDSGyRILGAVA
EIKPQGVYDIPPTKG

QAPVGSVYQKTNAVS

TDQNSDGYCQTGTMS
LVKLQQTYAALNSKA | |
SAGGQGSYVPLLRDT | |
ADAEMTGYVVTRWYR | ] |
SHQGPVIYAQLDHSG | | |
KYAGKDGYNYTLSKT
INPETPGYVGFANLP
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KNETEDQYALMEDED
AHYTHSDYQYSQRSQ
GQMPENPYSEVGKIA
EPPDHQYYNDFPGKE
GPVDGSLYAKVRKKS
REEDEHPYELLLTAE
PGSAVSPYPTFNPSS
GRPDSPVYANLQELK
PQERDGVYDVPLHNP
KGPAVGIyNDNINTE
GGPEPGPYAQPSVNT
VTEWQQTyTYDSGIH
YEVDGRDYHFVTSRE
REHALLAYTLGVKQL

REHALLAYTLGVKQL

PQSPANIyYKV

PQSPANIYYKV
VYIDPFTYEDPNEAV
ENSSDPTYTSSLGGK
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PIGNQHIYQPVGKPD
YFETDSSySDANNFI
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HER3 ERBB3  Y1328-p
IRAP LNPEP  Y70-p

LIM PDLIM5  Y251-p
LPP LPP Y317-p
plakophilit PKP4 Y415-p
plakophilit PKP4 Y1115-p
PTRF PTRF Y308-p
RIPK2  RIPK2 Y381-p
RPS10 RPS10 Y12-p

Src SRC Y439-p
VASP VASP Y39-p

Yes YES1 Y446-p
ACTAl ACTAl Y93-p

ACTB ACTB Y91-p

ACTG1 ACTGl Y91-p

APP APP Y762-p
ARHGAP: ARHGAP1S240-p
ATP1A1 ATP1A1 Y10-p

Ber BCR Y177-p
CdkL5 CDKL5 Y171-p
CDv-3 CDV3 Y244-p
cofiin1 CFL1 Y89-p

cofiin2 CFL2 Y89-p

CTNNA1 CTNNA1l Y177-p
CTNND1 CTNND1 Y174-p
DNAJA1 DNAJA1 Y381l-p
FAK PTK2 Y407-p
Hrs HGS Y216-p
IRS2 IRS2 Y823-p
occludin  OCLN Y315-p
P130Cas BCAR1 Y306-p
PAG PAG1 Y417-p
PAR3-alpl PARD3  Y388-p
plakophilit PKP2 Y168-p
plakophilit PKP3 Y195-p
POTEF POTEF Y791-p
Pyk2 PTK2B  Y579-p
RAIG1  GPRC5A Y317-p
SgK269 PEAK1 Y641-p
Shcl SHC1 Y349-p
SHIP-2 INPPL1 Y886-p
SLC1A5 SLC1A5 Y524-p
tensin1 TNS1 Y1404-p
tensin 3 TNS3 Y601-p
ACTB ACTB Y198-p
ACTG1 ACTGl Y198-p
ANK3 ANK3 Y533-p
BCAR3 BCAR3 Y266-p
BCS1L BCS1L Y181l-p
CDCP1 CDCP1 Y806-p
CDK3 CDK3 Y19-p

CTNND1 CTNND1 Y248-p
CTNND1 CTNND1 Y334-p
ENO1 ENO1 Y287-p
EphB2 EPHB2 Y780-p
ERK5 MAPK7  Y221-p
Fyn FYN Y214-p
Gabl GAB1 Y259-p
GIT2 GIT2 Y592-p
JAK2 JAK2 Y570-p
LAMTOR: LAMTOR1 Y40-p

LDH-A LDHA Y239-p
LPP LPP Y301-p
MIG-6  ERRFI1 Y395-p
P130Cas BCAR1 Y327-p
PGAM1 PGAM1 Y92-p

PGAM2 PGAM2 Y92-p

SAFDNPDYyWHSRLFP
MEEDEEDYESSAKLL
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CGGDSDQYVLMSSPV
VPSPPSDYVERVDSP
PSNHHAVYDVPPSVS
LVPKENDYESISDLQ
RFSPDSQyYIDNRSVN
YTHSDYQySQRSQAG
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EEVPSDQYYWAPLAQ
YKSFIKDyPVVSIED
DDTSDPTYTSALGGK
HQYFMTEyVATRWYR
KLDNGGYyITTRAQF
ASVDSSLYNLPRSYS
NSTPESDyDNTPNDM
VRREVGDYGQLHETE
LNGAEPNyHSLPSAR
KQVVESAYEVIKLKG
GRYYEGYYAAGPGYG
KVSSTHYYLLPERPP
PLLREETYDVPPAFA
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PIK3R3 PIK3R3 Y199-p
Pyk2 PTK2B  Y580-p
RBM3  RBM3 Y155-p
Syk SYK Y323-p
syndecan- SDC1 Y309-p
tensin 3 TNS3 Y333-p
Yes YES1 Y223-p
Abi-1 ABI1 Y213-p
Ack TNK2 Y859-p
ACTC1 ACTC1 Y93-p
AFAP1L2 AFAP1L2 Y413-p
ANXAL1 ANXAl Y207-p
Cas-L NEDD9 Y92-p
CASKIN2 CASKIN2 Y253-p
Chl CBL Y700-p
CDV-3 CDV3 Y190-p
claudin 3 CLDN3  Y219-p
CTNND1 CTNND1 Y296-p
DDX3 DDX3X  Y69-p
EHM2 iso EPB41L4E Y493-p
ENO1 ENO1 Y44-p
ENO2 ENO2 Y44-p
ENO3 ENO3 Y44-p
EphAl EPHA1l Y781-p
EPS8 EPS8 Y525-p
EPS8 EPS8 Y774-p
Erbin ERBB2IP Y1164-p
ESYT1 ESYT1 Y822-p
Fer FER Y402-p
FLOT1 FLOT1 Y203-p
G6PD G6PD Y507-p
HER2 ERBB2  Y1248-p
hnRNP A: HNRNPAZ Y336-p
Hrs HGS Y132-p
HSP90B HSP90AB Y484-p
IGFIR IGF1IR  Y1161-p
InsR INSR Y1185-p
IRS2 IRS2 Y742-p
Lasp-1 LASP1 Y171-p
LDH-B LDHB Y240-p
Mer MERTK  Y753-p
MINK MINK1  Y906-p
Nck1 NCK1 Y105-p
NRP1 NRP1 Y920-p
PAG PAG1 Y317-p
PAG PAG1 Y341-p
PAR3-alpl PARD3  Y719-p
PGAM1 PGAM1 Y26-p
PIK3R1 PIK3R1 Y607-p
plakophilir PKP4 Y157-p
plakophilit PKP4 Y372-p
POTE2 POTEE Y791-p
POTEI POTElI  Y791-p
POTEJ POTEJ Y754-p
POTEM i POTEM  Y8-p
PXN iso2 PXN S85-p
S100A10 S100A10 Y25-p
SKT KIAA1217 Y244-p
SPRY4 SPRY4 Y52-p
STAT5A STAT5A Y694-p
STAT5B STAT5B  Y699-p
STX4 STX4 Y115-p
syndecan- SDC4 Y197-p
TKT TKT Y275-p
TMEM10¢ TMEM106 Y50-p
Tyro3 TYRO3  Y685-p
Abi-1 ABI1 Y198-p

SKEYDRLYEEYTRTS
YIEDEDYyKASVTRL
GGNYRDNyDN_____
STVSFNPYEPELAPW
PTKQEEFyA
PLIRWDSYENLSADG
KLDNGGYyITTRAQF
PPTVPNDYMTSPARL
KKVSSTHyYLLPERP
KIWHHTFyYNELRVAP
DPSPDHLYSFRILHK
DSDARALYEAGERRK
TFGQQKLYQVPNPQA
DVNIRNTYNQTALDI
EGEEDTEYMTPSSRP
PQGPPEIySDTQFPS
TGYDRKDYV,
MGYDDLDYGMMSDYG
SSKDKDAYSSFGSRS
GDDSHFDYVHDQNQK
SGASTGIYEALELRD
SGASTGIYEALELRD
SGASTGIYEALELRD
LDDFDGTYETQGGKI
NRHIDRNyEPLKTQP
CPEGARVYSQITVQK
MSVSDFNySRTSPSK
GTKHLSPYATLTVGD
EPPPVVNYEEDARSV
QEKVSAQYLSEIEMA
GFQYEGTYKWVNPHK
PTAENPEYLGLDVPV

GPYGGGNYGPGGSGG l

YKVVQDTYQIMKVEG
KETQKSIyYITGESK
FGMTRDIYETDYYRK
FGMTRDIYETDYYRK
SSPEDSGYMRMWCGS
IPTSAPVYQQPQQQP
KMVVESAYEVIKLKG
KKIYSGDyYRQGRIA
LHADSNGYTNLPDVV
VDPGERLYDLNMPAY
KLNTQSTYSEA
EEEISAMYySSVNKPG
LTVPESTYTSIQGDP
RRISHSLYSGIEGLD
ENRFSGWyDADLSPA
NENTEDQySLVEDDE
NSYSDSGYQEAGSFH
GQQQYDIYERMVPPR
KIWHHTFyNELRVAP
KIWHHTFyYNELRVAP
KIWHHTFyNELRVAP
KIWHHTFyNELRVAP
HQQPQSSSPVYGSSA
KFAGDKGYLTKEDLR
KDESRNVYYELNDVR
TSHVENDYIDNPSLA
LAKAVDGYVKPQIKQ
TAKAVDGYVKPQIKQ
KEEADENYNSVNTRM
KAPTNEFyA
EQIIQEIlySQIQSKK
GDVSQFPYVEFTGRD
RKIYSGDYYRQGCAS
TLGRNTPYKTLEPVK

_

33.3
33.3
33.3
33.3
33.3
33.3
33.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
30.3
27.3



ACTA1 ACTAl Y55-p
ACTA2 ACTA2 Y55-p
ACTB ACTB Y53-p
ACTG1 ACTG1l Y53-p
ACTG2 ACTG2 Y54-p
ACTN1 ACTN1 Y246-p
ACTN4 ACTN4  Y265-p
ALDOA ALDOA Y3-p
ANXA2 ANXA2  Y316-p
CALM2 CALM2  Y100-p
CALM3 CALM3  Y100-p
CrkL CRKL Y251-p
CTNND1 CTNND1 Y280-p
Dok1 DOK1 Y449-p
DYRK1A DYRK1A Y145-p
EFNB1 EFNB1  Y329-p
EFNB2 EFNB2 Y316-p
EPB41L1 EPB41L1 Y343-p
EphB3 EPHB3 Y608-p
EphB4 EPHB4  Y590-p
EPS8 EPS8 Y485-p
EPS8 EPS8 Y491-p
FRS2 FRS2 Y306-p
HER2 ERBB2  Y877-p
hnRNP AT HNRNPAZ Y360-p
IRSp53 BAIAP2 Y337-p
ITGB1 ITGB1 Y795-p
JNK2 MAPK9  Y185-p
K8 KRT8 Y25-p
K8 KRT8 Y282-p
LAPTM4A LAPTM4A Y230-p
LISCH LSR Y406-p
Met MET Y1365-p
MYH9  MYH9 Y1408-p
PAR3-alp/ PARD3  Y1080-p
plakophilir PKP4 Y420-p
PLCG1 PLCG1 Y771-p
PLCG1 PLCGl1 Y783-p
PXN PXN Y118-p
PYGB PYGB Y197-p
RABL6 RABL6  Y726-p
RAIG1 GPRC5A Y320-p
RPLPO RPLPO  Y24-p
7-Sep 7-Sep Y319-p
9-Sep 9-Sep Y278-p
SHP-1 PTPN6  Y564-p
SnRNP 7C SNRNP70 Y126-p
SPRY1 SPRY1 Y53-p
ZNF185 ZNF185 Y408-p
Z01 TJIP1 Y1066-p
abLIM ABLIM1 Y461-p
ACTC1 ACTC1l Y55-p
ADAM9 ADAM9  Y769-p
ADAM9 ADAM9 Y815-p
afadin MLLT4  Y1497-p
ARHGAP! ARHGAPE Y1109-p
ATP1A1 ATP1A1 Y542-p
Brk PTK6 Y447-p
Cé6orfl32 C6orfl32 Y1142-p
Cas-L NEDD9 Y189-p
CCT-thete CCT8 Y30-p
cortactin CTTN Y334-p
cortactin  CTTN Y453-p
cortactin i CTTN Y265-p
CrkL CRKL  Y198-p
CTNND1 CTNND1 Y193-p
CTNND1 CTNND1 S252-p

GMGQKDSYVGDEAQS | |
GMGQKDSYVGDEAQS | |
GMGQKDSYVGDEAQS | |
GMGQKDSYVGDEAQS | |
GMGQKDSYVGDEAQS | |
MTYVSSFyHAFSGAQ

MTYVSSFyHAFSGAQ
___ MPyQYPALTP | | |
RKYGKSLyYYIQQDT

FDKDGNGYISAAELR | |
FDKDGNGYISAAELR | |

QkRVPCAYDKTALAL | | [ [ |

HRFHPEPYGLEDDQR

KSHNSALYSQVQKSG | [ []

DGYDDDNyDYIVKNG
GDYGHPVYIVQEMPP

GDYGHPVyYIVQEMPP
IKIRPGEYEQFESTI
IAPGMKVYIDPFTYE
IGHGTKVyYIDPFTYE
EHSSVSEyHPADGYA

EYHPADGYAFSSNIY
PSVNKLVYENINGLS
LDIDETEyHADGGKV | | |
GRSSGSPYyGGGYGSG

QSKLSDSYSNTLPVR

TTVVNPKYEGK

TNFMMTPYVVTRYYR
RAFSSRSyTSGPGSR
RAEAESMyQIKYEEL
EKEPPPPYLPA

DDSMRVLYYMEKELA

NVKCVAPYPSLLSSE

HEEKVAAYDKLEKTK
RQARERDYAEIQDFH
PIYEGRTYYSPVYRS
IGTAEPDYGALYEGR
EGRNPGFyVEANPMP
VGEEEHVYSFPNKQK
WEKARPEYMLPVHFY

RHPGGGDyYEEL

GDTLYAPYSTHFQLQ
IIQLLDDYPKCFIVG
RKLAAVTYNGVDNNK

KAPVDFGyVGIDSIL

SKHKEDVYENLHTKN
LRREFEVYGPIKRIH

F

AIRGSNEYTEGPSVV

PKGALADYEGKDVAT

YRYESSSYyTDQFSRN

GSINSPVYSRHSYTP
GMGQKDSYyVGDEAQS
PPREVPIyANRFAVP

PAPAPPLYSSLT

IERRDLQyYITVSKEE

KGYSDEIyVVPDDSQ

KDAFQNAYLELGGLG

RLSSFTSYENPT

KAPGSADYGFAPAAG
SHTTQGVYDIPPSSA
SGLEEAVYRNIQACK

VTQVSSAYQKTVPVE

YSMEAADYREASSQQ

LHESQKDYSKGFGGK
GNRNSNSyGIPEPAH
GNGGPGPyVGQAGTA

MEGYRAPSRQDVYGP

e EeEE Eaata=

27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
27.3
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2



CTNND1 CTNND1 Y335-p
CYFIP1 CYFIP1 Y108-p
CYFIP2 CYFIP2 Y108-p
DDX3Y DDX3Y Y69-p
desmogle DSG2 Y1013-p
EGFR EGFR Y869-p
EPB41 EPB41 Y660-p
EPB41L1 EPB41L1 Y864-p
EphA3 EPHA3  Y779-p
EphA4 EPHA4  Y779-p
EphA5 EPHA5  Y833-p
EphB4 EPHB4 Y574-p
FAK PTK2 T575-p
FCHSD2 FCHSD2 Y659-p
Fer FER Y714-p
G6PD G6PD Y401-p
GPRC5C GPRC5C Y387-p
hnRNP ACHNRNPAC( Y180-p
hnRNP A HNRNPA1Y347-p

IRS2 RS2 Y653-p
K18 KRT18  Y36-p
K7 KRT7  Y205-p

KIAA002C KIAA0020 Y259-p
KIRREL KIRREL Y721-p
KIRREL KIRREL Y724-p

Lyn LYN Y193-p
Lyn LYN Y194-p
Met MET S1236-p
Met MET Y1356-p

MIG-6  ERRFI1 Y394-p
MPP5 MPP5 Y243-p
nectinl PVRL1  Y468-p
occludin  OCLN Y287-p
PDHA1 PDHAl1 Y301-p
PDHA2 PDHA2 Y299-p
plakophilir PKP3 Y210-p
plakophilit PKP3 Y390-p
plakophilit PKP4 Y306-p
PLEKHA7 PLEKHA7 Y656-p
PPP1R11 PPP1R11 Y64-p
PRP4 PRPF4B S852-p
PXN PXN Y88-p
Ron MST1R Y1238-p
RPSA RPSA Y139-p
SLC7A11 SLC7A11 Y15-p
talin 1 TLN1 Y26-p

YB-1 YBX1 Y162-p
Yes YES1 Y32-p
Yes YES1 Y194-p

202 TIP2 Y1007-p
ACP1 ACP1 Y132-p
AFAP1L2 AFAP1L2 Y54-p
AHNAK AHNAK  Y715-p
ALDOA ALDOA Y5-p
ANXA1l ANXA1l Y482-p
ANXA2 ANXA2 Y317-p
ARHGEF! ARHGEFE Y656-p
AxI AXL Y702-p
Axl AXL Y703-p
BAG3 BAG3 Y247-p
claudin1 CLDN1  Y210-p
claudin 3 CLDN3  Y214-p
CLTC CLTC Y634-p
cofilin1 CFL1 Y68-p
CrkL CRKL Y207-p
CTNNB1 CTNNB1 Y30-p
CTNND1 CTNND1 Y221-p

EVPSDQYyWAPLAQH
QPNRVEIYEKTVEVL
QPNRVEIYEKTVEVL
CSKDKDAYSSFGSRD
QHLQDVPYVMVRERE
LGAEEKEyHAEGGKV
RLDGENIyIRHSNLM
LVTKAVVYRETDPSP
EDDPEAAYTTRGGKI
EDDPEAAYTTRGGKI
EDDPEAAYTTRGGKI
SNGREAEYSDKHGQY
SRYMEDStYYKASKG
SLPPLPLYDQPPSSP
RQEDGGVYSSSGLKQ
VQPNEAVYTKMMTKK
KVPSEGAyDIILPRA
AVPKEDIySGGGGGG
PYGGGGQYFAKPRNQ
NLGADDGYMPMTPGA
VSSAASVYAGAGGSG
KKDVDAAYMSKVELE
SAIVEYAYNDKAILE
SGLERTPYEAYDPIG
ERTPYEAYDPIGKYA
RSLDNGGYYISPRIT
SLDNGGYYISPRITF
MYDKEYYsVHNKTGA
YVHVNATYVNVKCVA
KKVSSTHyYLLPERP
PITDERVYESIGQYG
DEDAKRPYFTVDEAE
LWDKEHIYDEQPPNV
MSDPGVSYRTREEIQ
MSDPGVSYRTREEIQ
EPAATSTYRAFAYER
GAMRNLIYDNADNKL
PNGPTPQyQTTARVG
GKSADDTYLQLKKDL
SSKCCCIYEKPRAFG
DITPYLVSRFYRAPE
PQSSSPVYGSSAKTS
RDILDREYYSVQQHR
QPLTEASYVNLPTIA
STISKGGYLQGNVNG
FEPSTMVyDACRIIR
PRNYQQNYQNSESGE
VSTSVSHYGAEPTTV
SETTKGAYSLSIRDW
TQNKEESYDFSKSYE
QLIIEDPYYGNDSDF
SSSSDEEYIYMNKVT
GTKVKGEYDVTVPKL
___MPYQYPALTPEQ
RMYGKSLyHDISGDT
KYGKSLYyYYIQQDTK
DRRSGRDySTVSASP
KKIYNGDYYRQGRIA
KIYNGDYYRQGRIAK
YQTHQPVYHKIQGDD
APSSGKDyV
GASLGTGYDRKDYV._
LEHFTDLYDIKRAVV
GQTVDDPYATFVKML
IPEPAHAYAQPQTTT
SHWQQQSYLDSGIHS
SRHYEDGYPGGSDNY

24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
24.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2



CTNND1 CTNND1
CTNND1 CTNND1
CXADR CXADR
DCBLD2 DCBLD2
DCBLD2 DCBLD2
DOCK1 DOCK1
EFNB1 EFNB1
EGFR EGFR
EGFR EGFR
EPB41L2 EPB41L2
EphB1 EPHB1
EphB2 EPHB2
EphB3  EPHB3
Erbin ERBB2IP
ERP29 ERP29
FAK PTK2
Fgr FGR
Fyn FYN
GDI2 GDI2
GSK3A GSK3A
GSK3B GSK3B
HER2 ERBB2
HER3 ERBB3
HER3 ERBB3
HER4 ERBB4

S230-p
Y302-p
Y318-p
Y732-p
Y750-p
Y1811-p
Y313-p
Y727-p
Y998-p
Y623-p
Y600-p
Y602-p
Y792-p
Y884-p
Y66-p
Y570-p
Y180-p
Y185-p
Y203-p
S278-p
S215-p
Y735-p
Y1289-p
Y1307-p
Y733-p

hnRNP AZHNRNPA1Y341-p
hnRNP A:HNRNPA1Y357-p
HSPC227PDzZD11 Y10-p

BAIAP2L1 Y274-p

IRTKS
ITSN2
K7

K8
KLC2
Lck
LDLR
LDLR
LMBRD2
LPP
Lyn
MUC1
MYO10
MYO1lE
nectin 4

ITSN2
KRT7
KRT8
KLC2
LCK
LDLR
LDLR
LMBRD2
LPP
LYN
MUC1
MYO10
MYO1E
PVRL4

PAR3-alpl PARD3

PDHA1
PDHA2
PGAM4

PDHA1
PDHA2
PGAM4

plakophilit PKP4
plakophilit PKP4
PLEKHA7 PLEKHA7 Y470-p

profilin 1
PSMA2

PFN1
PSMA2

PXN iso2 PXN

SLC38A2 SLC38A2

SLC6A8
SPRY2
tensin 3
WIRE
zyxin
A6
abLIM
Ack
AHNAK
ANXA2
ANXAS5

SLCG6A8
SPRY2
TNS3
WIPF2
ZYX
TWF1
ABLIM1
TNK2
AHNAK
ANXA2
ANXA5

Y553-p
S38-p
S24-p
Y345-p
Y505-p
Y828-p
Y847-p
Y290-p
Y300-p
Y316-p
Y1229-p
Y1128-p
Y989-p
Y502-p
Y489-p
Y289-p
Y287-p
Y92-p
Y421-p
Y470-p

Y129-p
Y76-p
Y31-p
Y28-p
Y11-p
Y55-p
S332-p
Y74-p
Y316-p
Y309-p
Y357-p
Y284-p
Y964-p
Y188-p
Y94-p

ARHGAP! ARHGAPE Y1091-p
ARPP-19 ARPP19 Y65-p

GGSDNYGSLSRVTRI
DYGMMSDYGTARRTG
EGYSKTQyNQVPSED
CSSAQAQYDTPKAGK
PAPDELVYQVPQSTQ
LKGSVADYGNLMENQ
LRTTENNYCPHYEKV
SGAFGTVYKGLWIPE
SPTDSNFyRALMDEE
RVEGDNIyVRHSNLM
IYIDPFTYEDPNEAV
IYIDPFTYEDPNEAV
DDPSDPTYTSSLGGK
EIGGLKIyDILSDNG
KFDTQYPYyGEKQDEF
GDFGLSRyMEDSTYY
SETTKGAYSLSIRDW
SETTKGAySLSIRDW
DYLDQPCYETINRIK
VRGEPNVsYICSRYY
VRGEPNVSsYICSRYY
SGAFGTVYKGIWIPD
CPASEQGYEEMRAFQ
HQAPHVHYARLKTLR
SGAFGTVYKGIWVPE
GGRSSGPYGGGGQYF
KPRNQGGYGGSSSSS
SRIPYDDYPVVFLPA
SNVVRKDyDTLSKCS
EYQNKLIYLVPEKQL
PGGLGSSSLYGLGAS
PRAFSSRsYTSGPGS
GKAEEVEYYYRRALE
FTATEGQYQPQP___
INFDNPVyQKTTEDE
HNQDGYSyPSRQMVS
MGRNMDDYEDFDEKH
QGRYYEGYYAAGPGY
VTREEPIYIITEYMA
SSTDRSPYEKVSAGN
YRCSVGTYNSSGAYR
RSNQKSLyTSMARPP
KPTGNGIyINGRGHL
IGGSAPIYVKNILPR
MELQTYRYHGHSMSD
MELQTYRYHGHSMSD
WRLNERHYGGLTGLN
IYEGRTYySPVYRSP
LTYQRNNyALNTTAT
SLSFPENYQTLPKST
GLINKKCYEMASHLR
TKHIGLVYSGMGPDY
FLSEETPYSYPTGNH
SSNSDFNySYPTKQA
KSAENGIySVSGDEK
AIRNTNEYTEGPTVV
DPLIRWDSYENLSAD
PKGSSGGYGSGGAAL
PQPPSFTYAQQREKP
ELTADFLYEEVHPKQ
RTSSESIySRPGSSI
LPQNDDHyVMQEHRK
GPKVKGEYDMTVPKL
EDGSVIDyELIDQDA
PSRLYDAYELKHALK
DMDPSDNyAEPIDTI
KYFDSGDyNMAKAKM

21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
21.2
18.2
18.2
18.2
18.2
18.2
18.2
18.2
18.2





