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Figure 5. Bootstrap trees. The distribution of the tree lengths for 1000 bootstrap tree
topologies was compared with the distribution of the lengths of the tree when the
location character was assigned randomly to the tips of the observed tree (1000
replicates). The 5th-percentile for the lengths of trees with randomised locations on
the tips, or trees generated by random joining, is 11. Of the bootstrap trees, 0.7% had
lengths this great or greater.
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These three analyses indicate that the distribution of regions on the original tree was
highly non random.


