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Supplementary Figure 2

Expression levels of miRNAs with at least three-fold di�erence in median expression between PPB and normal
lung tissues from DICER1 germline carriers. Hierarchical clustering suggests a depletion of 5’-derived miRNAs
relative to 3’-derived miRNAs in PPB tumors with DICER somatic missense mutations in addition to germline
loss-of-function variants.


