
Trainings dataset

(log2 transformed)

Test dataset

(log2 transformed)

Exluded genes with a percentage of missing data 

exceeding 20%

Unsupervised hierarchical clustering using 

euclidean distance and average linkage split the 

human dataset into two subgroups A and B 

(cluster 3; Eisen et al., 1998)

Filtering for either CDCA3 or KIF18B target gene list

Prepare datasets by applying Cluster 3 algorithm 

(Eisen et al., 1998)

lGenes (center by mean; normalize)

lArrays (center by mean; normalize)

Training dataset

Kaplan–Meier 

survival analysis 

and log-rank test

Predictors 

for groups 

A, B

Corellation (Pearson) of each array with the 

predictors and grouping depending on 

higher correlation value. 

Predictor development by calculating the average 

expression for each gene in both clusters

Test dataset 

Kaplan–Meier 

survival analysis 

and log-rank test

Predictor training and testing - Workflow


