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Type 1 narcolepsy, a disorder caused by a lack of hypocretin (orexin), is so strongly associated with human leukocyte antigen (HLA)
class I HLA-DQA1*01:02-DQB1*06:02 (DQ0602) that very few non-DQO602 cases have been reported. A known triggering factor for
narcolepsy is pandemic 2009 influenza HIN1, suggesting autoimmunity triggered by upper-airway infections. Additional effects of other
HLA-DQ alleles have been reported consistently across multiple ethnic groups. Using over 3,000 case and 10,000 control individuals of
European and Chinese background, we examined the effects of other HLA loci. After careful matching of HLA-DR and HLA-DQ in case
and control individuals, we found strong protective effects of HLA-DPA1*01:03-DPB1*04:02 (DP0402; odds ratio [OR] = 0.51 [0.38-
0.67], p = 1.01 x 10~°) and HLA-DPA1*01:03-DPB1*04:01 (DP0401; OR = 0.61 [0.47-0.80], p = 2.07 x 10~*) and predisposing effects
of HLA-DPB1*05:01 in Asians (OR = 1.76 [1.34-2.31], p = 4.71 x 10~%). Similar effects were found by conditional analysis controlling
for HLA-DR and HLA-DQ with DP0402 (OR = 0.45 [0.38-0.55] p = 8.99 x 10~!7) and DP0501 (OR = 1.38 [1.18-1.61], p=7.11 x 107°).
HLA-class-II-independent associations with HLA-A*11:01 (OR = 1.32 [1.13-1.54], p = 4.92 x 10~%), HLA-B*35:03 (OR = 1.96 [1.41-
2.70],p=35.14 x 1075), and HLA-B*51:01 (OR = 1.49 [1.25-1.78], p=1.09 x 10~°) were also seen across ethnic groups in the HLA class
I'region. These effects might reflect modulation of autoimmunity or indirect effects of HLA class I and HLA-DP alleles on response to viral
infections such as that of influenza.

Introduction (GWASs) in narcolepsy have also found associations

with loci related to autoimmunity, such as T cell receptor

Type 1 narcolepsy (MIM 161400) is a life-long disorder
characterized by sleepiness, cataplexy, and rapid-eye-move-
ment sleep abnormalities. Onset usually occurs in children,
adolescents, or young adults. The disease is caused by
the loss of hypocretin-producing cells in the lateral hypo-
thalamus." Narcolepsy is strongly associated with a specific
human leukocyte antigen (HLA) class II molecule, the
DQog102-DQBoso2  heterodimer (abbreviated DQ0602),
which is shared by 98% of narcoleptics across ethnic groups
and encoded by the HLA-DQA1*01:02~DQB1*06:02 haplo-
type.”” DQO602 is present in 12%-38% of control individ-
uals across ethnic groups. Genome-wide association studies

(TCR) loci (TRA [MIM 186880], TRB [MIM 186930]),
ILIORB [MIM 123889], IFNAR1 [MIM 107450], CTSH
[MIM 116820], P2RY11 [MIM 602697], and ZNF365 [MIM
607818].*° These results suggest autoimmune-mediated
hypocretin cell destruction that might involve antigen pre-
sentation by DQ0602 to CD4™" T cells.

In addition, narcolepsy has a strong environmental
component, and most monozygotic twins are discor-
dant.” In children, where onset is often abrupt and more
easily documented, narcolepsy is highly seasonal in that
it peaks in the spring or summer.” Onset follows upper-
airway infections, notably of influenza (MIM 614680) or
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Streptococcus pyogenes (MIM 6073935), suggesting triggering
effects of infections.®”

A 4- to 6-fold increase in childhood narcolepsy onset was
observed in the spring and summer of 2010, following the
2009 HIN1 swine pandemic flu in China.>'® Further,
vaccination with Pandemrix, an ASO3-adjuvanted pan-
demic H1NT1 vaccine approved for use in Europe, was asso-
ciated with a 3- to 17-fold increased risk of developing
childhood narcolepsy in multiple countries, leading to
increased incidence in Scandinavia.''"'” For unclear rea-
sons, increased risk of narcolepsy after the use of other
HIN1 vaccines has not been reported, and is unlikely to
be as strong as that following Pandemrix.'® These findings,
together with genetic evidence, suggest that narcolepsy is
an autoimmune disease affecting hypocretin neurons
and triggered by upper-airway infections.

Because of close physical proximity and a high degree of
linkage disequilibrium (LD) observed for the HLA-DRBI
(MIM 142857) and HLA-DQBI (MIM 604305) loci, it is
difficult to assess additional effects of HLA-DR on suscepti-
bility independently of HLA-DQ. In most ethnic groups,
DQO0602 is exclusively associated with HLA-DRB1*15:01,
but studies in Chinese and African Americans, two popula-
tions where LD between these two alleles is lower, demon-
strate that the association is primarily with DQ0602.%"?
Other minor associations have been reported for the DR
locus (e.g., for rare HLA-DRBI*04 subtypes®’~*%) but have
never been confirmed on a large scale and across multiple
ethnic groups.

Confirming the importance of HLA-DQ, additional HLA-
DQ haplotypes consistently affect narcolepsy susceptibility
when observed in trans of the major susceptibility haplo-
type HLA-DQA1*01:02~DQB1*06:02. Similar trans hetero-
dimer effects have been reported for other autoimmune
diseases, such as celiac disease (MIM 212750) and type 1
diabetes (MIM 222100).”*%° In almost all cases, trans hap-
lotypes that affect narcolepsy risk contain HLA-DQ alleles
that are similar to HLA-DQA1*01:02 or HLA-DQB1*06:02
and, as a result, can cross-heterodimerize with DQO0602.
Most notably, HLA-DQAI1*01:01~DQB1*05:01, HLA-
DQA1*01:03~DQB1*06:03, and HLA-DQA1*01:03~DQB1I*
06:01 are protective against narcolepsy, whereas DQ0602
homozygosity increases risk in all ethnic groups.>*?2%%%-
2? We postulate that this is due to allele competition, a
model where risk is proportional to the amount of
DQO0602 available and its unique ability to present a puta-
tive autoantigen.””® The model also predicts that any
minor change in the DQ0602 antigen binding groove abol-
ishes predisposition.

In addition to affecting allele competition, HLA-DQB1I1*
03:01 increases narcolepsy susceptibility when present in
trans of DQ0602,*?*?%272% an effect unlikely to be ex-
plained by allele competition given that HLA-DQB1*
03:01 does not heterodimerize with HLA-DQA1*01:02
and thus should not affect DQ0602 dosage.*” Unlike
DQO0602 dosage, HLA-DQB1*03:01 also strongly reduces
age of onset,”” suggesting that it acts through a different

mechanism, for example, development of the TCR
repertoire.

The strong and consistent association between narco-
lepsy and HLA-DQ has obscured studies of other HLA
loci, such as HLA class I loci and other class II loci,
including HLA-DP. Additional HLA class 1 effects have
been reported in many HLA-class-II-associated diseases,
suggesting an involvement of CD8™ T cells. For example,
celiac disease and type 1 diabetes have weak HLA class I as-
sociations after HLA class II subtypes are controlled for.
Type 1 diabetes also shows specific effects of HLA-DRBI1*
04 subtypes in the presence of the same HLA-DQ hete-
rodimer in Japan.’’ More recently, HLA-DPA1 (MIM
142880) and HLA-DPB1 (MIM 142858) have been associ-
ated with several autoimmune diseases primarily asso-
ciated with HLA-DR or HLA-DQ, such as type 1 diabetes,
multiple sclerosis (MIM 126200),>**% anti-glomerular
basement membrane disease (MIM 233450),>* and myas-
thenia gravis (MIM 254200).** Of notable interest are as-
sociations between HLA-DP and both influenza vaccine
responses’® and chronic viral infections, notably of hepati-
tis B virus.>”*® To address the predisposition of HLA loci
other than HLA-DQ in narcolepsy, we performed high-res-
olution class I and class II typing in HLA-DQ-matched nar-
coleptics versus control individuals and used imputation
to replicate and extend our findings.

Material and Methods

HLA Typing and Selection of Samples

All narcolepsy-affected individuals were HLA-DQB1*06:02 posi-
tive and had clear-cut cataplexy or documented low hypocretin-
1 in the cerebrospinal fluid.>**° A subset of samples of Asian
and white ethnicity (590 case and 692 control individuals) and
sourced from the Stanford Center for Narcolepsy database were
typed with deep sequencing (HLA-DRBI1, HLA-DQA1, and HLA-
DQBI1) and IMGT/HLA Database version 3140.*! With this infor-
mation, a matched set of case and control individuals who shared
the same ethnicity, country of origin, and HLA-DQA1 and HLA-
DQB1 genotypes were selected, resulting in 322 case and 322 con-
trol individuals. For analysis of other loci, we further matched for
HLA-DRBI, resulting in 304 case and 304 control individuals.
These individuals were then typed for HLA-A (MIM 142800),
HLA-B (MIM 142830), HLA-C (MIM 142840), HLA-DPA1, and
HLA-DPB1 with the Luminex xXMAP Technology at Stanford Med-
ical School Blood Center. This sample constituted the HLA-typed
matched set.

Two other cohorts, one white and one Chinese, were also
included in the analysis, but in these cases HLA genotypes were
imputed from HLA region SNP data. These cohorts did not overlap
the 644 HLA-typed samples and constituted the HLA-imputed
matched set. The white matched sample was selected among
1,540 case and 10,421 control individuals.>” Samples included
previously published subjects sourced from the Stanford Center
for Narcolepsy database and worldwide collaborators.*” DNA sam-
ples were genotyped on the Illumina ImmunoChip array at the
University of Virginia and Stanford University. UCSC Genome
Browser hg18 mapping was used as a reference. lllumina manifest
file Immuno_BeadChip_1149691_B.bpm was used in the majority
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of cases. In cases where file Immuno_BeadChip_11419691_A was
used, map positions were converted to be consistent with
1149691_B or were omitted from the analysis. Genotypes were
called with Illumina GeneExpress (Illumina GenomeStudio
GenTrain2.0 algorithm) with extensive additional curation.** In-
dividuals with a call rate under 0.98 (147 case and 123 control in-
dividuals) and samples that were related (7 > 0.2) were excluded
from further analysis. Data from all sources were merged in for-
ward-strand format. Using the PLINK suite of software,*” we iden-
tified 142,054 high-quality SNPs with a call rate above 0.99 (in
both case and control individuals separately) and passing Hardy-
Weinberg equilibrium (HWE) filtering in control individuals (p
> 1 x 107°). Principal-component analysis for population stratifi-
cation for this data set is shown in Figure S1.

The Chinese sample included a total of 1,189 narcolepsy sub-
jects, 1,136° of whom were seen at the sleep laboratory of Peking
University People’s Hospital; this unit in the Department of Pul-
monary Medicine evaluates patients with sleep disorders and re-
ceives referrals from all over China. In addition, 51 Asian samples
came from Taiwan (Dr. Huang, National Taiwan University), and
two came from Stanford. The individuals had hypocretin defi-
ciency or clear-cut cataplexy and HLA-DQB1*06:02. Affected sub-
jects were mostly of Han descent (0.87) and from North China
(0.85). The majority of the subjects were male (0.67) and children
(0.70). Control genotypes from China came from university em-
ployees and students (0.41 male). In addition, we had shared con-
trol individuals from GWASs underway for colon cancer (MIM
114500) and Sjogren syndrome (MIM 270150). The Chinese
data set was genotyped on the Affymetrix Axiom CHB (Han Chi-
nese in Beijing, China) array. Genotypes were called with the Affy-
metrix Genotyping Console. Individuals who had a call rate <
0.95, were outliers after principal-component analysis (n = 47),
or were related (n = 53) were removed, leaving 1,189 case and
1,997 control individuals. For the main association study, we
selected SNP variants with a minor allele frequency (MAF) >
0.01, a call rate > 0.90, and a HWE p value > 0.001 in control in-
dividuals. Principal-component analysis for population stratifica-
tion for this data set is shown in Figure S1.

Ethics Statement

Informed consent in accordance with governing institutions was
obtained from all subjects. The research protocols were approved
by institutional-review-board panels on medical human subjects
at Stanford University and the Beijing University People’s Hospital.

HLA Imputation in Samples with GWAS Data

HLA imputation for HLA-A, HLA-B, HLA-C, HLA-DRB1, HLA-
DQA1, HLA-DQB1, HLA-DPA1, and HLA-DPBI was performed
with the HIBAG package in R version 3.1.1 (July 10, 2014).*?
HIBAG is an HLA-imputation tool that uses attribute bootstrap ag-
gregation of several classifiers (SNPs) to select groups of SNPs that
predict HLA type.** For the ImmunoChip cohort, the imputation
was performed with the European- and ImmunoChip-specific
models from HIBAG. Imputation accuracy was verified by high-
resolution typing in 177 individuals, resulting in imputation accu-
racy of 0.98 in HLA-A, 0.97 in HLA-B, 0.98 in HLA-C, 0.96 in HLA-
DRBI, 1.00 in HLA-DQA1, 1.00 in HLA-DQB1, 1.00 in HLA-DPA1,
and 0.92 in HLA-DPBI1. The lower imputation quality of HLA-
DPB1 was due to incorrectly imputed HLA-DPB1*20:01, HLA-
DPB1*23:01, and HLA-DPB1*06:01 genotypes, which were rare.
Because HIBAG did not have built-in haplotypes for HLA-DPA1,

we first built a model for HLA-DPA1 by using the type 1 diabetes
consortium sample that had SNP and HLA information for 5,191
individuals from the SNP2HLA package.***°

For the Chinese cohort, the Affymetrix CHB-specific chip refer-
ence panel was used for all loci but HLA-DPA1, for which a refer-
ence panel was built with HIBAG and publicly available Singapore
Genome Variation Project (SGVP) data. One hundred Han Chi-
nese individuals in SGVP have full 4-digit-level HLA typing and
GWAS data available for HLA-DPAI. Imputation was verified for
254 individuals in the HLA class II genes, and the quality was
high: 0.95 for HLA-DRB1, 0.94 for HLA-DQA1, and 0.98 for HLA-
DQBI1. Allele frequencies were within normal ranges according
to dbMHC allele frequencies and earlier studies.*’

Statistical Analysis

For stratified analysis, all samples were fully matched for country
of origin and HLA-DRB1, HLA-DQB1, and HLA-DQA1 genotypes
(for analysis of HLA class I and HLA-DP loci) or for country of
origin and HLA-DQB1 and HLA-DQA1 genotypes (for analysis of
the HLA-DR locus).

The analysis was carried out with carrier frequencies and the chi-
square test with package meta.MH in R version 3.1.1 (July 10,
2014).** Regional association plots were drawn with locus
zoom.*® Sub-analyses of HLA loci were carried out with the
Mantel-Haenszel test and, in the case of the HLA-DP heterodimer
analysis, with a “one-by-one” sequential analysis that removed
the effect of the most significant variant. This latter technique is
similar to relative predisposition-effect statistics.*’ Conditional an-
alyses were performed on the full data sets with PLINK versions 1.7
and 1.9.*” In the conditional analysis, individuals homozygous for
HLA-DQB1*06:02 were removed. Meta-analyses for conditional
analysis were performed with GWAMA.*° Nominal p values are
reported for associations with p < 0.0005 after a Bonferroni correc-
tion for 100 tests. Other significant p < 0.05 associations are
shown in Tables S1-S3, 54, S5, S6, S7 and S8, S9, S10-S16, and S17.

Results

HLA Class II Effects in HLA-DQ-Matched Narcolepsy
Case and Control Individuals Reveal Strong Effects of
HLA-DP

Genotype matching is the most conservative analytical
method. The analysis of HLA-DRB1 was done in an HLA-
DQ- and country-matched sample composed of 1,221
case and 1,221 control individuals. No residual HLA-DR as-
sociation with narcolepsy was seen, except for a nominal
association with HLA-DRB1*04:03 (Table S1). Because
HLA-DR and HLA-DQ display extremely high LD, all subse-
quent analyses were performed in a HLA-DRBI-, HLA-
DQA1-, and HLA-DQB1-matched sample for a total number
of 1,063 case and 1,063 control individuals.

The strongest findings were seen in the HLA class II HLA-
DPBI1 locus (Table 1), where HLA-DPB1*04:02 conferred a
strong protective effect against narcolepsy. In addition,
HLA-DPB1*05:01 increased the risk in Asians but not in
whites (Table 1). Nominally protective effects were seen
with HLA-DPB1*04:01 and HLA-DPBI1*10:01 but not
with other DPB1 alleles (Table S2). A nominally significant
association was seen with HLA-DPA1*01:03 (Table S3).
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Table 1. Association between HLA-DPB1 Alleles and Narcolepsy

Asian White Mantel-Haenszel Test
No. of No. of
HLA- Control No. of Case Control No. of Case
DPB1 Subjects Subjects Subjects  Subjects p Heterogeneity
Allele (Freq) (Freq) OR (CI) p (Freq) (Freq) OR (CI) p OR (CI) p Test
04:02 49 (0.112) 23 (0.052) 0.44 0.0014 114 (0.29) 66 (0.17) 0.50 4.98 0.50 6.105 0.914
(0.26-0.74) (0.35-0.70) x 10~ (0.38-0.66) x 107%7
05:01 236 (0.538) 295 (0.67) 1.76 4.71 34 (0.09) 30 (0.08) 1.29 0.221 1.48 0.001 0.106
(1.34-2.32) x10°° (0.86-1.92) (1.17-1.88)

Case and control individuals were matched for HLA-DRB1, HLA-DQAT, and HLA-DQBT alleles and for country and ethnicity. The p values were calculated with the
Mantel-Haenszel test. Abbreviations are as follows: Cl, confidence interval; Freq, carrier frequency; and OR, odds ratio.

In order to form functional HLA-DP molecules, the HLA-
DPa and HLA-DPB proteins (encoded by HLA-DPA1 and
HLA-DPBI, respectively) need to heterodimerize. Heterodi-
merization of HLA-DPa and HLA-DPB can occur in cis (on
the same haplotype) or in trans (encoded by different chro-
mosomes), provided that HLA-DPa and HLA-DPB are bio-
chemically compatible. HLA-DPA1 and HLA-DPB1 encode
distinct amino acid motifs in the peptide-binding region,
and polymorphisms at these positions determine which
peptides can be bound by specific HLA-DP « and B sub-
types and how they are presented to T cells (the so-called
peptide-binding repertoire). To examine for potential ef-
fects in both cis and trans, we next performed stepwise
analysis of HLA-DPA1-DPB1 heterodimers.

HLA-DPB1*04:02 is in high LD with HLA-DPA1*01:03,
whereas HLA-DPB1*05:01 is in LD with HLA-DPAI*
02:02. However, HLA-DPB1*05:01 is also seen in cis with
HLA-DPA1*02:01.*7°" We thus tested a stepwise associa-
tion of all possible heterodimers at the HLA-DP locus
with narcolepsy across all samples. In the first pass anal-
ysis, HLA-DPA1*01:03-DPB1*04:02 (DP0402), followed by
protective association with HLA-DPA1*01:03-DPB1*04:01
(DP0401), was most significantly associated with narco-
lepsy (Table 2). In addition, nominally significant associa-
tions were seen with HLA-DPA1*02:02-DPB1*19:01 and
HLA-DPA1*02:02-DPB1*05:01 (DP0501) (Table 2).

In narcolepsy, the largest risk is seen in individuals ho-
mozygous for HLA-DQB1 *06:02 or heterozygous for HLA-
DQB1*03:01 and HLA-DQB1*06:02. The next largest risk
is seen in individuals who are heterozygous but have
neutral alleles on the other chromosome, whereas those
who carry HLA-DQA1*01 that is not HLA-DQA1*01:02 in
trans of HLA-DQB1*06:02 are relatively protected.”® In a
final analysis, we tested whether the effect size of HLA-
DP was affected by the HLA-DQ risk groups by dividing
the sample into groups according to these previously
known HLA-DQ risk subgroups.””*® The effects of HLA-
DP did not differ across risk groups (Table S4).

Weak HLA Class I Associations in HLA-Class-II-
Matched Narcolepsy Case and Control Individuals

We finally analyzed the effect of HLA-A, HLA-B, and HLA-C
loci in HLA-DR- and HLA-DQ-matched subjects (Tables S5,

S6, and S7). Nominally significant associations were seen
with HLA-A*02:07 (odds ratio [OR] = 1.66 [1.01-2.74],
p = 0.046), HLA-A*03:01 (OR = 0.79 [0.64-0.97], p =
0.024), HLA-A*11:01 (OR = 1.43 [1.15-1.78], p = 0.001),
HLA-A*29:02 (OR = 0.50 [0.30-0.85], p = 0.008), HLA-B*
35:03 (OR = 2.30 [1.27-4.18], p = 0.005), HLA-B*40:02
(OR = 0.54 [0.34-0.87]), HLA-B*41:02 (OR = 0.14 [0.02-
1.15], p = 0.33), HLA-B*44:03 (OR = 0.55 [0.38-0.81], p
= 0.002), HLA-B*44:05 (OR = 0, p = 0.025), HLA-C*
05:01 (OR = 0.73 [0.54-0.99], p = 0.044), HLA-C*14:03
(OR = 0.38 [0.15-1.01], p = 0.044), and HLA-C*16:01
(OR = 0.42 [0.24-0.74]). Similar effects were also found af-
ter HLA-DP was matched between case and control individ-
uals for the potential effect of extended haplotypes (Tables
S8, S9, and S10).

Conditional Analysis Confirms Independent HLA-DP
and Class I Effects

In order to study which HLA-DR and HLA-DQ alleles pre-
dispose to narcolepsy in the ImmunoChip and Asian
data sets, we first performed stepwise analysis of HLA-
DRB1, HLA-DQBI, and HLA-DQAI1 loci in whites and
Asians. As expected, we saw a strong predisposing effect
of the known narcolepsy risk locus HLA-DQB1*06:02 in
whites and Asians (Tables S11 and S12). Similarly strong as-
sociations were seen with HLA-DRB1*15:01, which is in
strong LD with HLA-DQB1*06:02, and with HLA-DQA1*
01:02, which is always present in HLA-DQB1I *06:02 haplo-
types but is also found in other haplotypes. Figure 1A also
shows GWAS data in the HLA region of whites (from Im-
munoChip, see Faraco et al.*”) and Asians (from Affyme-
trix CHB data, see Han et al.®) and a large association
with the HLA-DR-DQ region, which obscured all other
signals.

We next performed stepwise conditioning with HLA-
DQB1*06:02 to examine the effects of other HLA-DRBI,
HLA-DQA1, and HLA-DQBI alleles. We did this after
excluding subjects homozygous for HLA-DQBI*06:02.
The HLA-DRB1, HLA-DQA1, and HLA-DQBI1 loci were
analyzed independently. As previously reported in multi-
ple studies,>*?*?’2? we detected risk groups of HLA-
DRB1, HLA-DQA1, and HLA-DQB1 associations known to
act in trans of HLA-DRB1*1501~DQA1*01:02~DQBI*
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Table 2. Association between DPA1-DPB1 Heterodimers and Narcolepsy in Stepwise Analysis

HLA-DPA1-DPB1 No. of Control No. of Case

Mantel-Haenszel Test

p Heterogeneity

Heterodimer Subjects (Freq) Subjects (Freq) OR (CI) p Test
01:03-04:02 160 (0.15) 88 (0.083) 0.51 (0.38-0.67) 1.01 x 107% 0.852
01:03-04:01 516 (0.58) 459 (0.52) 0.61 (0.47-0.80) 2.07 x 1079 0.342
02:02-19:01 7 (0.020) 0 (0.00) 0 (0.00-NA) 0.008 NA

02:02-05:01 193 (0.57) 218 (0.64) 1.41 (1.02-1.95) 0.039 0.387

The p values were calculated with the chi-square test and Maentel-Haenszel test. The p heterogeneity test is Breslow-Day’s p value. Abbreviations are as follows: Cl,
confidence interval; Freq, carrier frequency; NA, not available (the exact OR or p value could not be calculated); and OR, odds ratio.

06:02: (1) a set of protective alleles (HLA-DRB1*13:01,
HLA-DRBI1*01:01, HLA-DRB1*08:03, HLA-DQBI1*05:01,
HLA-DQB1*06:03, HLA-DQA1*01:01, and HLA-DQAI*
01:03) in high LD with similar ORs in both ethnic groups
(Tables S11 and S12); (2) additional predisposing effects
of HLA-DQA1*01:02-bearing haplotypes (HLA-DQAI*
01:02 and HLA-DQBI1*05:02 in whites and HLA-DQAI*
01:02 in Asians); and (3) additional predisposing effects
of HLA-DQBI1*03:01-bearing haplotypes (Tables S11 and
S12). These effects are well established and are consistent
with the effect of trans-heterodimerization of DQ1 alleles
on DQO0602 and an additional effect of HLA-DQB1*03:01.
In addition, nominally significant effects were seen with
HLA-DQB1*02:02, HLA-DQBI1*04:02, and HLA-DQBI*
03:02 (Tables S11 and S12).

Associations were next conditioned on all significantly
associated HLA-DR and HLA-DQ alleles and SNPs. As seen
from residual HLA association effects, HLA-DPB1*04:02
was again highly protective in both whites and Asians (Ta-
ble 3). Similarly, HLA-DPB1*05:01 also showed significant
predisposing effects in narcolepsy (Table 3). Furthermore,
HLA-DPB1*02:01 was found as an additional association
(Table 3; Tables S13 and S14). Figure 1B also shows GWAS
data in the HLA region of whites (from ImmunoChip, see
Franco et al.>’) and Chinese (from Affymetrix CHB data,
see Han et al.”) after conditioning for HLA-DR and HLA-
DQ; it shows large residual association in the HLA-DP re-
gion and a main effect of HLA-DPB1*04:02.

In a final analysis, we examined HLA class I associations
after conditioning on all identified HLA class II (HLA-DR,
HLA-DQ, and HLA-DP) effects. Statistically significant pre-
disposing associations were seen with HLA-B*51:01, HLA-
B*35:03, HLA-B*18:01, HLA-C*04:01, and HLA-A*11:01,
whereas HLA-B*07:02 was protective (Table 4; Tables S15
and S16). Of special interest were associations with HLA-
A*11:01, HLA-B*51:01, and HLA-B*35:03 because these
were in the same direction across ethnic groups, a finding
more suggestive of a direct effect.

Figure 1C shows GWAS data for whites after condition-
ing for all class II (HLA-DR, HLA-DQ, and HLA-DP) effects;
it shows complex residual association effects in the class I
region. A common association is noted in both ethnic
groups in the HLA-B region. In addition, a large associa-
tion, peaking at rs2523882A (OR = 1.41 [1.26-1.57], p =

7.42 x 109, is noted in whites in the PSORS1 region. Sur-
prisingly, several CHB panel SNPs with high LD with
152523882 in Chinese were either weakly (rs2517474G,
OR = 0.78 [0.64-0.96], p = 0.016) or not associated
(rs3132564, 1562399065, and rs9263475). Because SNP
coverage in this region is vastly superior in the Immuno-
Chip than in the CHB chip, additional fine typing will be
needed to extend this observation.

Variation at the Amino Acid Level

In order to study whether amino acid polymorphisms
across different HLA subtypes could affect the predisposi-
tion to narcolepsy, we imputed all amino acid polymor-
phisms in HLA alleles encoded by the different HLA-A,
HLA-B, HLA-C, HLA-DPA1, and HLA-DPBI loci and per-
formed association testing in the typed and imputed data
sets that had been matched for HLA class II and country
of origin.

At HLA-DPBI1, no independent amino acid was associ-
ated with narcolepsy. At HLA-DPA1, Alall and GIn50
were weakly protective (OR = 0.65 [0.47-0.86], p =
0.0029, and OR = 0.68 [0.52-0.88], p = 0.0035, respec-
tively), and these effects recapitulated effects of the protec-
tive HLA-DPA1*01:03 allele. These two HLA-DPA1 amino
acids are present together in HLA-DPA1*01:03, the most
frequent HLA-DPA1 allele, which is protective in the
context of HLA-DPA1*01:03-DPB1*04:02 and HLA-DPB1*
04:01. The lack of strong association with individual
HLA-DPB1 amino acids suggests that larger binding motifs
underlie the association with narcolepsy.

In the class I region, we found that HLA-A Tyr9 showed
the strongest association with narcolepsy (OR = 1.35,
[1.13-1.62], p = 0.0012), whereas only weak associations
were seen with other amino acids. Interestingly, the predis-
posing HLA-A*11:01 allele has this polymorphism, and it is
also found in HLA-A*25:01, which was detected with the
conditional analysis.

Finally, we performed stepwise analysis with all class I al-
leles and HLA-A Tyr9 in the matched data set in order to see
which alleles were driving the associations. The associa-
tions were nominally significant, and the strongest associ-
ation was seen with HLA-C*16:01, followed by HLA-A*
11:01, which explained in the stepwise analysis most of
the HLA Tyr 9 association that was not significant after
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Figure 1. Association between HLA Loci and Narcolepsy

(A) Association of SNPs in the HLA region (Chr6: 29-36 Mb) reveals an overwhelming signal peaking at the level of HLA-DQB1 in white
(from Immunochip, see Faraco et al.>?) and chinese (from Affymetrix CHB data, see Han et al.”) individuals. Extended LD and association
signal within the HLA-DR-DQ region obscure all other signals.

(B) After conditioning for HLA-DRB1, HLA-DQA1, and HLA-DQBI (significant alleles from the stepwise analysis), a residual association is
seen in the HLA-DP region.

(C) After conditioning for all significant HLA class II alleles, a remaining association is seen in the HLA class I region and is most visible
proximal to HLA-B. A possible additional peak is seen in white individuals only in the vicinity of PSORS1.
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Table 3.

Association of HLA-DPB1 Alleles after Conditioning for HLA-DRB1, HLA-DQA1, and HLA-DQB1 Effects

ImmunoChip Chinese GWAS

Meta-analysis

No. of No. of No. of

HLA- Control Case Control No. of Case

DPB1 Subjects Subjects Subjects Subjects

Allele (Freq) (Freq) OR (CI) p (Freq) (Freq) OR (CI) p OR Meta-analysis I

04:02 2,298 138 0.47 7.15 x 1071 258 (0.13) 57 (0.048) 0.38 (0.24-0.59) 1.64 x 10°°° 0.45 899 x1077 0
0.22) (0.090)  (0.38-0.58) (0.38-0.55)

02:01 2,527 347 1.39 1.14 x 107 776 (0.39) 640 (0.54) 1.14 (0.93-1.39) 0.2037 1.30 1.74 x 107%°  0.584
0.24) 0.23) (1.20-1.60) (1.15-1.46)

05:01 400 113 1.43 0.0123 1,187 (0.59) 776 (0.65)  1.35 (1.12-1.64) 0.00186 1.38 711 x10°% 0
0.038)  (0.073)  (1.08-1.89) (1.18-1.61)

Abbreviations are as follows: Cl, confidence interval; I, heterogeneity in the meta-analysis as described in Higgins et al.°® (0 means no heterogeneity); and OR,

odds ratio.

removal of the HLA-A*11:01 carriers. Similar to the condi-
tioned analysis, nominally significant associations were
also seen with HLA-B*35:03, HLA-B*41:02, and HLA-B*
51:01 (Table S17).

Discussion

In this study, we discovered HLA risk loci and protective
variants for narcolepsy. These effects were independent
of the well-established HLA-DQ effects in narcolepsy. The
strongest protection was seen with HLA-DPB1*04:02
across all ethnic groups and data sets. Further, HLA-
DPB1*05:01 predisposed to narcolepsy independently of
HLA-DPB1*04:02 in Chinese individuals, where it is a
common allele, confirming a recently published study in
Japanese subjects.”” In addition, predisposing HLA class I
associations were seen with HLA-A*11:01, HLA-B*35:03,
and HLA-B*51:01 across ethnic groups, although these
effects were much weaker than HLA-DP effects. Finally, a
possible remaining signal not explained by classic HLA
gene polymorphisms was found near PSORS1 in the class
I region of white subjects.

Our strongest findings indicate an independent role
for HLA-DP molecules in narcolepsy susceptibility. In nar-
colepsy, the effect of heterodimerization of HLA-DQA1
and HLA-DQBI1 is well established.?® In HLA-DP, there
are only three common HLA-DPA1 genes that have very
conserved haplotypes with HLA-DPB1. Analysis of possible
cis (in the same haplotype) and trans (on the other chro-
mosome) heterodimers revealed that the most protective
heterodimer was HLA-DPA1*01:03-DPB1*04:02, whereas
HLA-DPA1*02:02-DPB1*05:01 conferred the largest risk.
These haplotypes were observed in cis, and the analysis of
trans associations did not improve statistical significance.

The HLA-DP loci are important in the development of
autoimmune diseases such as multiple sclerosis (MS),**>?
sarcoidosis (MIM 181000),°* and type 1 diabetes.** Similar
to in our findings, HLA-DPB1*04:02 has been shown to be
protective against type 1 diabetes and sarcoidosis,***
whereas HLA-DPB1*05:01 has been associated with

increased risk of MS.>*** In addition, HLA-DPB1*05:01
has been associated with non-clearance of viral infections
such as that of chronic hepatitis B, whereas similar to in
our study, HLA-DPB1*04:02 is protective against this con-
dition.*®

The specific disease mechanisms underlying this new
HLA-DP association in narcolepsy remain elusive. Narco-
lepsy was recently associated with pandemic HIN1 2009
vaccination''™'” and infections.®'" In addition, strepto-
coccal antibodies were found more frequently in narcolep-
tics than in matched healthy control individuals.” These
findings suggest that environmental triggers, such as up-
per-airway winter infections, are strong effectors in the
development of narcolepsy. It is thus interesting to specu-
late that the presence of HLA-DP risk alleles, such as HLA-
DPB1*05:01, results in lower viral clearance or immune
response, whereas the opposite might occur with protec-
tive alleles, such as HLA-DPBI1*04:02. In this model, a
lower clearance of the viral trigger could be critical to
the development of autoimmunity. HLA-DPB1*05:01
has also been shown to be more common in individuals
who do not develop seroprotection after hepatitis B vacci-
nation.>®

We also observed consistent associations of HLA class I
alleles HLA-A*11:01, HLA-B*35:03, and HLA-B*51:01 (pre-
disposing) after correction of all HLA class II effects, sug-
gesting an independent role for these HLA alleles. These
findings are similar to those found in other autoimmune
diseases, such as MS**°7°% or type 1 diabetes,> where
the main risk alleles are located in the HLA class II region
but residual association is seen in HLA class I. Of notable
interest is the fact that in type 1 diabetes, a disease where
HLA-DQB1*06:02 is strongly protective, opposite effects
to type 1 diabetes of HLA-A*11:01 are also seen in narco-
lepsy. HLA class I effects in these disease might suggest
the involvement of CD8 T or natural killer cells, given
that these three alleles are also known Kkiller cell immuno-
globulin-like receptor ligands.

To conclude, our findings suggest that the HLA associa-
tions in narcolepsy are more complex than previously
thought and show that important high-risk variants reside
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Table 4. Association of HLA Class I Alleles after Conditioning for HLA-DRB1, HLA-DQA1, HLA-DQB1, HLA-DPA1, and HLA-DPB1 Alleles

Meta-analysis

Chinese GWAS

ImmunoChip

No. of Case

No. of Control

No. of Case

No. of Control

I2

p Meta-analysis

OR (CI)

OR (CI) p

Subjects (Freq)

Subjects (Freq)

OR (CI)

Subjects (Freq) Subjects (Freq)

HLA Allele

1.09 x 10°°

0.075  1.49 (1.25-1.78)

1.41 (0.97-2.07)

171 (0.14)

248 (0.12)

5.45 x 10°°

1.51 (1.24-1.85)

1,114 (0.11) 189 (0.12)

HLA-B*51:01

5.14 x 10°°

0.257  1.95 (1.41-2.70)

1.89 (0.62-5.64)

20 (0.017)

32 (0.016)

1.01 x 10°*

158 (0.015) 65 (0.042) 1.96 (1.40-2.75)

HLA-B*35:03

0.441

0.872  0.80 (0.71-0.90) 2.22 x 10™*

1.03 (0.69-1.54)

133 (0.11)

119 (0.060)

8.70 x 10°°

0.78 (0.68-0.88)

2,368 (0.23) 886 (0.57)

HLA-B*07:02

238 x 1074 0.369

0.361  1.41 (1.17-1.69)

0.65 (0.61-1.65)

15 (0.013)

26 (0.013)

8.43 x 10°°

1.46 (1.21-1.76)

1,047 (0.10) 251 (0.16)

HLA-B*18:01

0.92 (0.21-1.38)  0.688  1.33 (1.13-1.56) 4.45 x 10~* 0.732

127 (0.11)

225 (0.11)

259 (0.17) 1.42 (1.20-1.69)  6.89 x 10~5

2,203 (0.21)

HLA-C*04:01

1.38 (0.13-1.07) 0.012 1.32 (1.13-1.54) 4.92 x 10~*

1,206 (0.12) 199 (0.13) 1.28 (1.05-1.57)  0.0146 654 (0.33) 460 (0.39)

HLA-A*11:01

Abbreviations are as follows: Cl, confidence interval; Freg, carrier frequency; 1%, heterogeneity as described in Higgins et al.°® (0 means no heterogeneity); and OR, odds ratio.

outside the known HLA-DR-DQ risk region, notably in the
HLA-DP region, where HLA-DPB1*04:02 and HLA-DPB1*
05:01 have strong effects. We found additional HLA class
I effects, some of which were most compatible with the
direct effect of specific HLA alleles, and others will need
further confirmation. Our study benefited from the evalu-
ation of two ethnic groups, formal HLA typing, and HLA
subtype imputation based on GWAS data. Combining
these methods is likely to reveal a more precise picture of
the role of the HLA region in autoimmune diseases such
as narcolepsy.

Supplemental Data

Supplemental Data include one figure and 17 tables and can be
found with this article online at http://dx.doi.org/10.1016/j.
ajhg.2014.12.010.
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Figure S1. Principal components in the matched data sets
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Table S1. Association of HLA-DRB1 alleles with narcolepsy in individuals matched for HLA-DQA1 and HLA-DQB1 alleles.

Imputed White (N=840)

Imputed Asian (N=776)

HLA-DRB1 N controls N cases N controls N cases N controls
X . OR (CI) P X . OR (CI) P .

Allele (carrier frequency (carrier frequency) (carrier frequency (carrier frequency) (carrier frequency)
01:01 37 (8.69%) 35 (8.45%) 0.97 (0.6-1.57) | 0.905 6 (1.55%) 3(0.77%) 0.5(0.12-2) 0.314 3(2.03%)
01:02 7 (1.64%) 10 (2.42%) 1.48 (0.56-3.93) | 0.427 0(0) 2 (0.52%) - 0.157 -
01:03 3 (0.70%) 0 (0) - 0.087 - - - - 1(0.68%)
03:01 47 (11.03%) 46 (11.11%) 1.01 (0.66-1.55) | 0.971 17 (4.38%) 18 (4.64%) 1.06 (0.54-2.09) | 0.863 14 (9.46%)
04:01 31 (7.28%) 26 (6.28%) 0.85(0.5-1.46) | 0.566 4(1.03%) 4 (1.03%) 1(0.25-4.03) 1 5(3.38%)
04:02 7 (1.64%) 6 (1.45%) 0.88 (0.29-2.64) | 0.82 2 (0.52%) 0(0) - 0.157 0(0)
04:03 0 (0) 4(0.97%) - 0.042 5(1.29%) 11 (2.84%) 2.24(0.77-6.49) | 0.13 3 (2.03%)
04:04 13 (3.05%) 11 (2.66%) 0.87(0.38-1.96) | 0.731 - - - - 3 (2.03%)
04:05 0(0) 1(0.24%) - 0.31 14 (3.61%) 15 (3.87%) 1.07 (0.51-2.26) | 0.85 7 (4.73%)
04:06 - - - - 9 (2.32%) 6 (1.55%) 0.66 (0.23-1.88) [0.434 7 (4.73%)
04:07 2 (0.47%) 6 (1.45%) 3.12 (0.63-15.54) | 0.144 - - - - -
04:08 0(0) 1(0.24%) - 0.31 - - - - -
04:10 - - - - 1(0.26%) 1(0.26%) 1(0.06-16.04) 1 0 (0)
07:01 70 (16.43%) 69 (16.67%) 1.02 (0.71-1.46) | 0.927 46 (11.86%) 45 (11.60%) 0.98 (0.63-1.51) [0.911 12 (8.11%)
08:01 17 (3.99%) 14 (3.38%) 0.84 (0.41-1.73) | 0.64 - - - - 1(0.68%)
08:02 - - - - 5(1.29%) 4 (1.03%) 0.8 (0.21-2.99) |0.737 1(0.68%)
08:03 - - - - 21 (5.41%) 18 (4.64%) 0.85 (0.45-1.62) | 0.622 3(2.03%)
08:04 3 (0.70%) 4(0.97%) 1.38 (0.31-6.18) | 0.676 - - - - -
09:01 2 (0.47%) 3(0.72%) 1.55(0.26-9.31) | 0.631 49 (12.63%) 49 (12.63%) 1(0.65-1.53) 1 10 (6.76%)
10:01 7 (1.64%) 6 (1.45%) 0.88 (0.29-2.64) | 0.82 8 (2.06%) 8 (2.06%) 1(0.37-2.69) 1 1(0.68%)
11:01 60 (14.08%) 53 (12.80%) 0.9 (0.6-1.33) [0.586 43 (11.08%) 50 (12.89%) 1.19(0.77-1.83) | 0.439 8 (5.41%)
11:02 - - - - - - - - -
11:03 0(0) 2 (0.48%) - 0.151 - - - - -
11:04 14 (3.29%) 13 (3.14%) 0.95 (0.44-2.06) |0.904 4 (1.03%) 1(0.26%) 0.25 (0.03-2.23) (0.178 1 (0.68%)
11:06 - - - - - - - - 1(0.68%)
12:01 6 (1.41%) 6 (1.45%) 1.03(0.33-3.22) | 0.96 15 (3.87%) 15 (3.87%) 1(0.48-2.07) 1 13 (8.78%)
12:02 - - - - 28 (7.22%) 31 (7.99%) 1.12 (0.66-1.9) |[0.685 13 (8.78%)
13:01 14 (3.29%) 13 (3.14%) 0.95 (0.44-2.06) |0.904 9 (2.32%) 8 (2.06%) 0.89 (0.34-2.32) [ 0.806 1(0.68%)
13:02 18 (4.23%) 17 (4.11%) 0.97 (0.49-1.91) |[0.931 15 (3.87%) 14 (3.61%) 0.93 (0.44-1.96) | 0.85 11 (7.43%)
13:03 11 (2.58%) 8(1.93%) 0.74 (0.3-1.87) | 0.527 - - - - -
13:05 - - - - - - - - -
13:10 - - - - - - - - -
13:12 - - - - 0 (0) 2 (0.52%) - 0.157 -
14:01 13 (3.05%) 13 (3.14%) 1.03 (0.47-2.25) | 0.941 9 (2.32%) 8 (2.06%) 0.89 (0.34-2.32) [0.806 0 (0)
14:03 - - - - 4 (1.03%) 1(0.26%) 0.25(0.03-2.23) [0.178 1(0.68%)
14:04 - - - - 5(1.29%) 4 (1.03%) 0.8 (0.21-2.99) |0.737 1 (0.68%)
14:05 - - - - 4 (1.03%) 7 (1.80%) 1.76 (0.51-6.07) | 0.362 5 (3.38%)
14:07 - - - - - - - - 1(0.68%)
14:54 - - - - 2 (0.52%) 1(0.26%) 0.5 (0.05-5.52) |0.563 5 (3.38%)
15:01 423 (99.30%) 413 (99.76%) 2.93(0.3-28.27) | 0.33 387 (99.74%) 388 (100.00%) - 0.317 146 (98.65%)
15:02 2 (0.47%) 2 (0.48%) 1.03 (0.14-7.34) | 0.977 19 (4.90%) 23 (5.93%) 1.22 (0.66-2.29) | 0.526 8 (5.41%)
15:03 - - - - - - - - 0(0)
16:01 12 (2.82%) 12 (2.90%) 1.03 (0.46-2.32) | 0.943 - - - - 0 (0)
16:02 1(0.23%) 0(0) - 0.324 14 (3.61%) 11 (2.84%) 0.78 (0.35-1.74) [ 0.542 1(0.68%)

Association of HLA-DRBL1 alleles with narcolepsy in individuals matched for HLA-DQA1 and HLA-DQB1 alleles. P values calculated with 2 test and Maentel Haenszel test. Cl = confidence interval. Upper and lower limits r




Table S1. continued

Typed Asian (N=296)

Typed White (N=530)

Mantel Haenszel test

N cases OR (CI) P N controls N cases OR (C1) P | Allele OR (C1) P | Heterogeneity P
(carrier frequency) (carrier frequency (carrier frequency)
3(2.03%) 1(0.2-5.04) 1 13 (4.91%) 9 (3.40%) 0.68 (0.29-1.62) [0.384( 01:01 0.85 (0.58-1.26) 0.43 0.765

- - - 0(0) 4 (1.51%) - 0.045| 01:02 2.37(0.97-5.82) [0.052 0
1(0.68%) 1(0.06-16.14) 1 3(1.13%) 3(1.13%) 1(0.2-5) 1 01:03 0.57(0.17-1.97) |0.371 0.433
14 (9.46%) 1(0.46-2.18) 1 51 (19.25%) 50 (18.87%) 0.98 (0.63-1.51) [0.912 03:01 1.00(0.77-1.30) |0.982 0.998
8 (5.41%) 1.63(0.52-5.12) |0.395 28 (10.57%) 27 (10.19%) 0.96 (0.55-1.68) |[0.887 | 04:01 0.97 (0.68-1.37) [0.844 0.797
2 (1.35%) - 0.156 0(0) 3(1.13%) - 0.082 | 04:02 1.25(0.51-3.03) |0.623 0
3(2.03%) 1(0.2-5.04) 1 2 (0.75%) 4(1.51%) 2.02 (0.37-11.1) | 0.412| 04:03 2.23(1.05-4.74) [0.032 0.618
2 (1.35%) 0.66 (0.11-4.02) |0.652 18 (6.79%) 12 (4.53%) 0.65 (0.31-1.38) |[0.259( 04:04 0.73 (0.43-1.24) 0.25 0.873
6 (4.05%) 0.85(0.28-2.6) |0.777 - - - - 04:05 1.05(0.57-1.93) [0.875 0.708
5 (3.38%) 0.7 (0.22-2.27) ]0.556 - - - - 04:06 0.68 (0.31-1.48) [0.329 0.937

- - - 4 (1.51%) 7 (2.64%) 1.77(0.51-6.12) |0.361| 04:07 2.22 (0.84-5.88) 0.1 0.584

- - - 3(1.13%) 1(0.38%) 0.33(0.03-3.2) |0.315| 04:08 0.67 (0.11-4.01) [ 0.659 0
1(0.68%) - 0.316 - - - - 04:10 | 2.00(0.18-22.13) | 0.564 0
12 (8.11%) 1(0.43-2.3) 1 34 (12.83%) 35 (13.21%) 1.03 (0.62-1.71) |0.897| 07:01 1.01(0.80-1.27) |0.953 0.998

0 (0) - 0.316 8 (3.02%) 7 (2.64%) 0.87(0.31-2.44) [0.793| 08:01 0.82(0.46-1.47) |0.499 0.884
2 (1.35%) 2.01(0.18-22.45) |0.562 0(0) 1(0.38%) - 0.317| 08:02 1.17(0.39-3.50) |0.781 0.473
4(2.70%) 1.34(0.3-6.11) |0.702 1(0.38%) 0 (0) - 0.317] 08:03 0.87(0.49-1.57) [ 0.655 0.575

- - - - - - - 08:04 1.38(0.31-6.18) |0.676 0
9 (6.08%) 0.89 (0.35-2.27) |0.813 2 (0.75%) 2 (0.75%) 1(0.14-7.15) 1 09:01 1.00 (0.69-1.45) | 0.995 0.963
1(0.68%) 1(0.06-16.14) 1 2 (0.75%) 2 (0.75%) 1(0.14-7.15) 1 [ 10:01| 0.95(0.49-1.86) | 0.89 0.998
11 (7.43%) 1.41(0.55-3.6) |0.477 28 (10.57%) 20 (7.55%) 0.69 (0.38-1.26) [0.226( 11:01 0.97 (0.76-1.25) [0.828 0.423

- - - 0(0) 1(0.38%) - 0.317] 11:02 - 0.317 -

- - - 2 (0.75%) 2 (0.75%) 1(0.14-7.15) 1 | 11:03| 2.02(0.37-11.06) |0.407 0
1(0.68%) 1(0.06-16.14) 1 9 (3.40%) 9 (3.40%) 1(0.39-2.56) 1 11:04 0.87 (0.50-1.51) [0.611 0.704
1(0.68%) 1(0.06-16.14) 1 - - - - 11:06 | 1.00 (0.06-16.14) 1 1
13 (8.78%) 1(0.45-2.24) 1 8 (3.02%) 11 (4.15%) 1.39(0.55-3.52) |0.483| 12:01| 1.08(0.70-1.66) |0.728 0.946
12 (8.11%) 0.92 (0.4-2.08) |0.834 0(0) 1(0.38%) - 0.317] 12:02 1.08 (0.69-1.68) |0.735 0.681
1(0.68%) 1(0.06-16.14) 1 5(1.89%) 4(1.51%) 0.8 (0.21-3) 0.737] 13:01 0.91(0.53-1.55) [0.721 0.996
11 (7.43%) 1(0.42-2.38) 1 11 (4.15%) 11 (4.15%) 1(0.43-2.35) 1 [ 13:02| 097(0.66-1.43) [0.883 0.999

- - - 2 (0.75%) 5(1.89%) 2.53(0.49-13.15) [ 0.254| 13:03 1.02 (0.47-2.22) |0.957 0.203

- - - 2 (0.75%) 3(1.13%) 1.51(0.25-9.09) |0.653| 13:05 1.51(0.25-9.09) |0.653 1

- - - 0(0) 1(0.38%) - 0.317][ 13:10 - 0.317 -

- - - - - - - 13:12 - 0.157 -
1(0.68%) - 0.316 0(0) 1(0.38%) - 0.317] 14:01 1.06 (0.59-1.93) |0.836 0.703
1(0.68%) 1(0.06-16.14) 1 - - - - | 14:03] 0.40(0.08-2.06) |[0.256 0.439
1(0.68%) 1(0.06-16.14) 1 - - - - 14:04 0.83(0.25-2.74) [0.762 0.886
5 (3.38%) 1(0.28-3.53) 1 - - - - 14:05 1.34(0.56-3.22) | 0.508 0.529

0(0) - 0.316 - - - - | 1407 - 0.317 -
5 (3.38%) 1(0.28-3.53) 1 8 (3.02%) 7 (2.64%) 0.87(0.31-2.44) [0.793( 14:54 0.86 (0.41-1.83) |[0.702 0.881
145 (97.97%) 0.66 (0.11-4.02) |0.652 262 (98.87%) 265 (100.00%) - 0.082| 15:01 2.25(0.69-7.34) [0.169 0.178
3(2.03%) 0.36 (0.09-1.39) [0.124 1(0.38%) 1(0.38%) 1(0.06-16.07) 1 15:02 0.97 (0.57-1.63) 0.9 0.459
1(0.68%) - 0.316 1(0.38%) 0 (0) - 0.317] 15:03 | 1.00(0.06-15.99) 1 -
1(0.68%) - 0.316 3(1.13%) 2 (0.75%) 0.66 (0.11-4.01) [0.653| 16:01 1.02 (0.50-2.11) |0.949 0.637
3(2.03%) 3.04 (0.31-29.58) |0.314 1(0.38%) 1(0.38%) 1(0.06-16.07) 1 16:02 0.88 (0.44-1.78) |0.722 0.539

epresent 95 intervals. Cases and controls are matched for country, ethnicity and HLA-DRB1 and HLA-DQ genotypes.




Table S2. Association of HLA-DPB1 alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQB1 and HLA-DQA1 alleles.

Asian typed (N=160)

White typed (N=426)

v

N controls

N cases

OR

N controls

N cases

OR

N controls (carrier

HLA-DPB1 allel 4 P
alele (carrier freq) | (carrier freq) (C1) (carrier freq) (carrier freq) (C1) freq)
01:01 - - - - 19 (8.920%) 17 (7.981%) © 43‘78_816755) 0.728| 14 (3.518%)
0.946 1.069
02:01 53 (66.250%) | 52 (65.000%) (0.493-1.817) 0.868 | 35(16.432%) 37 (17.371%) (0.644-1.775) 0.796| 76 (19.095%)
02:02 8 (10.000%) 5 (6.250%) © 12'76_20920) 0.385 1(0.469%) 2 (0.939%) (0 1821?;); 329) 0.562 5 (1.256%)
0.695 1.037
03:01 7 (8.750%) 5 (6.250%) (0.211-2.290) 0.548( 32(15.023%) 33 (15.493%) (0.611-1.759) 0.893| 64 (16.080%)
0.383 0.939
04:01 18 (22.500%) | 8(10.000%) (0.156-0.941) 0.032( 175 (82.160%) | 173 (81.221%) (0.575-1.535) 0.802 332(83.417%)
0.549 0.557
04:02 7 (8.750%) 4 (5.000%) (0.154-1.954) 0.349( 38(17.840%) 23 (10.798%) (0.319-0.973) 0.038| 76 (19.095%)
2.143 0.739
05:01 35 (43.750%) | 50 (62.500%) (1.138-4.033) 0.017( 12(5.634%) 9 (4.225%) (0.305-1.792) 0.502 22 (5.528%)
06:01 - - - - 6(2.817%) 10 (4.695%) © 6(1).67—20763) 0.308 -
06:02 - - - - - - - - 1(0.251%)
0.494
09:01 2(2.500%) 1(1.250%) (0.044-5.556) 0.56 0(0) 2(0.939%) - 0.156 6 (1.508%)
09:02 - - - - - - - - -
. . 0.174 .
10:01 - - - - 11 (5.164%) 2(0.939%) (0.038-0.795) 0.011 18 (4.523%)
104:01 - - - - - - - - 6 (1.508%)
105:01 - - - - 2(0.939%) 0(0) - 0.156 -
11:01 - - - - 5(2.347%) 4(1.878%) © 23';26007) 0.736 11 (2.764%)
A 1.34
13:01 8(10.000%) 5 (6.250%) © 1276_(10920) 0.385( 3(1.408%) 4(1.878%) © 296%60059) 0.703 14 (3.518%)
14:01 0(0) 6 (7.500%) - 0.013| 5(2.347%) 3(1.408%) © 1265_24519) 0.475 13 (3.266%)
15:01 - - - - 0(0) 4(1.878%) - 0.044 3(0.754%)
16:01 - - - - 1(0.469%) 2(0.939%) 2.009 0.562 1(0.251%)
(0.181-22.329)
2.026 0.829
17:01 1(1.250%) 2 (2.500%) (0.180-22.797) 0.56 6(2.817%) 5(2.347%) (0.249-2.760) 0.76 7 (1.759%)
19:01 0(0) 1(1.250%) - 0.316 - - - - 6 (1.508%)
.664
20:01 - - - - 3 (1.408%) 2(0.939%) © 1206_‘61 011) 0.653 -
21:01 0(0) 1(1.250%) - 0.316 - - - - -
3.088
23:01 - - - - 1.4089 4.225Y .07 -
3:0 3 (1.408%) 9 (4.225%) (0.824-11.569) 0.079
26:01 1(1.250%) 0(0) - 0.316 0(0) 1(0.469%) - 0.317 -
34:01 - - - - 1(0.469%) 0(0) - 0317 -
41:01 - - - - 0(0) 1(0.469%) - 0.317 -

Association of HLA-DPB1 alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQB1 and HLA-DQAL1 alleles. P values calculated with 2 test and Maentel Haenszel test.



Table S2. continued

Vhite imputed (N=796)

Asian imputed (N=744)

Meta-analysis

N cases OR p N controls N cases OR P Allele OR P P test of
(carrier freq) (C1) (carrier freq) | (carrier freq) (C1) (C1) heterogeneity
1.996 1.360
27 (6.7849 0.037 - - - - 01:01 0.195 0.094
( %) (1.031-3.866) (0.853-2.169)
1.274 1.011 1.091
92 (23.116% 0.165 | 191 (51.344%) | 192 (51.613% 0.942 | 02:01 0.377 0.741
( ) (0.905-1.793) ( ) ( ) (0.758-1.348) (0.900-1.322)
1.000 1.188 1.058
5 (1.256% 1 | 23(6.1839 27 (7.2589 0558 | 02:02 0.813 0.718
( %) (0.287-3.481) ( %) ( %) (0.668-2.112) (0.665-1.681)
1.037 0.702 0.919
66 (16.583% 0.848 | 40 (10.753%) | 29 (7.796% 0.164 | 03:.01 0.517 0.589
( ‘) (0.712-1.511) ( ) ( ) (0.425-1.158) (0.713-1.186)
1.057 0.575 0.763
4.1719 77 25.8069 2 (16.667Y .002 4:01 01 042
335 (8 %) (0.725-1.541) | 773 96 (25.806%) | 62 (16.667%) (04020823 | °0 0401 | 0 c15 0051 | ©OL6 0.0
0.513 0.423 0.501
43 (10.804% 0.001| 42 (11.290%) | 19 (5.108% 0.002 | 04:02 6.105e-07 0.914
( ‘) (0.343-0.768) ( ) ( ) (0.241-0.742) (0.380-0.659) €
0.952 1.641 1.482
21 (5.2769 875 | 201 (54.032%) | 245 (65.8609 .947e-04 | 05:01 .001 1
(5.276%) (0:515.1.760) | 75|20 (54.032%) | 245 (65.860%) (1221.2.206) | 2947604 | 0501 |\ o0 ey | 000 0.106
1.700
B N . . - - - 06:01 0.309 1
(0.606-4.763)
1.000 1.000
1(0.251% 1 - - - - 06:02 1 1
( g (0.062-16.043) (0.062-16.043)
0.663 1512 1.145
4 (1.005Y 524 1.6139 2.4199 434 :01 71 4
(1.005%) (0.186-2.369) | 6(1.613%) 9 (2.419%) (0.533-4.292) | %% 0901 | 5 556-2.360) | 0713 0.486
1.440 1.440
- - - 7 (1.882% 10 (2.688% 0.462 | 09:02 0.462 0
( ) ( ) (0.542-3.825) (0.542-3.825)
0.378 0.300
7 (1.759%) (0.156.0.915) | 25 1001 | o 1ar0640) | OO0 0.385
1.684 0.665 1.340
10 (2.5139 0.312| 3(0.8069 2(0.5389 0.654 |104:01 0.509 0.378
( %) (0.606-4.678) ( %) ( %) (0.110-4.002) (0.561-3.201)
- - - - - - - 105:01 - 0.157 -
0.722 0.745
8 (2.010% 0.486 - - - - 11:01 0.445 0.905
( ) (0.287-1.814) (0.349-1.588)
0.707 1.241 0.918
10 (2.5139 ) 13 (3.4959 16 (4.3019 ) 13:01 72 622
0(2:513%) (0.310-1.611) | %47 3 (3.495%) 6(4.301%) (0.588-2.618) 0-57 3011 (0.574-1.467) 0.7 0.6
0.685 0.817 0.899
9(2.261% 0.387| 23 (6.183% 19 (5.1089 0525 | 14:01 0.644 0.675
( %) (0.290-1.622) ( %) ( %) (0.437-1.526) (0.571-1.414)
02
5 (1.256%) 1675 0.477 15:01 (38?3155 0.082 0
. 0 . = = - = o N = o
(0.398-7.057) 11.223)
2.005 2.007
2(0.503%) (0.481-22.201)| 563 T P B 0.999
1.440 0.789 0.946
10 (2.5139 462 25 (6.7209 20 (5.376% 442 | 17:01 81 X
0(2.513%) (0.542-3.821) | %4® > (6.720%) 0(5.376%) (0.430-1.446) | ° 01 (0597-1.499) | OB 0-686
0.831 1.000 1.000
5 (1.256% 0.761| 4 (1.075% 4(1.075% 1 19:01 1 0.762
( ) (0.252-2.746) ( ) ( ) (0.248-4.029) (0.414-2.415)
0.664
- - - - - - - 20:01 ) 1
0011 0110:4.011) | 083
- B - - - - - 21:01 - 0.317 -
3.088
- - - - - - - 23:01 .07 1
3011 082a-11.569) 207°
0.499 0.666
- - - 2(0.5389 1(0.2699 0563 | 26:01 0.654 0
( %) ( %) (0.045-5.523) (0.111-3.993)
- - - - - - - 34:01 - 0.317 -
- " - - - . - 41:01 - 0.317 -

Cl = confidence interval. Upper and lower limits represent 95 intervals. Cases and controls are matched for country, ethnicity and HLA-DRB1 and HLA-DQ genotypes.




Table S3. Association of HLA-DPAL1 alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQB1 and HLA-DQAL1 alleles.

Asian typed (N=160)

White typed (N=426)

Wh

N controls N cases (carrier N controls N cases (carrier OR N controls (carrier
HLA-DPA1 allele (carrier frequency) OR (CI) P (carrier frequency) (Cl lower - upper) P frequency)
frequency) frequency)
01:03 57 (71.250%) | 49 (61.250%) 0.638 0.181| 208 (97.653%) | 209 (98.122%) 1.256 0.736 393 (98.744%)
(0.329-1.235) (0.333-4.743)
01:04 - - - - 0(0) 3 (1.408%) - 0.082 2 (0.503%)
02:01 10 (12.500%) 9 (11.250%) 0.887 0.807 | 47(22.066%) | 40 (18.779%) 0.817 0.4 81 (20.352%)
(0.340-2.315) (0.509-1.310)
02:02 61 (76.250%) 67 (83.750%) 1.605 0.236( 14(6.573%) 9 (4.225%) 0.627 0.284 25 (6.281%)
(0.731-3.523) (0.265-1.482)
03:01 - - - - 2 (0.939%) 0(0) - 0.156 -
04:01 - - - - - - - - -

Association of HLA-DPA1 alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQB1 and HLA-DQA1 alleles. P values calculated with %2 test and Maentel Haenszel test.



Table S3. continued

iite imputed (N=796)

Asian imputed (N=744)

Meta-analysis

N cases

(carrier OR (1) P Nc‘;::":':rfza;"e' N:f:ezgi")'e' OR (Cl) P | Allele OR (1) P hetz:zs::tfait
frequency) q v i v g v
0.831 0.627 0.654
392 (98.492% 0.761| 238 (63.978% 196 (52.688% 0.002 | 01:03 0.001 0.761
( ) (0.252-2.746) ( ) ( ) (0.467-0.841) (0.506-0.845)
1.504 3.015
3(0.754%) (0.250.9.049) | 65 0104 |\ co714.82) | 156 0
0.821 0.862 0.835
0, 0, 10, .
69 (17.337%) 0575-1172) |°277 49 (13.172%) 43 (11.559%) (0.556-1.334) | 0504|0201 | e osa) | 0126 0.997
1.173 1.520 1.289
0, 0, [ o
29 (7.286%) (0.674-2040) | *573 309 (83.065%) | 328 (88.172%) (1.003.2.302) | 0047|0202 | (o6 | 0081 0.294
- - B - - - - | 0301 - 0.157 -
- - - 0(0) 1(0.269%) - 0.317| 04:01 - 0.317 -

Cl = confidence interval. Upper and lower limits represent 95 intervals. Cases and controls are matched for country, ethnicity and HLA-DRB1 and HLA-DQ genotypes.




Table S5. Association of HLA-A alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQB1 and HLA-DQA1 alleles.

Asian typed (N=154)

White typed (N=418)

N cont.rols N cases (carrier OR (Cl lower - N controls (carrier| N cases (carrier OR (Cl lower - N controls (carrier
HLA-A Allele|  (carrier frequency) upper) P frequency) frequency) upper) P frequency)
frequency)
2.027 A
01:01 1(1.299%) 2(2.597%) (0 180?22 827) 0.56 58 (27.751%) 55 (26.316%) © 6849-?0432) 0.741 86 (21.608%)
01:02 B - - - 0(0) 1(0.478%) - 0.317 -
1.197 1.000
02:01 23(29.870%)| 26 (33.766%) (0.607-2.361) 0.604 105 (50.239%) 105 (50.239%) (0.681-1.467) 1 183 (45.980%)
02:02 - - - - - - - - 0(0)
02:03 - - - - - - - - -
02:05 - - - - 3(1.435%) 5 (2.392%) © 3;'7??;3135) 0.475 7 (1.759%)
02:06 |16 (20.779%)| 15 (19.481%) © 4‘1)'99?029) 0.841 2(0.957%) 0(0) - 0.156 1(0.251%)
02:07 2 (2.597%) 2 (2.597%) © 1;'7?302 86) 1 - . . - _
02:10 2 (2.597%) 2 (2.597%) © 1;.70—30286) 1 - - - - -
02:17 - - - - 0(0) 1(0.478%) - 0.317 -

: 4 (5.195% - .04 4 (40. o .187% . 4 5.427%
03:01 (5.195%) 0(0) 0.043 84 (40.191%) 61 (29.187%) © 48;(1)3921) 0.018 141 (35.427%)
03:02 - - - - 0(0) 1(0.478%) - 0.317 -
11:01 22(28.571%)| 32 (41.558%) © 9;57_;8477) 0.091 22 (10.526%) 35 (16.746%) © 92;;0029) 0.064 47 (11.809%)
11:02 - - - - - - - - -

1.51
23:01 - - - - 4 (1.914%) 6 (2.871%) © 4215_55448) 0.522 21 (5.276%)
1. .962
24:02 30(38.961%)| 30(38.961%) © 523?20911) 1 31(14.833%) 30 (14.354%) © 5299_2 657) 0.89 81(20.352%)
24:03 - - - - 0(0) 1(0.478%) - 0.317 -
24:20 0(0) 1(1.299%) - 0.316 - - - - -
25:01 - - - - 13 (6.220%) 17 (8.134%) © 6;'13§5823) 0.448 22 (5.528%)
26:01 5 (6.494%) 3(3.896%) © 12524533) 0.468 4(1.914%) 13 (6.220%) (1093;)'3193603) 0.026 17 (4.271%)
26:02 1(1.299%) 1(1.299%) (0 0611'?105281) 1 - - - - -
26:03 1(1.299%) 2 (2.597%) © 183).»02227827) 0.56 - - - - R
29:01 - - - - - - - - 4 (1.005%)
29:02 - - - - 13 (6.220%) 10 (4.785%) © 3(2)%:7»51’8768) 0.52 31(7.789%)
30:01 4 (5.195%) 2 (2.597%) © 03;27739) 0.405 4(1.914%) 3(1.435%) © 12;:6376) 0.703 11 (2.764%)
30:02 - - - - 4(1.914%) 4(1.914%) © 21'7(320053) 1 7 (1.759%)
30:04 - - - - - - - - 1(0.251%)
1.159 1.320
31:01 7 (9.091%) 8(10.390%) (0.399-3.372) 0.786 10 (4.785%) 13 (6.220%) (0.565-3.081) 0.52 13 (3.266%)
774
32:01 0(0) 1(1.299%) - 0.316 14 (6.699%) 11 (5.263%) © 323_1 747) 0.536 27 (6.784%)
33:01 - - - - 3 (1.435%) 1(0.478%) © 02213;0200) 0.315 7 (1.759%)
0.579
33:03 24 (31.169%) 16 (20.779%) (0.279-1.204) 0.142 - - - - 2 (0.503%)
34:01 - - - - - - - - -
66:01 - - - - 1(0.478%) 0(0) - 0.317 3 (0.754%)
68:01 2 (2.597%) 0(0) - 0.155 8 (3.828%) 8 (3.828%) © 3;5020716) 1 16 (4.020%)
68:02 1(1.299%) 0(0) - 0.316 3(1.435%) 1(0.478%) © ogizozoo) 0.315 5 (1.256%)
69:01 - - - - - - - - 1(0.251%)
74:03 - - - 1(0.478%) 0(0) - 0.317

Association of HLA-A alleles with narcolepsy in individuals matched for HLA-DR

B1, HLA-DI

QB1 and HLA-DQA1 alleles. P values calculated with %2 test and Maentel Haenszel test. Cl = cc



Table S5. continued

White imputed (N=796)

Asian imputed (N=744)

Meta-analysis

N cases (carrier OR (CI lower - N cont.rols N cas.es OR (CI lower - P test of
frequency) upper) P (carrier (carrier upper) P Allele OR P heterogeneit
9 4 pp frequency) frequency) PP B v
0.971 0.709 0.904
4 (21.1069 ) 7 (9.9469 27 (7.2589 191 1:01 401 692
84(21.106%) (0.691-1362) | %3 | 3 (9-946%) (7.258%) (0.422-1.100) | % 010 (0.714-1.144) 0.40 0.69
- - - - - - - 01:02 - 0.317 -
0.990 0.735 0.912
182 (45.7299 943 |1 .753%) | 108 (29.032% ) 2:01 ) 384
82 (45.729%) (07401308 | 0993 | 133 (35.753%) | 108 (29.032%) (0.540-1.001) 0.05 02:0 (0.765.1.087) 0.303 0.38
1(0.251%) - 0317 - - - - 02:02 - 0.317 -
1.000 1.000
- - - 1 (0.269% 1 (0.2699 1 02:03 1 1
( %) ( %) (0.062-16.047) (0.062-16.047)
1.146 0.748 1.145
8 (2.0109 0.794 | 4(1.0759 3(0.8069 0.704 02:05 0.713 0.748
( ) (0.412-3.190) ( ) ( ) (0.166-3.365) (0.556-2.361)
1.280 1.152
0(0 - 0.317 | 63(16.935%) | 77 (20.699% 0.189 02:06 0.401 0.431
) ( ) ( ) (0.885-1.852) (0.828-1.602)
1.719 1.661
- - - 25(6.720%) | 41(11.022% 0.039 02:07 0.046 0.605
( ) ( ) (1.023-2.891) (1.006-2.744)
1.000
- - - - - - - 02:10 1 1
(0.137-7.286)
B - - - - - - 02:17 B 0.317 -
0.978 0.678 0.785
139 (34.925% 0.882 | 44 (11.828%) | 31(8.333% 0.113 03:01 0.024 0.138
( ) (0.731-1.309) ( ) ( ) (0.418-1.100) (0.636-0.970)
0.248 0.499
- - - 0 0, o
4(1.075%) | 1(0.269%) (0.0262.220) | 0178 03:02 (0.091.2.729) 0.413 0
1.122 1.477 1.431
0 0 0, .
52 (13.065%) (0736.0717) | 059 | 107 (28.763%) | 139 (37.366%) (10862000 | 0013 11:01 (1.154.1.775) 0.001 0.554
0.332 0.332
- - - 8069 1(0.269Y 31 11:02 31 1
3(0.806%) (0-269%) (0.034-3202) | °31° 0 (0.034-3.202) 0.316
0.950 0.499 1.000
20 (5.0259 87 2(0.5389 1(0.269Y ) 23:01 1 687
0(5.025%) (0.507-1.781) | %873 (0-538%) (0-269%) (0.045-5.523) | °°%3 3:0 (0.580-1.725) 0.68
1.047 1.086 1.047
4 (21.1069 793 | 127 (34.140%) | 134 (36.0229 591 24:02 64 982
84 (21.106%) (0.743-1.475) | %73 (34.140%) | 134 (36.022%) (0.804-1.468) | %> 0 (0.859-1.278) 0.648 0.98
0.499 1.000
- - - 2(0.5389 1(0.2699 0.563 24:03 1 0
( %) ( %) (0.045-5.523) (0.140-7.118)
- - - - - - - 24:20 B 0.317 -
1.195 1.246
26 (6.5339 0.551 - - - - 25:01 0.349 0.819
( %) (0.665-2.145) (0.786-1.976)
1.124 0.830 1.103
19 (4.774% 0.733 | 25(6.7209 21 (5.6459 0.543 26:01 0.62 0.148
( & (0.575-2.195) ( ) ( %) (0.456-1.511) (0.748-1.628)
1.000
- - - - - - - 26:02 1 1
(0.061-16.281)
1.000
- - - 1(0.269% 0(0 - 0.317 26:03 1 0
( ) ©) (0.139-7.191)
0.248 1.203 0.776
1(0.251% 0.178 | 5(1.344% 6 (1.613% 0.761 29:01 0.615 0.213
( i (0.028-2.230) ( ) ( ) (0.364-3.978) (0.287-2.094)
0.400 0.504
13 (3.266% 0.005 - - - - 29:02 0.008 0.244
( ) (0.206-0.776) (0.301-0.846)
1.000 0.814 0.823
0 10, 0, .
11 (2.764%) (0.428.2.334) 1 35(9.409%) | 29 (7.796%) (04871362 | 0433 30:01 (0.547-1.23) 0.35 0.902
1.146 1.185
10/ 0, - .
8 (2.010%) (0412-3.100) | 07% 0(0) 1(0.269%) 0.317 30:02 (0.527-2.666) 0.681 0.805
0(0) - 0317 - - - - 30:04 - 0.317 -
1.240 0.968 1.102
16 (4.020% ) 11409 8719 ) 1:01 591 911
6 (4.020%) (0.585.2.614) 0.57 | 34(9.140%) | 33(8.871%) (0586.1.500) | 08% 31:0 (0.775-1.566) 0.59 0.9
0.882 0.886 0.874
24 (6.0309 664 2.4199 2.1519 ) 2:01 .52 957
(6.030%) (0.500-1.557) | *°® 9(2419%) | 8(2.151%) (0.338-2.323) | °80° 32:0 (0.576-1.325) 0.525 0.95
1.000 1.000 0.816
7 (1.7599 1 1 (0.269% 1(0.2699 1 01 ) )
(1.759%) (0.348-2.878) (0-269%) (0-269%) (0.062-16.047) 33:0 (0.336-1.981) 0.653 0.68
0.857 0.714
0(0 - 0.157 | 30(8.0659 26 (6.9899 0.578 33:03 0.126 0.389
() ( %) ( %) (0.496-1.479) (0.463-1.100)
- - - 1 (0.269%) 0(0) - 0.317 34:01 B 0.317 -
0.665 0.498
2(0.5039 0.654 - - - - 66:01 0.413 0
( ) (0.111-4.001) (0.091-2.732)
1.330 0.873 (0.313- 1.061
21 (5.276% 0.4 8(2.151% 7(1.882% 0.794 68:01 0.808 0.743
( & (0.683-2.588) ( ) ( ) 2.431) (0.658-1.711)
1.612 1.000
8(2.010% 0.402 - - - - 68:02 1 0.205
( ) (0.523-4.972) (0.395-2.534)
1.000 0.499
1(0.251% 1 1(0.269% 0(0 - 0.317 69:01 0.564 0
( i (0.062-16.043) ( i ©) (0.045-5.520)
B s B 5 s s s 74:03 B 0.317 -

»nfidence interval. Upper and lower limits represent 95 intervals. Cases and controls are matched for country, ethnicity and HLA-DRB1 and HLA-DQ genotypes.




Table S7. Association of HLA-C alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQB1 and HLA-DQAL1 alleles.

Asian typed (N=156)

White typed (N=424)

White imputec

HLA-C N cont‘rols N cas.es OR N cont.rols N cas.es OR N controls N cases
allele (carrier (carrier (@) P (carrier (carrier (@) P (carrier freq) | (carrier freq)
freq) freq) freq) freq)
26 24 0.889 0.679
01:02 0.732 |13 (6.132%)| 9 (4.245% 0.381| 18 (4.523%) | 27 (6.784%
(33.333%) | (30.769%) | (0.454-1.742) ( )| 9 ) (0.284-1.623) ( ) ( )
1312
02:02 | 1(1.282%) 0(0) - 0.316 |14 (6.604%)|18 (8.491%) 0 6353_2 J12) | 0462| 29 (7.286%) | 29 (7.286%)
0.498
2:1 - - - - | 2(0.943%) | 1 (0.472¢ 562 - -
02:10 (0.943%) | 1(0.472%) (0.045.5.530) 0.56
03:01 0 (0) 1(1.282%) - 0.316 - - - - - -
10 0.567
03:02 6 (7.692% 0.291 - - - - - -
(12.821%) ( ) (0.195-1.644)
21 28 1.520 0.849
03:03 0.227 |14 (6.604%)|12 (5.660% 0.686 | 41 (10.302%) | 22 (5.528%
(26.923%) | (35.897%) | (0.769-3.005) ( 0|12 ( ) (0.383-1.880) ( 0| 22 ( )
15 18 1.260 32 22 0.651
03:04 0.556 0.145 | 37 (9.296%) | 35 (8.794%
(19.231%) | (23.077%) | (0.583-2.724) (15.094%) | (10.377%) | (0.365-1.163) ( ) ( )
03:14 - - - - 0(0) |1(0.472%) - 0.317 - -
11 0.794 29 26 0.882
04:01 9 (11.538% 0.632 0.665 | 58 (14.573%) | 81 (20.352%
(14.103%) ( ) (0.309-2.040) (13.679%) | (12.264%) | (0.500-1.556) ( |81 )
04:03 - - - - - - - - - -
0.494 30 25 0.811
05:01 | 2(2.564%) | 1(1.282% 0.56 0.47 | 65 (16.332%) | 46 (11.558%
( o] L ?) | (0.044-5.557) (14.151%) | (11.792%) | (0.459-1.432) ( 6|46 ‘)
0.480 22 22 1.000
06:02 | 6(7.692%) | 3 (3.846% 0.303 1 |53(13.317%) | 56 (14.070%
( o) | 3( ) (0.116-1.992) (10.377%) | (10.377%) | (0.536-1.867) ( )56 ( g
0.740 52 52 1.000
07:01 | 4(5.128%) | 3 (3.846% 0.699 1 |90 (22.613%) | 81 (20.352%
( 0 | 3( ) (0.160-3.421) (24.528%) | (24.528%) | (0.642-1.557) ( )| 81 ( )
07:02 13 12 0.909 0g27| 133 133 1.000 1 228 228
’ (16.667%) | (15.385%) | (0.386-2.140) | (62.736%) | (62.736%) | (0.675-1.482) (57.286%) | (57.286%)
0.494 1.346
07:04 | 2(2.564%) | 1(1.282%) (0.0445.557) | ©5 6 (2.830%) | 8 (3.774%) (0.455-3.949) | °5¢7 6 (1.508%) | 15 (3.769%)
15 17 1.170
08:01 0.692 - - - - | 1(0.251% 0(0
(19.231%) | (21.795%) | (0.537-2.549) ( ) ©)
1.428
08:02 - - - - |10 (4.717%)|14 (6.604%) (0.620-3.201) | °401| 1 (4.774%) | 27 (6.784%)
08:03 | 1(1.282%) 0(0) - 0.316 - - - - - -
R R 0.658 R R 4.058 R R
12:02 | 3(3.846%) | 2 (2.564%) (0.107.4.050) | 642 1(0.472%) | 4 (1.887%) (0.450-36.608) | 77 3(0.754%) | 2(0.503%)
32 2.514
12:03 0(0 1(1.282% - 0.316 |14 (6.604% 0.005 | 46 (11.558%) | 56 (14.070%
© ( ) ( ) (15.094%) | (1.300-4.863) ( )56 ( )
10 11 1.116 2.010
14:02 0.815 | 1 (0.472%) | 2 (0.943% 0.562 | 10 (2.513%) | 11 (2.764%
(12.821%) | (14.103%) | (0.445-2.803) ( 0| 2( ) (0.181-22.330) ( ) ( )
14:03 |8 (10.256%)| 4 (5.128%) 0 126413641) 0.229 - - - - - -
1502 |2 . . 3.746 . . 1.346 , .
: (2.564%) | 7 (8.974%) (0.753.18.639) 0.086 | 6 (2.830%) | 8 (3.774%) (0.456.3.949) 0.587 | 13 (3.266%) | 16 (4.020%)
15:05 - - - - - - - - | 3(0.754%) | 3(0.754%)
0.654
16:01 - - - - |12(5.660%)| 8 (3.774%) (02621633 | ©36 |2 (7.286%) | 10 (2.513%)
2.010
16:02 - - - - | 1(0.472%) | 2 (0.943% 0.562| 3(0.754%) | 2(0.503%
( )2 ) (0.181-22.330) ( ) ( ‘)
16:04 - - - - 0(0) |1(0.472%) - 0.317 0 (0) 2 (0.503%)
17:01 - - - - 0(0) |2(0.943%) - 0.156 | 7(1.759%) | 5 (1.256%)
17:03 - - - - 0(0) |1(0.472%) - 0.317 - -
18:01 - - - - |1(0472%) ] 0(0) - 0.317 - -

Association of HLA-C alleles with narcolepsy in individuals matched
ethnicity and HLA-DRB1 and HLA-DQ genotypes.

or HLA-DRB1, HLA-DQB1 and HLA-DQA1 alleles.

P values calculated with 2 test and Ma



Table S7. continued

1 (N=796) Asian imputed (N=744) Meta-analysis
P
(?:':) P (CI:rcr?enrt;:)t:) (ca’:ric:rsfrseq) (?:':) P Allele ((():?) P hetert(:lgenei
(0.8;.25—;6837) 0.167 | 69 (18.548%) | 77 (20.699%) (0.7;;_‘;.6647) 0.46 | 01:02 (0.81;—2?448) 0.453 0.432
(0.5;;50_2?707) 1 5(1.344%) 6 (1.613%) (0.32212-(3)?978) 0.761 | 02:02 (0.7;.8(3281.8626) 0.682 0.827

- - - - - - 02:10 (0.02;:2?530) 0.563 0

- - - - - - 03:01 - 0.317 -

- - 21 (5.645%) | 17 (4.570%) (0'42'58_29543) 0.505 | 03:02 (0.42;57-?7269) 0.261 0.588
(0.28;3%?)?872) 0.013 |99 (26.613%) (27.160838%) (0.7;;10—_;,.6459) 0.742] 03:03 (0.7;);39—1.7180) 0.538 0.059
(0'5359_1?527) 0.805 | 73 (19.624%) | 59 (15.860%) (0'5257_;2127) 0.179( 03:04 (0.62'78-?.(.)066) 0.144 0.533

- - - - - - 03:14 - 0.317 -
(1.0;:2.8169) 0.032| 37(9.946%) |42 (11.290%) (0.7;.21-;2839) 0.552 ( 04:01 (0.9?1;82-(1).1540) 0.147 0.352

- - 3(0.806%) | 2(0.538%) (0'1(1)66_2.5002) 0.654 | 04:03 (0.1(1)6?2?:’002) 0.654 1
(0.4222?005) 0.052| 11 (2.957%) | 10 (2.688%) (0.3269-2.7161) 0.825( 05:01 (0.52.87-?).1993) 0.044 0.886
(0'71'1(?2197) 0.757 | 66 (17.742%) | 52 (13.978%) (0'58'77_51’?119) 0.16 | 06:02 (0.68'2%2(.)146) 0.368 0.512
(0.6(2)'38_?1227) 0.437| 6(1.613%) 6 (1.613%) (0.3;6?2(.)129) 1 07:01 (0.78.99-1.7187) 0.511 0.956
(0.7;:22?324) ! (31.141572%) (29%;091%) (0.625.9—2?235) 0.524 07:02 (O.ng—iiSS) 0.679 0.963
(0.9;;2?664) 0.047| 9(2.419%) 9 (2.419%) (0.3;.2?2(.)548) 1 07:04 (0.81';‘21.8483) 0.176 0.434

- 0.317 (90 (24.194%) | 95 (25.538%) (0'7;'1?;5499) 0.671 | 08:01 (0.7;£f458) 0.641 0.831
(0.7;;2.2656) 0.224| 1(0.269%) 1(0.269%) (0.0612.—0106(.)047) 1 08:02 (0.8;;{;8312) 0.146 0.967

1.000

- - 0(0) 1(0.269%) - 0.317( 08:03 (0.063-15.988) 1 -
(0.12'16_2.5001) 0.654 | 24 (6.452%) | 22 (5.914%) (0.58.29—1.1656) 0.761 12:02 (0.53'79_2.6617) 0.896 0.57
(0.8;;—?902) 0.289| 16 (4.301%) | 10 (2.688%) (0'23'56_1.5373) 0.231( 12:03 (0.9;6%1?,842) 0.066 0.027
(0.4;.3]:(2).3627) 0.825| 32 (8.602%) | 36 (9.677%) (0.6;;[]:?;?876) 0.611( 14:02 (0.7:7231:2?5685) 0.492 0.974

- - 7 (1.882%) 2 (0.538%) (0.02'82-2.2366) 0.094 | 14:03 (0.12'53:?..2006) 0.044 0.613
(0.5;;-[2“.)614) 0.57 | 31(8.333%) | 37(9.946%) (0'7;'72_;5004) 0.445 | 15:02 (0.91;3%??938) 0.13 0.623
(0.23.1(?2?985) 1 2(0.538%) | 4(1.075%) (0.3626.—0111%046) 0.412 | 15:05 (0.41;‘[{?441) 0.562 0.559
(0.1253%682) 0.002 i ] ] | e (0.226%3.2744) 0002 0.249
(0'1(1)'16_2'5001) 0.654 0(0) 2 (0.538%) - 0.157 | 16:02 (0.4352244) 0.526 0.357

- 0.157 - - - - 16:04 - 0.083 -
(0.2(2)217-;1258) 0.561| 1(0.269%) 0(0) - 0.317( 17:01 (0‘3258_;224) 0.795 0

- - - - - - 17:03 - 0.317 -

- - - - - - 18:01 - 0.317 -

entel Haenszel test. Cl = confidence interval. Upper and lower limits represent 95 intervals. Cases and controls are matched for country,




Table S8. Association of HLA-A alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQ and HLA-DP alleles.

White imputed (N=490) Asian imputed (N=452) Asian typed
N | N
HLA-A | Ncontrols | N cases OR o (Z::rtl:: s (c::::: OR o | Necontrols | Ncases
allele | (carrier freq) | (carrier freq) (cn freq) freq) (cn (carrier freq) [ (carrier freq)
0.864 1.310
01:01 |55(22.449%) | 49 (20.000%) (0.560-1.332) 0.507 | 14 (6.195%) | 18 (7.965%) (0.635-2.703) 0.463 0(0) 1(5.882%)
105 115 1.179 86 64 0.643
02:01 0.364 0.028 | 6(35.294% 6 (35.294%
(42.857%) (46.939%) | (0.826-1.684) (38.053%) | (28.319%) | (0.433-0.954) ( ) ( ‘)
02:03 - - - - [ 1(0.442%) 0(0) - 0.317 - -
0.854 1.000
02:05 | 7(2.857%) | 6(2.449%) (0.283.2.577) 0.779| 1(0.442%) | 1 (0.442%) (0.062-16.086) 1 - -
37 50 1.451
02:06 - - - - 0.121 | 6(35.294%) | 5(29.412%
(16.372%) | (22.124%) | (0.905-2.327) ( AN )
26 1.706
02:07 - - - - 16 (7.080% 0.105( 1(5.882% 0(0
( ‘) (11.504%) | (0.889-3.276) ( ) ©)
02:10 - - - - - - - - | 2(11.765%) | 2 (11.765%)
02:17 - - - - - - - - - -
0.820 1.111
B . (] . (] . . (] . (] . . (]
03:01 |90 (36.735%) | 79 (32.245%) (0.564-1.150) 0.296 | 20 (8.850%) | 22 (9.735%) (0.585-2.028) 0.746 | 2 (11.765%) 0(0)
03:02 - - - - 2 (0.885%) | 1(0.442%) 0.498 0.562 - -
(0.045-5.529)
1.241 68 71 1.064
11:01 [29(11.837%) |35 (14.286%) (0.732-2.104) 0.421 (30.088%) | (31.416%) | (0.714-1.587) 0.76 | 3(17.647%) | 8 (47.059%)
11:02 - - - - | 2(0.885%) 0(0) - 0.156 - -
0.759 1.000
23:01 | 13(5.306%) | 10 (4.082%) (0.326-1.766) 0.522| 1(0.442%) | 1 (0.442%) (0.062-16.086) 1 - -
0.948 75 81 1.125
24:02 47 (19.184%) | 45 (18.367%) (0.602-1.492) 0.817 (33.186%) | (35.841%) | (0.763-1.658) 0.553| 6(35.294%) | 3 (17.647%)
1.292
25:01 | 19(7.755%) | 24 (9.796%) (0.685.2.425) 0.425 - - - - - -
0.896 1.000
26:01 10 (4.082%) | 9(3.673%) (0.358-2.245) 0.815| 18 (7.965%) [ 18 (7.965%) (0.506-1.976) 1 - -
26:02 - - - - - - - - 0(0) 1(5.882%)
1. 1.507
29:01 | 1(0.408%) | 1(0.408%) 00 62_01%007 ) 1 | 2(0.885%) | 3(1.327%) 02 49518 104) 0.653 - .
0.481
29:02 18 (7.347%) | 9(3.673%) (0.212-1.093) 0.075 - - - - - -
0.854 27 23 0.835
30:01 7 (2.8579 6 (2.449% 0.779 0.549( 1(5.882% 0(0
( %) ( ) (0.283-2.577) (11.947%) | (10.177%) | (0.463-1.506) ( ) ©
1.513
30:02 4(1.633%) | 6(2.449%) (0.421-5.428) 0.523 - - - - - -
1.955 28 0.539
31:01 9(3.673%) | 17 (6.939%) (0.854-4.476) 0.107 (12.389%) 16 (7.080%) (0.283-1.026) 0.057 | 2(11.765%) | 3 (17.647%)
1.143 1.172
32:01 | 15(6.122%) | 17 (6.939%) (0.558-2.344) 0.715| 6 (2.655%) | 7 (3.097%) (0.385.3.543) 0.778 - -
2.008
33:01 1(0.4089 2 (0.816Y 0.563 0(0 1(0.4429 - 0.317 - -
( %) ( %) (0.181-22.293) © ( %)
R R 1.000 R R 0.830 R R
33:03 1(0.408%) | 1(0.408%) (0.062-16.078) 1 |[19(8.407%) (16 (7.080%) (0.415-1.659) 0.598 | 4(23.529%) | 3 (17.647%)
331
66:01 | 3(1.224%) | 1(0.408%) 0 02432 200) 0.315 - - - - - -
0.811 0.595
68:01 11 (4.490%) | 9(3.673%) (0.330-1.994) 0.648 | 5(2.212%) | 3 (1.327%) (0.140-2.518) 0.476 - -
0.797
68:02 | 5(2.041%) | 4(1.633%) (0.211-3.003] 0.737 - - - - - -
69:01 | 1(0.408%) 0(0) - 0.317 - - - - - -
74:03 - - - - - - - - - -

Association of HLA-A alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQ and HLA-DP alleles. P values calculated with %2 test and Maentel Ha¢
ethnicity and HLA-DRB1, HLA-DQ and HLA-DP genotypes.




Table S8. continued

N=34) White typed (N=194) Meta-analysis
OR N cont‘rols N cas.es OR OR P test of
@) P (carrier (carrier @) P Allele @) P heterogeneit
freq) freq) & v
28 25 0.856 0.948
- 0.31 0.629| 01:01 0.745 0.593
(28.866%) | (25.773%) | (0.455-1.610) (0.690-1.304)
1.000 (0.245- 50 54 1.180 0.944
1 0.565| 02:01 0.632 0.125
4.083) (51.546%) | (55.670%) | (0.671-2.077) (0.747-1.194)
- - - - - - | 02:03 - 0.317 -
2.021 1.000
- - | 1(1.031%) | 2 (2.062% 0.561| 02:05 1 0.817
( 0| 2( ) (0.180-22.664) (0.393-2.545)
0.764 (0.181- 1.323
0.714| 1(1.031% 0(0 - 0.316| 02:06 0.216 0.401
3.229) ( ) ©) (0.849-2.062)
1.594
- 0.31 - - - - | 0207 | anta020) | 15 0
1.000 (0.124- 1.000
1 - - - - | 02:10 1 1
8.057) (0.124-8.057)
- - 0 (0) 1(1.031%) - 0.316] 02:17 - 0.317 -
42 29 0.558 0.783
- 0.145 0.053| 03:01 0.087 0.29
(43.299%) | (29.897%) | (0.309-1.009) (0.591-1.036)
0.498
- - - - - - :02 ) 1
03:0 (0.045-5.529) 0.563
4.148 ( 0.864- 17 2.732 1.304
0.067 | 7(7.216% 0.029| 11:01 0.074 0.136
19.920) ( ) (17.526%) | (1.078-6.927) (0.973-1.748)
- - - - - - [ 11:02 - 0.157 -
0.242 0.656
- - | 4(4.124%) | 1(1.031% 0.174| 23:01 0.264 0.611
( 0| 1 ) (0.027-2.207) (0.311-1.381)
0.393 (0.080- 17 14 0.794 0.981
0.244 0.557| 24:02 0.89 0.562
1.936) (17.526%) | (14.433%) | (0.367-1.716) (0.749-1.286)
1.703 1.350
- - | 3(3.093%) | 5(5.155% 0.47 | 25:01 0.307 0.733
( 0| 5 ) (0.396-7.332) (0.758-2.406)
1.516 1.000
- - | 2(2.062%) | 3 (3.093% 0.65 | 26:01 1 0.879
( )| 3¢ ) (0.248-9.280) (0.593-1.686)
- 0.31 - - - - | 26:02 - 0.317 -
1.337
- - - - - - | 29:01 0.704 0.808
(0.297-6.012)
0.742 0.529
- - | 4(4.124%) | 3 (3.093% 0.7 | 29:02 0.079 0.623
( o) | 3( ) (0.162-3.407) (0.257-1.086)
1.516 0.853
- 0.31 | 2(2.062%) | 3 (3.093Y 0.65 | 30:01 0.529 0.822
( %) | 3( %) (0.248-9.280) (0.520-1.399)
1.000 1.409
- - | 1(1.031%) | 1(1.031% 1 | 30:02 0.561 0.791
( 0 | 1 ) (0.062-16.219) (0.443-4.486)
1.607 (0.233- 2.066 1.000
0.628 | 3(3.093%) | 6 (6.186% 0.306| 31:01 1 0.063
11.092) ( 0| 61 ) (0.502-8.509) (0.641-1.560)
1.533 1.213
- - | 4(4.124%) | 6 (6.186% 0.516| 32:01 0.489 0.926
( %) | 6 ) (0.419-5.612) (0.703-2.092)
0.495 1.337
- - | 2(2.062%) | 1(1.0319 0.561| 33:01 0.705 0.384
( %) |1 %) (0.044-5.549) (0.297-6.012)
0.696 (0.130- 0.818
0.671 - - - - | 33:08 0.528 0.972
3.724) (0.438-1.525)
0.248
- - | 1(1.0319 0(0 - 0.316| 66:01 0.179 0
( %) ©) (0.028-2.229)
1.703 0.891
- - | 3(3.093%) | 5 (5.155% 0.47 | 68:01 0.735 0.577
( 0| 5 ) (0.396-7.332) (0.458-1.735)
3 (3.093%) 0(0) 0.081]| 68:02 0.495 0.245 0
- = . (] - . . .
(0.148-1.657)
- - - - - - | 69:01 - 0.317 -
- - | 1(1.031%) 0 (0) - 0.316| 74:03 - 0.317 -

enszel test. Cl = confidence interval. Upper and lower limits represent 95 intervals. Cases and controls are matched for country,




Table S10. Association of HLA-C alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQ and HLA-DP alleles.

White imputed (N=490) Asian imputed (N=452) Asian type:
HLA-C N controls |N cases (carrier OR (CI) p N controls N cases OR (Cl) p N(:::::rtirec:ls I(\lc:?rsiz:
allele | (carrier freq) freq) (carrier freq) | (carrier freq) freq) freq)
01:02 | 10(4.082%) | 15 (6.122%) 1.533 0.305 | 46 (20.354%) | 50 (22.124%) 1.112 0.646 | 5 (29.412%) | 6 (35.294%)
(0.675-3.482) (0.708-1.745)
1.000 2.018
02:02 | 16(6.531% 16 (6.531% 1 | 2(0.885%) | 4(1.770% 0.411 - -
( ) ( ) (0.488-2.048) ( ) ( ) (0.366-11.130)
0.789
03:02 0(0 1 (0.408% - 0.317| 15 (6.637%) | 12 (5.310% 0.552 - -
© ( ) ( ) ( ) (0.361-1.725)
R . 0.326 R R 0.957 . R
03:03 | 23(9.388%) | 8(3.265%) (0.143.0.744) 0.005 | 63 (27.876%) | 61 (26.991%) (0.633-1.446) 0.833 |7 (41.176%)| 5 (29.412%)
R . 0.897 . R 1.028 \ R
03:04 | 21(8.571%) | 19(7.755%) (0.465.1.713) 0.741 | 44 (19.469%) | 45 (19.912%) (0.647-1.635) 0.906 | 3 (17.647%) | 6 (35.294%)
\ R 1.580 R R 0.872 \ R
04:01 | 32(13.061%) | 47 (19.184%) (0.965.2.577) 0.065 | 26 (11.504%) | 23 (10.177%) (0.481.1.579) 0.65 | 1(5.882%) |3 (17.647%)
04:03 - - - - | 1(0.442%) 0(0) - 0.317 - -
0.906 0.796
05:01 | 37(15.102%) | 34 (13.878% 0.7 | 5(2.212%) | 4(1.770% 0.736 - -
( ) ( g (0.548-1.499) ( ) ( ) (0.211-3.005)
06:02 | 34 (13.878%) | 35 (14.286%) 1.034 0.897 | 41 (18.142%) | 36 (15.929%) 0.855 0.532|2(11.765%)| 0(0)
(0.622-1.721) (0.523-1.397)
0.725 2.728
07:01 | 58 (23.673%) | 45 (18.367% 0.149| 3(1.327%) | 8(3.540% 0.127 - -
( ) ( ) (0.468-1.123) ( ) ( ) (0.714-10.417)
R \ 1.243 R R 1.067 R R
07:02 | 135 (55.102%) | 148 (60.408%) (0.865.1.780) 0.234 | 64 (28.319%) | 67 (29.646%) (0.710.1.602) 0.756 | 1(5.882%) | 2 (11.765%)
R . 1.513 R . 0.493 R R
07:04 | 4(1.633%) 6 (2.449%) (0.421.5.428) 0.523| 6(2.655%) | 3(1.327%) (0.122.1.097) 0.312| 1(5.882%) | 1(5.882%)
0.771
08:01 | 1(0.408%) 0(0) - 0.317 | 62 (27.434%) | 51 (22.566%) (0.503-1.182) | 0232 5(29.412%) | 4 (23.529%)
1.210
. . (] . (] . . (] - . = -
08:02 | 10(4.082%) | 12 (4.898%) (0.515.2.856) 0.663 0(0) 1 (0.442%) 0.317
08:03 - - - - - - - - [ 1(5.882%) 0(0)
3.025 0.524
12:02 | 1(0.408% 3(1.224% 0.315| 13 (5.752%) | 7(3.097% 0.17 - -
( ) ( ) (0.312-29.282) ( 0| 7( ) (0.205-1.338)
1.139 1.346
12:03 | 34 (13.878%) | 38 (15.5109 0.61 | 6(2.6559 8 (3.5409 0.587 - -
( %) ( %) (0.690-1.880) ( %) ( %) (0.459-3.942)
R . 0.216 . R 1.269 . R
14:02 | 9 (3.673%) 2(0.816%) (0.046-1.009) | %033 21(9.292%) |26 (11.504%) (0.699-2.320) | %441 5(29.412%) | 2 (11.765%)
14:03 0(0) 1 (0.408%) - 0.317| 5(2.212%) | 3(1.327%) o 1265_255 18) 0.476 | 1(5.882%) | 1(5.882%)
R R 1177 ] ] 0.665 R
15:02 | 12 (4.898%) | 14 (5.714%) (0.539.2.599) 0.687 | 19 (8.407%) | 13 (5.752%) (0.320.1.381) 0271 0(0) |2(11.765%)
15:05 | 1(0.408%) 0(0) - 0.317 0(0) 3(1.327%) - 0.082 - -
0.317
16:01 | 18 (7.347% 6 (2.449% 0.012 - - - - - -
( ) ( ) (0.123-0.812)
1.506
16:02 | 2(0.816Y 3 (1.2249 0.653 - - - - - -
( %) ( %) (0.249-9.094)
1.506
17:01 | 2(0.816%) 3(1.224%) 0.653 - - - - - -

(0.249-9.094)

Association of HLA-C alleles with narcolepsy in individuals matched for HLA-DRB1, HLA-DQ and HLA-DP alleles. P values calculated with 2 test and Maentel Hael
HLA-DRB1, HLA-DQ and HLA-DP genotypes.



Table S10. continued

d (N=34) White typed (N=194) Meta-analysis
OR (CI) P (c':;?::;:;) (ca':'ric::‘:;q) OR (CI) P | Allele| OR(C) P | P heterogeneity
(0.316%2?533) OZI 6 (6.186%) 4 (4.124%) (0.13;36;.2388) 0.516 | 01:02 (0.751).7{1?651) 0459 0.739

- - | as124%) | 8(8.247%) (0.535?39185) 0.233| 02:02 (0.7;'72_2'1295) 0.383 0.513

- - - - . - | 0302 (0.486%?846) 0.697 0
(0‘1245_2.5467) 0':7 6(6.186%) | 7(7.216%) (0.3;'212?647) 0.774| 03:03 (0.52'27_1_1078) 0.127 0.116
(0.512'_51‘;5.’546) 0':4 13 (13.402%) | 8 (8.247%) (0‘22‘95_?1472) 0.248| 03:04 (o.sgfi;a 0.796 0.443
(0.31:_226?828) 0'728 11 (11.340%) | 14 (14.433%) (0.5;'63_;?071) 0.52 | 04:01 (0.91'72-?203) 0.144 0.394

- - 5 : } ~ | 0403 - 0317 -

- - | 16 (16.495%) | 11 (11.340%) (o.zgﬁim) 03 | 05:01 (0.52'7’3_;3238) 0.351 0.792

) 0';4 7(7.216%) | 10 (10.309%) (0.5?1’;175057) 0.446| 06:02 | 62';_?333) 0.801 0.606

- - | 33(34.021%) | 24 (24.742%) (0,32.2(3-?190) 0.156 | 07:01 (o.s(sjgfos& 0.14 0.146
(0.1725'_123;033) 0‘554 60 (61.856%) | 62 (63.918%) (0.616?3.2956) 0.766 | 07:02 (0.9;'71_?475) 0.24 0.902
(0.0517'3%(.’411) 1| 1(1.031%) | 5(5.155%) (0.592'_127.513) 0.097 | 07:04 (0.5;'32-?705) 0.56 0323
(0.1267?414) 0';59 ’ ’ ’ | o&01 (0.5867-?136) 0-177 0-916

- - | 4(s.124%) | 6(6.186%) (0'41'95_;3612) 0.516 | 08:02 (0.6;'93_;7791) 0.374 0.737

- 031 - - - ~ | 0803 - 0317 -

- - 0(0) 3(3.093%) - 0.081| 12:02 0926 1 g45 0.116

(0.430-1.994)

- - | e(6.186%) | 12(12.371%) (0.7251_‘51.1959) 0.138| 12:03 (0.8;'2%2_2967) 0.21 0.553
(0.0233-?949) 0.320 1(1.031%) | 2(2.062%) (0.183.322%664) 0-561 ) 14:02 (0.52.38-1%;448) 0.611 0.1
(0.0517.-01(;(.)411) 1 ) ) i - | 4 (0.2(5];3:2?756) 0.761 0.638

] 0'514 2(2.062%) | 2(2.062%) (0.1;5?3?246) 1 | 1502 (0.52'59_?550) 0.797 0.558

’ ] ’ ’ ’ T 0 (0.3122?766) 0-317 ]

- - | 4(s124%) | 3(3.093%) (0'12‘27_2'2407) 07 | 16:01 (0.13'93_3%867) 0.017 0.351

] - | 1(1.031%) | 1(1.031%) (0.0612'_01?219) 1 | 16:02 (0.2;'73_2_7020) 0.704 0.809

R . B N VY N PP B

nszel test. Cl = confidence interval. Upper and lower limits represent 95 intervals. Cases and controls are matched for country, ethnicity and




Table S11. Stepwise analysis of HLA-DRB1, HLA-DQA1 and
HLA-DQB1 alleles in ImmunoChip sample.

CHR Allele OR P
6 DRB1*15:01 23.26 0
6 DRB1*01:01 0.3632 1.56E-12
6 DRB1*13:01 0.2146 1.78E-11
6 DRB1*07:01 0.6726 2.55E-05
6 DRB1*16:01 1.822 |0.0004445
6 DRB1*11:01 1.413 0.000246
6 DRB1*11:04 1.637 0.005235
6 DRB1*15:02 0.2302 0.01478
6 DRB1*08:02 15.65 0.01725
6 DRB1*04:07 1.792 0.01959
6 DRB1*08:01 1.517 0.01623
CHR Allele OR P
6 DQA1*01:02 10.41 0
6 DQA1*05:05 1.718 1.31E-13
6 DQA1*01:03 0.2888 1.23E-09
6 DQA1*01:01 0.4117 1.10E-11
6 DQA1*03:03 1.435 0.000721
6 DQA1*04:01 1.645 0.001555
6 DQA1*03:01 1.345 0.005048
6 DQA1*05:09 5.118 0.02143
CHR Allele OR P
6 DQB1*06:02 26.62 0
6 DQB1*03:01 1.697 2.08E-14
6 DQB1*05:01 0.46 7.57E-10
6 DQB1*06:03 0.2735 1.28E-09
6 DQB1*05:02 2.209 1.08E-06
6 DQB1*02:02 0.7384 | 0.007824
6 DQB1*06:01 0.3006 0.0233
6 DQB1*04:02 1.423 0.03455
6 DQB1*06:04 1.371 0.03494
6 DQB1*03:02 1.279 0.0377

Stepwise analysis of HLA-DRB1, HLA-DQA1 and HLA-DQB1
alleles in ImmunoChip sample. HLA-DQB1*06:02 homozygous

individuals removed from analysis.




Table S12. Stepwise analysis of HLA-DRB1, HLA-DQA1 and HLA-DQBL1 alleles in Chinese sample.

CHR HLA-allele OR P
6 DRB1*15:01 7.908 3.13E-250
6 DRB1*08:03 0.3865 | 0.0006992
6 DRB1*13:01 | 0.2684 0.002199
6 DRB1*12:02 1.555 0.00445
6 DRB1*14:03 | 0.07686 0.01583

CHR HLA-allele OR P
6 DQB1*06:02 9.293 2.95E-265
6 DQB1*06:03 | 0.2581 0.002661
6 DQB1*03:01 1.261 0.04883
6 DQB1*03:02 1.631 0.03339
6 DQB1*05:02 1.603 0.03201

CHR HLA-allele OR P
6 DQA1*01:02 5.89 1.47E-205
6 DQA1*01:03 0.41 3.71E-07
6 DQA1*06:01 1.55 0.001138
6 DQA1*05:05 1.49 0.001291
6 DQA1*05:03 | 0.2011 0.01092
6 DQA1*01:01 | 0.5389 0.03131

Stepwise analysis of HLA-DRB1, HLA-DQA1 and HLA-DQB1 alleles in Chinese sample. HLA-
DQB1*06:02 homozygous individuals removed from analysis.



Table S13. Association of HLA alleles with narcolepsy in the White sample after conditioning
for all significant HLA-DRB1, HLA-DQA1 and HLA-DQB1 loci.

CHR HLA allele OR SE Cl lower | Clupper P

6 A*01:01 0.8487 0.07669 0.7303 0.9864 0.03247
6 A*02:01 0.9863 0.05457 0.8862 1.098 0.7998
6 A*02:02 2.499 0.6819 0.6567 9.512 0.1792
6 A*02:05 1.385 0.258 0.8354 2.297 0.2066
6 A*02:06 0.7225 1.044 0.09339 5.59 0.7555
6 A*03:01 0.9203 0.06446 0.8111 1.044 0.1975
6 A*11:01 1.278 0.1009 1.048 1.557 0.01519
6 A*23:01 0.9631 0.191 0.6624 1.4 0.8441
6 A*24:02 1.079 0.08268 0.9178 1.269 0.3565
6 A*25:01 1.481 0.1286 1.151 1.905 0.002266
6 A*26:01 1.035 0.1613 0.7548 1.421 0.8289
6 A*29:01 2.384 0.3784 1.136 5.006 0.02164
6 A*29:02 0.6403 0.1601 0.4679 0.8763 | 0.005353
6 A*30:01 0.9455 0.2355 0.596 1.5 0.812
6 A*30:02 1.275 0.2514 0.7791 2.088 0.3334
6 A*30:04 0.7842 0.7877 0.1675 3.672 0.7576
6 A*31:01 1.191 0.1549 0.8791 1.613 0.2594
6 A*32:01 0.8661 0.1361 0.6633 1.131 0.2909
6 A*33:01 1.492 0.3271 0.786 2.833 0.221
6 A*33:03 0.6979 0.547 0.2389 2.039 0.5109
6 A*66:01 0.7431 0.5094 0.2738 2.017 0.56

6 A*68:01 1.065 0.1489 0.7957 1.426 0.6711
6 A*68:02 1.125 0.3182 0.6032 2.099 0.7106
6 A*69:01 0.6592 0.6643 0.1793 2.424 0.5304
6 B*07:02 0.781 0.06409 0.6888 0.8855 |0.0001147
6 B*07:05 0.7957 0.4444 0.333 1.901 0.6072
6 B*08:01 0.9794 0.1074 0.7935 1.209 0.8461
6 B*13:02 0.8576 0.1935 0.5868 1.253 0.4272
6 B*14:01 1.243 0.2695 0.7329 2.108 0.4198
6 B*14:02 1.208 0.195 0.8244 1.77 0.3322
6 B*15:01 0.7796 0.129 0.6054 1.004 0.05365
6 B*15:03 0.966 1.045 0.1245 7.494 0.9736
6 B*15:16 3.147 0.774 0.6903 14.35 0.1385
6 B*15:17 0.4931 0.5064 0.1828 1.33 0.1626
6 B*18:01 1.428 0.09475 1.186 1.72 0.0001686
6 B*27:05 1.088 0.1515 0.8085 1.464 0.5781
6 B*35:01 1.484 0.1212 1.17 1.882 0.001122
6 B*35:02 1.207 0.2384 0.7562 1.925 0.4309
6 B*35:03 1.952 0.1712 1.395 2.73 9.377e-05
6 B*35:08 0.8022 0.3698 0.3886 1.656 0.5513
6 B*37:01 0.7761 0.2241 0.5002 1.204 0.2582
6 B*38:01 0.7926 0.2214 0.5136 1.223 0.2939
6 B*39:01 1.293 0.2143 0.8494 1.967 0.2309
6 B*39:06 0.3791 0.4762 0.1491 0.964 0.04165
6 B*40:01 0.3898 0.5617 0.1296 1.172 0.09349
6 B*40:02 0.7336 0.4271 0.3176 1.694 0.4682
6 B*41:01 3.462 0.8505 0.6537 18.33 0.1443
6 B*44:02 0.9016 0.09695 0.7456 1.09 0.2853
6 B*44:03 0.7247 0.1498 0.5403 0.9721 0.03163
6 B*49:01 0.9065 0.2086 0.6023 1.364 0.638
6 B*50:01 1.924 0.2316 1.222 3.029 0.00473
6 B*51:01 1.553 0.1016 1.273 1.896 | 1.449e-05
6 B*52:01 1.868e-06| 426.1 0 inf 0.9753
6 B*55:01 0.8691 0.1977 0.59 1.28 0.4778
6 B*57:01 0.7114 0.7972 0.1491 3.394 0.6692
6 C*01:02 1.554 0.1461 1.167 2.069 0.002546
6 C*02:02 1.084 0.1233 0.8511 1.38 0.5145
6 C*02:10 0.3061 1.667 0.01166 8.037 0.4777
6 C*03:02 0.6249 0.7194 0.1526 2.56 0.5135
6 C*03:03 0.7101 0.1318 0.5485 0.9193 | 0.009368
6 C*03:04 0.7307 0.1139 0.5844 0.9135 | 0.005891
6 C*04:01 1.427 0.08721 1.203 1.693 |4.517e-05
6 C*05:01 0.8469 0.09813 0.6988 1.027 0.09048
6 C*06:02 0.92 0.1015 0.754 1.122 0.4111
6 C*07:01 0.9696 0.08082 0.8275 1.136 0.7024
6 C*07:02 0.8166 0.06283 0.722 0.9237 | 0.001266
6 C*07:04 1.099 0.2042 0.7368 1.64 0.6427
6 C*08:02 1.243 0.1595 0.9094 1.7 0.1723




Table S13. continued

6 C*08:03 19.7 2.488 0.1501 2585 0.231
6 C*12:02 2.266 0.4131 1.009 5.093 0.0476
6 C*12:03 1.461 0.09512 1.213 1.76 6.731e-05
6 C*14:02 1.481 0.2119 0.9774 2.243 0.06401
6 C*14:03 3.799 1.419 0.2354 61.3 0.3469
6 C*15:02 1.313 0.1542 0.9704 1.776 0.07751
6 C*15:04 5.276 1.679 0.1964 141.7 0.3219
6 C*15:05 0.9966 0.4031 0.4523 2.196 0.9932
6 C*16:01 0.6468 0.1769 0.4573 0.9149 0.0138
6 C*16:02 1.36 0.3539 0.6797 2.721 0.3849
6 C*16:04 1.094 0.5987 0.3384 3.537 0.8805
6 C*17:01 0.9211 0.2989 0.5128 1.655 0.7834
6 DPA1*01:03 1.116 0.06299 0.9864 1.263 0.08129
6 DPA1*02:01 1.145 0.06444 1.009 1.299 0.03606
6 DPA1*02:02 0.7973 0.2273 0.5107 1.245 0.3188
6 DPB1*01:01 0.9922 0.1365 0.7594 1.296 0.9543
6 DPB1*02:01 1.386 0.07428 1.198 1.603 |1.137e-05
6 DPB1*02:02 1.168 0.3179 0.6265 2.178 0.6248
6 DPB1*03:01 0.9592 0.08587 0.8106 1.135 0.6275
6 DPB1*04:01 1.053 0.05186 0.9513 1.166 0.3182
6 DPB1*04:02 0.4703 0.1051 0.3827 0.5779 |[7.155e-13
6 DPB1*05:01 1.428 0.1424 1.08 1.888 0.01231
6 DPB1*06:02 0.5576 1.124 0.06155 5.051 0.6034
6 DPB1*09:01 0.9128 0.3065 0.5006 1.664 0.7659
6 DPB1*10:01 0.6425 0.2414 0.4003 1.031 0.06686
6 DPB1*104:01 0.9423 0.223 0.6086 1.459 0.7898
6 DPB1*11:01 1.013 0.2197 0.6587 1.559 0.9519
6 DPB1*13:01 0.844 0.22 0.5484 1.299 0.4405
6 DPB1*14:01 1.104 0.2143 0.7254 1.68 0.6441
6 DPB1*15:01 1.46 0.2902 0.8264 2.578 0.1926
6 DPB1*16:01 1.059 0.3316 0.5531 2.029 0.8618
6 DPB1*17:01 1.282 0.2466 0.7905 2.078 0.3141
6 DPB1*19:01 0.5048 0.4355 0.215 1.185 0.1165
6 DQA1*01:04 0.9095 0.217 0.5944 1.392 0.662
6 DQA1*01:05 0.3269 0.8942 0.05666 1.886 0.2112
6 DQA1*02:01 1.435 0.8456 0.2735 7.526 0.6695
6 DQA1*03:02 0.6735 0.3958 0.31 1.463 0.318
6 DQA1*05:01 1.226 0.1914 0.8427 1.785 0.2864
6 DQA1*05:03 1.153 1.006 0.1604 8.284 0.8876
6 DQA1*06:01 0.7245 1.19 0.07027 7.469 0.7866
6 DQB1*02:01 1.246 0.1915 0.8558 1.813 0.2514
6 DQB1*03:03 0.7586 0.3317 0.396 1.453 0.4049
6 DQB1*03:04 0.4021 1.283 0.03255 4.967 0.4775
6 DQB1*05:03 0.8861 0.2171 0.579 1.356 0.5775
6 DQB1*06:09 1.169 0.8045 0.2415 5.656 0.8463
6 DRB1*01:02 1.437 0.6393 0.4106 5.032 0.5704
6 DRB1*01:03 0.2797 0.7546 0.06373 1.227 0.09134
6 DRB1*03:01 1.215 0.1805 0.8529 1.731 0.2808
6 DRB1*04:01 1.035 0.1712 0.74 1.448 0.8402
6 DRB1*04:02 1.344 0.3161 0.7231 2.496 0.3502
6 DRB1*04:03 1.601 0.5086 0.5908 4.337 0.3549
6 DRB1*04:04 0.8316 0.1951 0.5673 1.219 0.3445
6 DRB1*04:05 1.101 0.5146 0.4015 3.018 0.852
6 DRB1*04:06 1.654 1.197 0.1585 17.26 0.6741
6 DRB1*04:08 0.8774 0.5994 0.271 2.841 0.8273
6 DRB1*08:03 0.7012 1.182 0.06919 7.107 0.7639
6 DRB1*08:04 2.035 0.7762 0.4445 9.319 0.3599
6 DRB1*09:01 0.6664 0.3951 0.3072 1.446 0.3043
6 DRB1*10:01 0.2695 0.8206 0.05397 1.346 0.1101
6 DRB1*11:02 0.5131 0.7789 0.1115 2.362 0.3916
6 DRB1*11:03 2.656 0.6742 0.7084 9.956 0.1474
6 DRB1*12:01 1.249 0.2886 0.7096 2.199 0.4406
6 DRB1*13:02 0.686 0.6094 0.2078 2.265 0.5362
6 DRB1*13:03 1.024 0.2999 0.5691 1.844 0.9359
6 DRB1*14:01 0.8805 0.2163 0.5763 1.345 0.556
6 DRB1*16:02 1.441 0.985 0.209 9.936 0.7106

Association of HLA alleles with narcolepsy in the White sample after conditioning for all
significant HLA-DRB1, HLA-DQA1 and HLA-DQB1 loci. HLA-DQB1*06:02 homozygous
individuals are removed from analysis.




Table S14. Association of HLA alleles with narcolepsy in the Chinese sample after
conditioning for all significant HLA-DRB1, HLA-DQA1, HLA-DQBL1 loci and SNPs

associating with before vs. after 2009

HLA allele OR SE Ci lower | Ciupper P
A*01:01 0.9357 0.2274 0.5992 1.461 0.7703
A*02:01 0.7552 0.1203 0.5965 0.9559 0.01957
A*02:03 2.875 1.006 0.4003 20.65 0.2938
A*02:05 0.4275 0.7595 | 0.09647 1.894 0.2632
A*02:06 1.126 0.1568 0.8281 1.531 0.4495
A*02:07 1.665 0.2234 1.074 2.579 0.02252
A*03:01 0.7509 0.2085 0.499 1.13 0.1695
A*03:02 0.18 0.8845 0.0318 1.019 0.05258
A*11:01 1.387 0.1235 1.089 1.767 | 0.008133
A*11:02 0.7814 0.7741 0.1714 3.563 0.75
A*23:01 0.6431 1.105 0.07376 5.607 0.6894
A*24:02 1.079 0.113 0.8644 1.346 0.5022
A*24:03 0.4002 1.009 0.0554 2.891 0.364
A*26:01 0.8442 0.252 0.5151 1.383 0.5015
A*29:01 1.059 0.515 0.3859 2.906 0.9113
A*30:01 0.8888 0.2143 0.584 1.353 0.5822
A*30:02 0.1445 1.631 | 0.005909 | 3.535 0.2357
A*30:04 6.977 3.293 0.01099 4430 0.5552
A*31:01 0.8589 0.2193 0.5588 1.32 0.4879
A*32:01 0.9441 0.43 0.4064 2.193 0.8935
A*33:01 1.611 1.123 0.1782 14.56 0.6713
A*33:03 0.8693 0.2337 0.5498 1.374 0.5489
A*34:01 0.1508 1.544 | 0.007313 3.111 0.2206
A*68:01 0.8308 0.4291 0.3583 1.926 0.6658
B*07:02 0.8116 0.1924 0.5566 1.183 0.2781
B*07:05 3.56 0.7907 0.7557 16.77 0.1083
B*08:01 0.6706 0.5099 0.2469 1.821 0.4331
B*13:01 0.7602 0.252 0.4639 1.246 0.2766
B*13:02 0.9691 0.2297 0.6179 1.52 0.8913
B*14:02 2.559 1.065 0.3173 20.64 0.3777
B*15:01 1.1 0.161 0.8022 1.508 0.5543
B*15:02 1.095 0.3608 0.5397 2.22 0.8021
B*15:07 0.7998 1.233 0.07129 8.973 0.8563
B*15:11 1.02 0.2975 0.5694 1.828 0.9463
B*15:17 29.6 2.091 0.4916 1783 0.1052
B*15:18 0.9739 0.2685 0.5754 1.648 0.9216
B*15:25 3.342 2.112 0.0532 209.9 0.5679
B*15:35 1.964 1.074 0.2393 16.12 0.5297
B*18:01 0.4779 0.4595 0.1942 1.176 0.1081
B*27:04 0.8578 0.5919 0.2689 2.737 0.7956
B*27:05 0.4677 0.5358 0.1637 1.337 0.156
B*35:01 0.8922 0.1775 0.6301 1.263 0.5206
B*35:02 0.6874 0.9295 0.1112 4.25 0.6868
B*35:03 1.619 0.5563 0.5443 4.818 0.3861
B*35:05 3.632 2.854 0.01352 975.6 0.6513
B*35:08 4.818 3.304 0.007427 3126 0.6341
B*37:01 1.195 0.3668 0.5824 2.453 0.6268
B*38:01 0.5854 0.4657 0.235 1.458 0.2502
B*38:02 0.7874 0.3433 0.4018 1.543 0.4862
B*39:01 0.5454 0.4077 0.2453 1.213 0.1371
B*40:01 1.094 0.1659 0.7905 1.515 0.5871
B*40:02 0.6742 0.2666 0.3998 1.137 0.1392
B*40:06 1.505 0.2085 1 2.265 0.04978
B*41:01 0.4234 1.004 0.05918 3.03 0.3921
B*44:02 0.7239 0.4758 0.2849 1.839 0.4971
B*44:03 0.7603 0.3559 0.3784 1.527 0.4412
B*45:01 12.29 4.18 0.003404 | 4.44E+04 | 0.5483
B*46:01 1.125 0.1914 0.7731 1.637 0.538
B*48:01 0.9727 0.2659 0.5776 1.638 0.9172
B*49:01 1.205 0.9184 0.1991 7.288 0.8393
B*50:01 1.678 0.5467 0.5748 4.901 0.3435
B*51:01 1.385 0.1912 0.952 2.015 0.08865
B*51:02 1.007 0.3872 0.4714 2.151 0.9855
B*52:01 1.235 0.3347 0.6408 2.38 0.5285
B*54:01 1.164 0.2466 0.7177 1.887 0.5384
B*55:02 1.621 0.4477 0.6739 3.898 0.2808
B*56:01 1.071 1.252 0.09201 12.46 0.9566
B*57:01 0.4325 0.4932 0.1645 1.137 0.08927
B*58:01 0.9431 0.3065 0.5172 1.72 0.8485
B*67:01 0.384 0.3336 0.1997 0.7384 | 0.004118
B*81:01 3.125 0.7869 0.6685 14.61 0.1476
C*01:02 1.158 0.1475 0.8669 1.546 0.3213
C*02:02 0.7002 0.57 0.2291 2.14 0.5318
C*03:02 0.9428 0.3065 0.5171 1.719 0.8477
C*03:03 1.025 0.1339 0.7883 1.333 0.8541
C*03:04 0.7819 0.1558 0.5762 1.061 0.1143
C*04:01 0.957 0.2033 0.6425 1.425 0.8289
C*04:03 0.8573 0.7548 0.1953 3.763 0.8383
C*05:01 0.6749 0.4234 0.2944 1.548 0.3531




Table S14. continued

C*06:02 0.9116 0.175 0.6469 1.285 0.5967
C*07:01 2.514 0.5229 0.902 7.005 0.07795
C*07:02 0.8241 0.1263 0.6435 1.056 0.1256
C*07:04 0.7121 0.4004 0.3249 1.561 0.3964
C*08:01 1.251 0.139 0.953 1.643 0.1065
C*08:02 2.526 1.055 0.3196 19.97 0.3797
C*08:03 19.85 3.559 0.01856 | 2.12E+04 | 0.4011
C*12:02 0.9168 0.3273 0.4827 1.741 0.7908
C*12:03 0.4683 0.3382 0.2414 0.9086 0.02487
C*14:02 1.388 0.2128 0.9148 2.106 0.1232
C*14:03 0.4978 0.554 0.1681 1.475 0.208
C*15:02 1.279 0.2147 0.8395 1.948 0.2523
C*15:05 2.831 0.8527 0.5321 15.06 0.2224
C*16:02 6.374 2.074 0.1094 371.5 0.3719
C*17:01 0.4529 1.418 0.02812 7.294 0.5764
DPA1*01:03 0.681 0.1011 0.5586 0.8302 |0.0001446
DPA1*02:01 0.7567 0.195 0.5163 1.109 0.153
DPA1*02:02 0.6519 0.09862 0.5374 0.7909 | 1.44E-05
DPA1*04:01 5.441 2.858 0.02008 1475 0.5534
DPB1-01:01 5.389 1.852 0.143 203.1 0.363
DPB1-02:01 1.139 0.102 0.9321 1.391 0.2037
DPB1-02:02 1.029 0.2533 0.6263 1.69 0.9102
DPB1-03:01 0.6982 0.2174 0.4559 1.069 0.09837
DPB1-04:01 0.7761 0.1494 0.5791 1.04 0.08973
DPB1-04:02 0.379 0.2251 0.2438 0.5892 | 1.64E-05
DPB1-05:01 1.353 0.09713 1.118 1.637 0.001857
DPB1-09:01 0.7403 0.485 0.2861 1.915 0.5352
DPB1-09:02 1.211 0.4379 0.5133 2.857 0.6621
DPB1-104:01 2.326 0.8916 0.4051 13.35 0.3439
DPB1-13:01 0.9734 0.3351 0.5047 1.877 0.9359
DPB1-14:01 0.7021 0.2821 0.4039 1.221 0.2101
DPB1-17:01 0.7955 0.2693 0.4693 1.349 0.3956
DPB1-19:01 0.4859 0.6379 0.1392 1.697 0.2579
DPB1-26:01 1.123 1.228 0.1011 12.48 0.9247
DQA1*01:04 2.693 0.4816 1.048 6.92 0.03971
DQA1*01:05 1.045 0.5784 0.3363 3.246 0.9398
DQA1*02:01 1.05 0.2263 0.674 1.637 0.8285
DQA1*03:01 3.975 1.769 0.124 127.5 0.4354
DQA1*03:02 0.6977 0.2209 0.4525 1.076 0.1032
DQA1*03:03 1.143 0.2753 0.6661 1.96 0.6282
DQA1*04:01 0.8414 0.6118 0.2536 2.791 0.7777
DQA1*05:01 0.8577 0.5556 0.2887 2.549 0.7824
DQA1*05:08 1.329 0.7483 0.3066 5.761 0.7037
DQB1*02:01 0.9369 0.6681 0.2529 3.47 0.9222
DQB1*02:02 1.173 0.2344 0.7407 1.857 0.4968
DQB1*03:03 0.6456 0.2191 0.4202 0.9918 0.04577
DQB1*04:01 1.347 0.311 0.7319 2.477 0.3387
DQB1*04:02 0.7455 0.5565 0.2505 2.219 0.5976
DQB1*05:01 1.331 0.5469 0.4557 3.887 0.6012
DQB1*05:03 1.986 0.508 0.7338 5.374 0.1768
DQB1*06:01 0.4377 0.7295 0.1048 1.829 0.2574
DQB1*06:04 1.275 0.6092 0.3865 4.209 0.6897
DQB1*06:09 1.596 0.6104 0.4825 5.28 0.4437
DRB1*01:01 0.326 0.8846 0.05757 1.846 0.2051
DRB1*01:02 11.69 1.722 0.3997 341.7 0.1535
DRB1*03:01 0.7128 0.6531 0.1982 2.564 0.6042
DRB1*04:01 0.8701 0.7143 0.2145 3.529 0.8455
DRB1*04:02 0.3168 1.441 0.01882 5.333 0.4249
DRB1*04:03 2.061 0.5346 0.723 5.877 0.176
DRB1*04:05 1.257 0.3044 0.692 2.282 0.4529
DRB1*04:06 0.8167 0.5448 0.2808 2.376 0.7101
DRB1*04:10 0.4152 1.398 0.02683 6.427 0.5295
DRB1*07:01 1.043 0.2259 0.67 1.624 0.8518
DRB1*08:02 0.6625 0.5706 0.2165 2.027 0.4705
DRB1*09:01 0.7271 0.2203 0.4722 1.12 0.1481
DRB1*10:01 1.108 0.552 0.3754 3.268 0.8531
DRB1*11:01 0.8148 0.3513 0.4092 1.622 0.5598
DRB1*11:04 0.353 0.7235 0.08549 1.457 0.15
DRB1*12:01 0.9808 0.3399 0.5039 1.909 0.9546
DRB1*13:02 3.378 1.22 0.3091 36.92 0.3184
DRB1*13:12 4.497 1.782 0.1369 147.7 0.3988
DRB1*14:01 0.9879 0.5521 0.3348 2.915 0.9824
DRB1*14:04 2.33 0.6677 0.6297 8.625 0.2051
DRB1*14:05 2.546 0.6122 0.7671 8.453 0.1268
DRB1*14:54 0.5249 0.9873 0.0758 3.635 0.5138
DRB1*15:02 6.786 0.8794 1.211 38.04 0.02944
DRB1*16:02 0.8912 0.6702 0.2396 3.315 0.8636

Association of HLA alleles with narcolepsy in the Chinese sample after conditioning
for all significant HLA-DRB1, HLA-DQA1, HLA-DQB1 loci and SNPs associating with
before vs. after 2009. HLA-DQB1*06:02 homozygous individuals are removed from




Table S15. Association of HLA alleles with narcolepsy in the White sample after
conditioning for all significant HLA-DRB1, HLA-DQA1, HLA-DQB1, HLA-DPA1 and

HLA-DPB1 loci.

HLA-allele OR SE Cilower | Ciupper P
A*01:01 0.8588 | 0.07712 | 0.7383 0.9989 | 0.04839
A*02:01 0.9812 0.05525 0.8805 1.093 0.7307
A*02:02 2.4 0.6769 0.6368 9.046 0.1959
A*02:05 1.442 0.2594 0.8671 2.397 0.1585
A*02:06 0.643 1.072 0.0787 5.254 0.6803
A*03:01 0.9281 0.06509 0.817 1.054 0.2518
A*11:01 1.282 0.1018 1.05 1.565 0.01459
A*23:01 0.9239 0.1927 0.6333 1.348 0.6814
A*24:02 1.067 0.08357 0.9059 1.257 0.4367
A*25:01 1.499 0.1294 1.163 1.932 0.001749
A*26:01 1.039 0.1626 0.7557 1.429 0.8125
A*29:01 2.499 0.3776 1.192 5.239 0.0153
A*29:02 0.6362 0.1608 0.4642 0.8719 | 0.004913
A*30:01 0.936 0.2378 0.5873 1.492 0.7809
A*30:02 1.248 0.2524 0.7609 2.047 0.3801
A*30:04 0.609 0.8207 0.1219 3.042 0.5456
A*31:01 1.226 0.1566 0.9023 1.667 0.1924
A*32:01 0.8518 0.1371 0.6511 1.114 0.2421
A*33:01 1.453 0.3287 0.7627 2.766 0.2561
A*33:03 0.6343 0.5535 0.2144 1.877 0.4109
A*66:01 0.7804 0.5094 0.2875 2.118 0.6264
A*68:01 1.067 0.1495 0.7958 1.43 0.6659
A*68:02 1.113 0.3226 0.5915 2.095 0.7394
A*69:01 0.6637 0.6727 0.1776 2.48 0.5422
B*07:02 0.7762 0.06455 0.684 0.8809 | 8.702e-05
B*07:05 0.887 0.4443 0.3713 2.119 0.7872
B*08:01 0.99 0.1079 0.8013 1.223 0.9262
B*13:02 0.8609 0.1952 0.5872 1.262 0.4431
B*14:01 1.283 0.2739 0.7499 2.195 0.3631
B*14:02 1.092 0.1981 0.7403 1.609 0.6583
B*15:01 0.7977 0.1293 0.6191 1.028 0.08047
B*15:03 1.017 1.047 0.1308 7.907 0.9873
B*15:16 3.496 0.7791 0.7593 16.1 0.1082
B*15:17 0.5273 0.5127 0.193 1.44 0.2119
B*18:01 1.455 0.09545 1.207 1.755 [8.427e-05
B*27:05 1.123 0.1533 0.8314 1.517 0.4496
B*35:01 1.518 0.1219 1.195 1.927 [0.0006199
B*35:02 1.077 0.2433 0.6684 1.735 0.7608
B*35:03 1.961 0.1732 1.397 2.754 ]0.0001006
B*35:08 0.8243 0.3728 0.397 1.712 0.6042
B*37:01 0.7532 0.2254 0.4842 1.171 0.2084
B*38:01 0.7616 0.2239 0.4911 1.181 0.2239
B*39:01 1.284 0.2161 0.8403 1.961 0.2482
B*39:06 0.3702 0.4801 0.1445 0.9487 | 0.03849
B*40:01 0.4157 0.5596 0.1388 1.245 0.1167
B*40:02 0.7545 0.4333 0.3228 1.764 0.5157
B*41:01 3.413 0.8661 0.6249 18.64 0.1564
B*44:02 0.9083 0.0979 0.7497 1.1 0.3258
B*44:03 0.7157 0.1509 0.5325 0.962 0.02662
B*49:01 0.9046 0.2107 0.5986 1.367 0.6339
B*50:01 1.863 0.2342 1.177 2.948 | 0.007926
B*51:01 1.514 0.1028 1.238 1.852 5.445e-05
B*52:01 1.674e-06 423.5 0 inf 0.9749
B*55:01 0.8815 0.1982 0.5978 1.3 0.5244
B*57:01 0.7505 0.7977 0.1572 3.584 0.719
C*01:02 1.514 0.1479 1.133 2.023 0.005044
C*02:02 1.108 0.1245 0.8684 1.415 0.4083
C*02:10 0.2976 1.644 0.01185 7.47 0.4611
C*03:02 0.6124 0.7238 0.1482 2.53 0.498
C*03:03 0.7294 0.1323 0.5628 0.9453 0.01709
C*03:04 0.7316 0.115 0.584 0.9166 | 0.006576
C*04:01 1.42 0.08808 1.195 1.687 6.892e-05
C*05:01 0.861 0.09886 0.7094 1.045 0.1301
C*06:02 0.9123 0.1024 0.7465 1.115 0.3699




Table S15. continued

C*07:01 0.9927 0.08135 0.8464 1.164 0.9279
C*07:02 0.814 0.0633 0.719 0.9215 0.00115
C*07:04 1.087 0.207 0.7248 1.632 0.6856
C*08:02 1.17 0.1621 0.8516 1.608 0.3325
C*08:03 15.67 2.27 0.183 1342 0.2255
C*12:02 2.006 0.4135 0.8921 4.512 0.09222
C*12:03 1.461 0.09588 1.211 1.763 [ 7.685e-05
C*14:02 1.402 0.2149 0.9202 2.137 0.1157
C*14:03 4.104 1.316 0.3112 54.12 0.2833
C*15:02 1.278 0.156 0.9416 1.736 0.1154
C*15:04 4.315 1.68 0.1602 116.2 0.3842
C*15:05 1.074 0.402 0.4886 2.362 0.8587
C*16:01 0.6542 0.1775 0.462 0.9263 0.01679
C*16:02 1.342 0.3592 0.6639 2.714 0.4124
C*16:04 0.9458 0.6036 0.2897 3.088 0.9265
C*17:01 0.921 0.2995 0.512 1.656 0.7834
DPB1-01:01 0.9963 0.1382 0.7599 1.306 0.9789
DPB1-02:02 1.088 0.3192 0.582 2.034 0.7917
DPB1-03:01 0.9458 0.08786 0.7962 1.124 0.5263
DPB1-04:01 1.028 0.06597 0.9035 1.17 0.6738
DPB1-06:02 0.5678 1.127 0.06231 5.174 0.6156
DPB1-09:01 0.8961 0.3086 0.4894 1.641 0.7223
DPB1-104:01 0.9295 0.2247 0.5984 1.444 0.745
DPB1-11:01 0.9916 0.2209 0.6431 1.529 0.9695
DPB1-13:01 0.8519 0.2216 0.5517 1.315 0.4696
DPB1-14:01 1.084 0.2158 0.7103 1.655 0.708
DPB1-15:01 1.408 0.2926 0.7934 2.498 0.2423
DPB1-16:01 1.086 0.3321 0.5663 2.082 0.8043
DPB1-17:01 1.276 0.2485 0.7837 2.076 0.3274
DPB1-19:01 0.4897 0.4385 0.2073 1.157 0.1035
DQA1*01:04 0.8648 0.2186 0.5634 1.327 0.5063
DQA1*01:05 0.3363 0.9054 0.05702 1.983 0.2287
DQA1*02:01 1.451 0.8242 0.2884 7.297 0.6517
DQA1*03:02 0.7132 0.399 0.3263 1.559 0.3969
DQA1*05:01 1.261 0.1929 0.8638 1.84 0.2298
DQA1*05:03 0.9721 1.009 0.1345 7.027 0.9776
DQA1*05:09 0 2048 0 inf 0.3233
DQA1*06:01 0.679 1.201 0.06451 7.147 0.7472
DQB1*02:01 1.284 0.1931 0.8792 1.874 0.1959
DQB1*03:03 0.7853 0.3336 0.4084 1.51 0.4689
DQB1*03:04 0.4197 1.285 0.03382 5.209 0.4993
DQB1*05:03 0.8453 0.2186 0.5507 1.297 0.4419
DQB1*06:09 1.078 0.816 0.2179 5.337 0.9263
DRB1*01:02 1.272 0.6389 0.3636 4.449 0.7067
DRB1*01:03 0.3493 0.7556 0.07942 1.536 0.1639
DRB1*03:01 1.253 0.1822 0.8765 1.79 0.2162
DRB1*04:01 1.103 0.1726 0.7864 1.547 0.5704
DRB1*04:02 1.204 0.3209 0.642 2.259 0.5626
DRB1*04:03 1.566 0.5152 0.5706 4.299 0.3838
DRB1*04:04 0.828 0.1965 0.5634 1.217 0.3368
DRB1*04:05 0.999 0.5155 0.3637 2.744 0.9984
DRB1*04:06 1.4 1.207 0.1314 14.91 0.7805
DRB1*04:08 0.8462 0.6015 0.2603 2.751 0.7813
DRB1*08:03 0.6663 1.193 0.06436 6.899 0.7335
DRB1*08:04 1.757 0.7876 0.3753 8.227 0.4741
DRB1*09:01 0.7024 0.398 0.322 1.532 0.3747
DRB1*10:01 0.277 0.831 0.05433 1.412 0.1223
DRB1*11:02 0.5362 0.7817 0.1159 2.482 0.4253
DRB1*11:03 2.643 0.6666 0.7155 9.762 0.1449
DRB1*12:01 1.254 0.2921 0.7075 2.223 0.4382
DRB1*13:02 0.6482 0.6136 0.1947 2.158 0.4798
DRB1*13:03 0.925 0.3034 0.5104 1.677 0.7973
DRB1*14:01 0.8403 0.2179 0.5483 1.288 0.4246
DRB1*16:02 1.521 0.9991 0.2146 10.78 0.6749

conditioning for all significant HLA-DRB1, HLA-DQA1, HLA-DQB1, HLA-DPA1 and
HLA-DPB1 loci. HLA-DQB1*06:02 homozygous individuals are removed from
analysis.




Table S16. Association of HLA alleles with narcolepsy in the Chinese sample
after conditioning for all significant HLA-DRB1, HLA-DQA1, HLA-DQB1, HLA-
DPA1 and HLA-DPBL1 loci and SNPs associating with before vs. after 2009

Allele OR SE Ci lower | Ciupper P
A-01:01 1.014 0.2325 0.6426 1.599 0.9537
A-02:01 0.7387 0.123 0.5805 0.9402 0.01384
A-02:03 4.919 1.107 0.5622 43.04 0.15
A-02:05 0.5512 0.7673 0.1225 2.48 0.4375
A-02:06 1.093 0.1597 0.7996 1.495 0.576
A-02:07 1.558 0.2263 0.9999 2.427 0.05006
A-03:01 0.871 0.213 0.5737 1.322 0.5167
A-03:02 0.2324 0.8894 | 0.04067 1.328 0.1009
A-11:01 1.378 0.1271 1.074 1.768 0.01166
A-11:02 0.7744 0.7927 0.1638 3.662 0.7471
A-23:01 0.6146 1.145 0.06512 5.8 0.6708
A-24:02 1.037 0.1153 0.8276 1.3 0.7502
A-24:03 0.3746 1.042 0.04858 2.888 0.346
A-26:01 0.7988 0.2577 0.482 1.324 0.3833
A-29:01 1.131 0.5183 0.4094 3.123 0.8126
A-30:01 0.9645 0.231 0.6132 1.517 0.8756
A-30:02 0.1442 1.629 | 0.005917 [ 3.514 0.2346
A-30:04 10.6 3.376 0.01419 7921 0.4843
A-31:01 0.856 0.2237 0.5522 1.327 0.4869
A-32:01 0.9367 0.4376 0.3973 2.209 0.8812
A-33:01 1.562 1.145 0.1658 14.72 0.6967
A-33:03 0.9294 0.2376 0.5834 1.481 0.7581
A-34:01 0.1272 1.551 | 0.006078 [ 2.661 0.1838
A-68:01 0.8345 0.4377 0.3539 1.968 0.6792
B-07:02 1.033 0.2039 0.6929 1.541 0.8723
B-07:05 3.538 0.8085 0.7254 17.26 0.1181
B-08:01 0.7337 0.5147 0.2676 2.012 0.5474
B-13:01 0.7044 0.2559 0.4265 1.163 0.1708
B-13:02 1.11 0.2517 0.6775 1.817 0.6796
B-14:02 2.28 1.093 0.2678 19.41 0.4507
B-15:01 1.043 0.1637 0.7564 1.437 0.7992
B-15:02 1.309 0.3671 0.6373 2.687 0.4637
B-15:07 0.6043 1.242 0.053 6.89 0.685
B-15:11 1.008 0.301 0.559 1.819 0.9779
B-15:17 23.87 2.261 0.284 2007 0.1606
B-15:18 0.9795 0.2757 0.5706 1.681 0.9402
B-15:25 3.087 2.12 0.04845 196.6 0.5949
B-15:35 1.895 1.068 0.2336 15.37 0.5495
B-18:01 0.646 0.4784 0.253 1.65 0.361
B-27:04 0.8864 0.6138 0.2662 2.952 0.8443
B-27:05 0.4739 0.5456 0.1626 1.381 0.1711
B-35:01 0.8336 0.1852 0.5799 1.198 0.3258
B-35:02 0.537 0.9412 | 0.08488 3.397 0.5089
B-35:03 1.885 0.5596 0.6294 5.644 0.2574
B-35:05 2.543 3.053 | 0.006405 1010 0.7598
B-35:08 5.223 3.726 0.00352 7751 0.6573
B-37:01 1.066 0.3747 0.5116 2.222 0.864
B-38:01 0.6804 0.4763 0.2675 1.731 0.4189
B-38:02 0.7919 0.3531 0.3964 1.582 0.5089
B-39:01 0.5171 0.4175 0.2282 1.172 0.1142
B-40:01 1.053 0.1698 0.7546 1.468 0.7627
B-40:02 0.6124 0.2722 0.3592 1.044 0.07156
B-40:06 1.379 0.2113 0.9115 2.087 0.1281
B-41:01 0.3769 1.008 0.05222 2.72 0.3332
B-44:02 0.7318 0.482 0.2845 1.882 0.5172
B-44:03 0.8624 0.3639 0.4227 1.76 0.6842
B-45:01 11.88 4.355 [ 0.002333 | 6.05E+04 | 0.5699
B-46:01 0.9556 0.1961 0.6507 1.403 0.8167
B-48:01 0.9399 0.2723 0.5512 1.603 0.8198
B-49:01 1.257 0.9696 0.1879 8.407 0.8136
B-50:01 1.883 0.5479 0.6435 5.513 0.2479
B-51:01 1.412 0.1938 0.9661 2.065 0.07477
B-51:02 1.09 0.4147 0.4834 2.456 0.8361
B-52:01 1.518 0.351 0.7627 3.02 0.2347
B-54:01 1.198 0.2542 0.7278 1.971 0.4779
B-55:02 1.308 0.4491 0.5426 3.155 0.5494
B-56:01 1.014 1.239 0.08951 11.49 0.9909
B-57:01 0.5252 0.5054 0.1951 1.414 0.2026
B-58:01 0.9986 0.3107 0.5431 1.836 0.9965
B-67:01 0.3749 0.3386 0.1931 0.7279 | 0.003755
B-81:01 2.499 0.7842 0.5373 11.62 0.2429
C-01:02 1.044 0.1514 0.7759 1.405 0.7763
C-02:02 0.7586 0.5762 0.2452 2.347 0.6315
C-03:02 0.9984 0.3107 0.5431 1.836 0.9959
C-03:03 0.9598 0.1371 0.7337 1.256 0.7645




Table S16. continued

C-03:04 0.7474 0.1599 0.5464 1.022 0.06853
C-04:01 0.9204 0.2065 0.614 1.38 0.6879
C-04:03 0.8573 0.7659 0.1911 3.847 0.8407
C-05:01 0.7427 0.4265 0.3219 1.713 0.4855
C-06:02 0.9893 0.1853 0.6881 1.422 0.9537
C-07:01 2.81 0.5399 0.9754 8.097 0.05565
C-07:02 0.903 0.1303 0.6995 1.166 0.4333
C-07:04 0.8002 0.4149 0.3549 1.805 0.5912
C-08:01 1.207 0.1416 0.9146 1.593 0.1838
C-08:02 2.257 1.084 0.2695 18.9 0.4528
C-08:03 22.72 2.735 0.1068 4833 0.2534
C-12:02 1.018 0.3398 0.5228 1.981 0.959

C-12:03 0.553 0.3436 0.282 1.084 0.08463
C-14:02 1.381 0.2149 0.9063 2.104 0.1331
C-14:03 0.516 0.5598 0.1723 1.546 0.2372
C-15:02 1.278 0.2172 0.835 1.957 0.2586
C-15:05 2.788 0.8654 0.5113 15.2 0.2361
C-16:02 7.635 2.408 0.06806 856.4 0.3986
C-17:01 0.4004 1.425 0.02454 6.532 0.5205

DPA1-02:01 0.1716 2.83 0.000669 44.01 0.5334

DPA1-04:01 5.828 2.829 0.02276 1492 0.5333

DPB1-01:01 5.512 1.733 0.1846 164.6 0.3247

DPB1-02:02 1.016 0.2837 0.5825 1.771 0.9562

DPB1-03:01 0.9317 0.2442 0.5773 1.504 0.772

DPB1-04:01 1.047 0.1967 0.7121 1.54 0.8147

DPB1-09:01 1.035 0.5263 0.3691 2.905 0.9472

DPB1-09:02 1.199 0.4529 0.4936 2.913 0.6883

DPB1-104:01 3.007 0.9011 0.5141 17.58 0.2218

DPB1-13:01 1.023 0.3454 0.5198 2.013 0.9478

DPB1-14:01 0.786 0.3403 0.4034 1.531 0.4792

DPB1-17:01 1.154 0.3622 0.5673 2.347 0.6928

DPB1-19:01 0.4414 0.6488 0.1238 1.574 0.2075

DPB1-26:01 1.246 1.25 0.1075 14.45 0.8603

DQA1-01:04 2.559 0.4913 0.9769 6.703 0.05583

DQA1-01:05 0.9881 0.5878 0.3122 3.127 0.9837

DQA1-02:01 1.507 0.2564 0.9116 2.49 0.1098

DQA1-03:01 3.592 1.86 0.09377 137.6 0.4918

DQA1-03:02 0.5429 0.2354 0.3422 0.8611 | 0.009457

DQA1-03:03 1.053 0.2854 0.6019 1.842 0.8563

DQA1-04:01 0.8242 0.6276 0.2409 2.82 0.758

DQA1-05:01 1.021 0.5719 0.3327 3.131 0.9715

DQA1-05:08 1.022 0.7604 0.2304 4.538 0.9767

DQB1-02:01 1.255 0.6842 0.3282 4.796 0.7402

DQB1-02:02 1.719 0.2685 1.016 2.91 0.04356

DQB1-03:03 0.5218 0.2337 0.33 0.825 0.005388

DQB1-04:01 1.14 0.3211 0.6075 2.139 0.6835

DQB1-04:02 0.6949 0.5718 0.2266 2.131 0.5244

DQB1-05:01 1.258 0.5467 0.4307 3.672 0.675

DQB1-05:03 1.788 0.5138 0.6531 4.894 0.2582

DQB1-06:01 0.4241 0.7346 0.1005 1.79 0.2429

DQB1-06:04 13 0.6191 0.3864 4.376 0.6715

DQB1-06:09 1.711 0.6214 0.5062 5.785 0.3873

DRB1-01:01 0.4483 0.8979 0.07713 2.605 0.3716

DRB1-01:02 13.06 1.852 0.3463 492.6 0.1653

DRB1-03:01 0.9056 0.6704 0.2434 3.37 0.8824

DRB1-04:01 1.251 0.7288 0.2999 5.219 0.7587

DRB1-04:02 0.4346 1.447 0.02549 7.41 0.5647

DRB1-04:03 2.611 0.5491 0.8901 7.661 0.08048

DRB1-04:05 1.062 0.3147 0.5731 1.968 0.8484

DRB1-04:06 0.5956 0.5574 0.1998 1.776 0.3525

DRB1-04:10 0.5448 1.446 0.03201 9.273 0.6745

DRB1-07:01 1.499 0.2564 0.9069 2.477 0.1144

DRB1-08:02 0.6515 0.5847 0.2071 2.049 0.4636

DRB1-09:01 0.568 0.2346 0.3586 0.8997 0.01593

DRB1-10:01 1.033 0.5616 0.3436 3.105 0.954

DRB1-11:01 0.7438 0.3586 0.3683 1.502 0.4092

DRB1-11:04 0.4709 0.7554 0.1071 2.07 0.3187

DRB1-12:01 0.9315 0.345 0.4737 1.832 0.837

DRB1-13:02 4.064 1.229 0.3657 45.17 0.2538

DRB1-13:12 4.451 1.776 0.137 144.6 0.4006

DRB1-14:01 1.096 0.5688 0.3593 3.341 0.8723

DRB1-14:04 2.863 0.6748 0.7628 10.75 0.1191

DRB1-14:05 1.812 0.6194 0.5383 6.102 0.337

DRB1-14:54 0.4508 0.9986 0.06367 3.191 0.4249

DRB1-15:02 7.583 0.9131 1.266 45.4 0.02651

DRB1-16:02 0.7475 0.6789 0.1976 2.828 0.6682

Association of HLA alleles with narcolepsy in the Chinese sample after
conditioning for all significant HLA-DRB1, HLA-DQA1, HLA-DQB1, HLA-DPA1
and HLA-DPBL1 loci and SNPs associating with before vs. after 2009. HLA-
DQB1*06:02 homozygous individuals are removed from analysis.
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