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Experiment: Ral_combined_merged modl!

Taxonomy: Ratus.
Number of Proteins: 84045

‘Search Engine: Mascot

‘Scaffold: Version: Scaffold_4.3.4

Pepiide Thresholds: 95.0% mirimum

Protein Thvesholds: 99.0% mirimum and 2 peptides minmum

Pepiide FDR: 0.0% (Decay)
Protein FDR: 0.0% (Decoy)
GO Amotation Source(s): Unknown

Color cading of functional groups corresponds to the one used in Fig. 5CL.
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‘Supplemental Table 3

Version: 250
‘Samples: Al Samples.

Fragment Tolerance: 0,100 Da (Morisotopic)
Parert Tolerance: 0,050 Da (Moroisotopic)
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Digestion Enzyme: Trypsin
Max Missed Cleavages: 2
Probabilty Modek:

Probabily legend

Accession Number
gi672081799

Wolecular Weight _a-SCGN 1P, Ca2+-free.
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Chein A, Nmr Soluton Siuciure Of Ca2+-Loaded Cabinin D28k
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50 Plasma membrane calcium-ransporing ATPase 2

51 iprin alpha 3 [Ratius norvegicus|
52
rucear migration protein nudC [Rattus norvegicus]

exportn 1, CRM1 homolog (yeasi). i

68 tumar protein D52 [Ratts norvepicus]
69 twbulr ation-promoting protein
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Exclusive Unique Peptide Count
&:SCGN IP. 10 u Caze.

‘@nonarget IgG, 10 uM Caz+.

Protein score for a.SCGN P, 10 uM Ca2+
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Presumed or known protein function

Scaffolding component of the CCR&-NOT compex, L

urfolds,
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v mitosis.
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Probably involved in vesiculr raffc
Function at present s unclear.
A ole in antciotosicity has been impled.

Calcium-binding protein

Enzyme.

Catalyic companent of the CCR&-NOT complex.

Purie nuckeoside phosphorylase.

Plasma membrane calcium-rarsporiing ATPase.
May reguiate the disassemby of focal adhesions.
Calcium ransporing ATPase.

Piays a ol in newsogenesis and neuronal migraton.

RNvAs.

Enzyme.
Protein phosphatase inibitory subusit.
Reguiatory subunit of protein phosphatase 1.

Necessary for the survival of .g. cerebelar peurars.

Enzyme.

Component of the CCR&NOT ajor deaderyl:

Binds wblin and has microtubude bunding activy.

Enzyme.
e

ADP, ATP, GDP,
Enzyme.



7 [ Aielaied roiei Rab-SC [RaiLS norveoiets) |1 gia7so0e
i3 o, eguiatory. type 2. nonvegicus) 0149018505 (+3)
i 01564394967

7 aise163565
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80  proten posphatase 14 [Ratus norvegicus] ai8304012 (+2)
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P ais10a8372
gl13928350

P s e e
1 .-

actir attus norvegicus] 9i[1142640 (+10)
o T —
e —— ey
R . cc: )

protein FAMSS [Rattus norvegicus] 01110625641 (+2)
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jacuolar protein sorting-associated protein 20 [Rat

s norvegicus)
95 ghoralase domain-contaiing protein 4 Raitus norvegicus|
% gi149042757 (+1)

97 vimentin [Rattus norvegicus] 0il14389299 (+1)
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101 quinore oxidoreductase-fike protein 1 [Rattus norvegicus]

9227913 (+2)
als1556986
9137788067 (+11)
106 hippocaliniike rotein 4 [Ratus norvegics] gleasssy

107 inositl gi158865632 (+1)
108 g11171052 (+1)
109 gi13591894
10 916266726

111 Parkinson disease 7 domain contairing 1 [Rattus norvegicus] 0149061618 (+1)
112 NG inin ci inohycrolase 1 [Raitus nor 911560131
13 0156090634
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Protein ranspor. Probably involved n vesicuar ralfc
“The reguatory subusitof proteinkinase A.

Iteracts with HSP70 and can stmuate 1s ATPase actiy.
Reguiates exocytosis in mast cefs.

protein phosphatase.
Redox sensor protein.
Controls ubiquitin-proteasome-mediated protein degradaton.

Required for normal ytokinesis and cilia signaling.
Acid protease active inintacelar protein breakdown.
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Function has yet o be defined.
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Diseases associated with PDDCL inclule Parkinson' disease.
Reguiation of iic oxide generation.



http://www.malacards.org/card/parkinsons_disease

