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Supplemental Figure 1: Receiver operating characteristic curve analysis for evaluating the 

diagnostic performance of (A) age, (B) volume (C) DRE, (D) tPSA, (H) %fPSA in the overall 

cohort in the discovery phase; (E) age, (F) volume (G) DRE in the PSA 4-10 ng/ml cohort in the 

discovery phase; (I) age, (J) volume (K) DRE, (L) tPSA, (P) %fPSA in the overall cohort in the 

validation phase; (M) age, (N) volume (O) DRE in the PSA 4-10 ng/ml cohort in the validation 

phase. PSA=prostate-specific antigen; tPSA=total PSA; %fPSA=percent free PSA; DRE=digital 

rectal examination. 



 

Supplemental Figure 2: Comparison of the diagnostic performance of the base model and the 

base model plus MALAT-1 in the overall cohort in the (A) discovery phase and (C) validation 

phase and in the PSA 4-10 ng/ml cohort in the (B) discovery phase and (D) validation phase. The 

base model in the overall cohort includes age, volume, %fPSA, tPSA and DRE; the base model 

in the PSA 4-10 ng/ml cohort includes age, volume, %fPSA and DRE.  

 

Supplemental Figure 3: Decision curve analysis for positive biopsy prediction in the overall 

cohort by the base model (base model includes age, volume, %fPSA, tPSA and DRE) in the (A) 

discovery phase and (B) validation phase. The dashed black line indicates the base model that 

includes age, volume, %fPSA and DRE; the solid black line shows the prediction model that 

includes only age, PSA level, DRE result, and prostate volume. The horizontal line along the x-

axis assumes that no patient will have PCa (no patient should undergo a prostate biopsy), 

whereas the solid gray line assumes that all patients will have PCa (all patients will need to 

undergo a prostate biopsy). 



 

Supplemental Figure 4: Receiver operating characteristic curve analysis for evaluating the 

diagnostic performance of the MALAT-1 score and PSA in the PSA>10 ng/ml cohort. 

Comparison of the area under the curve (AUC) of the MALAT-1 score and PSA in the PSA>10 

ng/ml cohort in the (A) discovery phase and (B) validation phase.  

 

Supplemental table 1: Co-relationship between MALAT-1 and clinical variables 

Variables 
MALAT-1 Score at Discovery phase MALAT-1 Score at Validation phase 

Correlation Coefficient p value† Correlation Coefficient p value† 

Age 0.069 0.311 0.079 0.249 
tPSA 0.096 0.158 0.128 0.052 
Volume 0.027 0.693 -0.061 0.375 
%fPSA -0.084 0.218 -0.032 0.643 
DRE -0.014 0.833 0.023 0.741 
GS -0.006 0.959 0.089 0.431 

MALAT-1 = metastasis associated in lung adenocarcinoma transcript 1; PSA = prostate-specific 

antigen; tPSA = total PSA; %fPSA = percent free PSA; DRE = digital rectal examination; GS = 

Gleason Score.  

†Spearman rank correlation test.  

 

 

 

 

 

 



  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 


