
>Python 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------------AGTTCCTGC 
---CTGTTGTTGGAA---AGCACTAGCCCACCACAGTCC---ACA---------ACCACA 
---GCAACTGTAGTGTCTACC------TCATCCACA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Python_regius 
------------------------------------------------------------ 
------------------------------------------------------------ 
------AGTGCCACAGAAATGTATGTTAAGAAA---GAGAACAATGCCAACAGTTCCTGC 
---CTGTTGTTGGAA---AGCACTAGCCCACCACAGTCC---ACA---------ACCACA 
---GCAACTGTAGTGTCTACC------TCATCCACA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Trimeresurus_flavoviridis 
TGCCAGTGTAAAAAATGCAGCTTGATCGCCGAGAGGCAACGGGTGATGGCCGCCCAGGTT 
---GCGTTGAGAAGACAACAAGCCCAAGAGGAAGAGCTGGGGATTAGTCACCCCATCCCT 
TTGCCTAGCGCCACAGAAATGTATGTGAAGAAA---GAAAACAACGCCAACAGTTCCTGC 
---CTGTTG---GAA---AGCACCAGCCCACCACAATCA---ACA---------ACCACA 
---GCAACTGTAGTATCTACC------TCATCCACAGAAGGACGGATGCTGATTCAAGAC 
ATTCCATCCCTGGCCAGCAGAGGGCATCTGGAGAGCACATCTGACTTAGTTATGGATCCC 
ACCTACTACAGCAGTTTATACCAGCCATCCTTGTATCCTTATTACAACAAC--------- 
------CTTTACAACTATTCTCAGTATCAAATGGCTGTGGCCACTGAAACCACCTCTGGT 
---GATATGGGAAGCCCACTGACAGGGTCACCTGTTAAGAGCAGCCTCCGAAGCCTCCCA 
ACAACTTATATGTCAAGCCAGTCGGGAAACCAATGGCAGGTGAAAAGCCCAGAAGGTCGG 
---------CAC------AGCTTGAGTTCCCAGTACAGGATGCATTCTTACTATCCCTCC 
GGCTCTTACTTGGGACAAAGTGTTGGGGGCCCTGCCTGTGTTCCCCAAATTTTTACTTTT 
GAGGAGAATCCTTCTTACTCCGAAACAAAAACAAAT 
>Elaphe_quadrivirgata 
TGCCAGTGTAAAAAATGCAGCTTGATCGCCGAGAGGCAACGGGTGATGGCCGCCCAGGTT 
---GCATTGAGAAGACAACAAGCCCAAGAGGAAGAGCTGGGGATTAGCCACCCCATCCCA 
TTGCCTAGCGCCACAGAAATGTATGTGAAGAAA---GAAAACAATGCTAACAGTTCCTGC 
---CTGTTG---GAA---AGCACCAGCCCACCCCAGTCG---ACA---------ACCACA 
---GCAACTGTAGTGTCTACC------TCATCCACAGAAGGACGGATGCTGATTCAAGAC 
ATTCCTTCCCTGGCCAGCAGAGGGCATCTGGAGAGCACATCTGACTTAGTTATGGACCCC 
ACCTACTACAGCAGTTTATACCAGCCATCCCTGTATCCTTATTACAACAAC--------- 
------CTGTACAACTATTCTCAGTACCAAATGGCTGTGGCCACCGAAACCACCTCTGGT 
---GATATGGGAAGCCCATTGTCAGGGTCACCTGTTAAGAGCAGCCTCCGAAGCCTCCCA 
ACAACTTATATGTCAAGCCAGTCGGGAAACCAATGGCAGGTGAAAAGCCCGGAAGGTCGG 
---------CAC------AGCTTGAGTTCCCAGTACAGGATGCATTCTTACTATCCTTCC 
AGCTCTTACTTGGGACAGAGTGTTGGGGCCCCTGCCTGTGTTCCCCAAATTTTTACTTTT 



GAGGAGAATCCTTCTTACTCTGACACAAAAGCAAAT 
>Notechis_scutatus 
TGCCAGTGTAAAAAATGCAGCTTGATCGCCGAGAGGCAACGGGTGATGGCCGCCCAGGTT 
---GCGTTGAGAAGACAACAAGCCCAAGAGGAAGAGCTGGGGATCAGCCACCCCATCCCA 
TTGCCTAGCACCACAGAAATGTATGTGAAGAAA---GAGAACAACGCTAACAGTTCCTGC 
---CTGCTG---GAA---AGCACCAGCCCACCCCAGTCG---ACC---------ACCACA 
---GCAACTGTAGTGTCTACC------TCATCCACAGAAGGACGGATGCTGATTCAAGAC 
ATTCCTTCCTTGGCCAGCAGAGGGCATCTGGAGAGCACATCTGACTTAGTTATGGACCCC 
ACCTACTACAGCAGTTTATACCAGCCATCCCTGTATCCTTATTACAACAAC--------- 
------CTCTACAACTATTCTCAGTATCAAATGGCTGTGGCCACCGAAACCACCTCCGGT 
---GATATGGGAAGCCCATTGACAGGGTCACCTGTTAAGAGCAGCCTCCGAAGCCTCCCA 
ACCACTTATATGTCAAGCCAGTCAGGAAACCAATGGCAGGTGAAAAACCCAGAAGGCCGG 
---------CAC------AGCTTGAGTTCCCAATACAGGATGCATTCCTACTATCCTTCC 
AGCTCTTACTTGGGACAGAGTGTTGGAGCCCCTGCTTGTGTTCCCCAAATTTTTACTTTC 
GAGGAGAATCCTTCTTACTCTGAAACAAAAGCAAAT 
>Ctenotus_taenioulatus 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------GAAGTGTATGTAAAGAAA---GAGAACAATGCCAATGGTTCCTGC 
CTATTGCTG---GAA---AGCAGCAGCCCACCCCAGTCCACGACT------------GCA 
---GCAACCACCGCGTCTGCC------TCATCCACA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Eulamprus_quoyii 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------GAAGTGTATGTGAAGAAA---GAGAGCAATGCCAATGGTTCCTGC 
CTATTGCTG---GAA---AGCAGCAGCCCACCCCAATCCACGACT------------GCA 
---GCAACCACCGCGTCTGCC------TCATCCACA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Eublepharis_macularius 
------------------------------------------------------------ 
------------------------------------------------------------ 
------AGTGCCACAGAAATGTATGTGAAGAAA---GAGAGCAATGCAAATGGATCCTGC 
TTATTGATG---GAG---AGCGGCAGCCCCACACAGTCCACAACA---------ACCATG 
---GCAGCCACAGGGTCGGCC------TCAGTGACA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------ 
>Gekko_hokouensis 
------------------------------------------------------------ 
---GCCCTGAGAAGGCAGCAAGCTCAAGAGGAAGAACTGGGCATCAGCCACCCTATCCCT 
TTGCCGAGTGCCACAGAAATGTACATGAAGAAA---GAGAACAATGCCAATGGGTCCTGC 
TTGCTGCTG---GAG---AGCAGCAGCCCCCCACAGTCCACGACA---------ACCACA 
---GCAACCTCAGGGGCGGCC------TCATCAACAGAGGGACGGATGCTCATGCAGGAC 
ATTCCTTCTCTGAGCAGCAGAGGGCATCTGGAGAGCACATCTGATTTAGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCT---TTGTATCCTTACTACAACAAC--------- 
------TTATACAACTACTCCCAGTACCAGATGGCTGTGTCCAGTGAAACCACCTCTGGA 
---GACATGGGGAGCTCCTTGGTAGGATCTCCTGCTAAAAACAGCCTCCGAAGCCTTCCA 
GCAACTTATATGTCAAGCCAGTCAGGAAACCAGTGGCAGGTAAAAAGCCCAGACAGCCGT 
---------CAT------GGTATGAGTTCCCAGTATAGGATGCATACTTACTACCCCCCC 
ACCTCCTACTTGGGCCAGAGTGTTGGCACCCCTGCCTGTGTTCCCCAGATTTTGACTTTT 
GAGGAGAGTCCTTCCTTCTCTGAAACAAAAGCCAGT 
>Calotes_versicolor 
TGCCAGTGCAAAAAATGCAGCTTGATCGCCGAGAGGCAGCGGGTGATGGCCGCCCAGGTT 
---GCTCTGAGAAGGCAGCAAGCCCAAGAGGAAGAGTTGGGGATCAGCCACCCCATCCCC 
TTGCCG---------GAAATGTATGTGAAGAAG---GAGAGCAATGCCAGCGGCACCTGC 
CTTGTGTTG---GAA---GGGGGCAGCCCCCCACCGTCG---ACC---------TCCACG 
---GCAACTGCAGGCTCATCT------GCAGCAACAGAGGGACGGATGTTGATCCCGGAC 
CTTCCTTCCCTGTCCAGCAGAGGGCATCTGGAGAGCACATCTGATTTAGTCGTGGACTCC 
ACCTACTACAGCAGCTTTTACCAGCCCTCCTTATATCCGTACTACAACAAC--------- 
------CTCTACAACTACTCTCAGTACCAGATGGCTGTGGCCAGTGAAAGCACCTCTGGA 
---GAGATGGGGAGCCCACTGGTAGGATCGCCAGTTAAAAACAGCTTGCGAAGCCTCCCA 
GCGACCTATATGTCAAGCCAGTCAGGAAACCAGTGGCAGGTGAAGAGTCCAGACAACCGC 
---------CAT------GCCATGGGCTCCCAGTACAGGATGCACTCATAC--------- 
------------------------------------------------------------ 
------------------------------------ 
>Pogona_vitticeps 
TGCCAGTGCAAAAAATGCAGCTTGATCGCGGAGAGGCAGCGGGTGATGGCAGCCCAGGTT 
---GCACTGAGAAGGCAGCAAGCCCAAGAAGAAGAGTTGGGCATCAGCCACCCCATCCCC 
TTGCCA---------GAAATGTATGTGAAGAAA---GAGAGCAATGCCAGCGGCACCTGC 
CTTGTGTTG---GAA---AGTGGCAGCCCTCCACCGTCT---ACT---------TCCTCG 
---GCAACTGCAGGCTCATCT------GCAACAACAGAGGGACGGATGTTGATCCCGGAC 
ATTCCTTCCCTGTCCAGCAGAGGGCATCTGGAGAGCACATCTGATTTAGTCGTGGACTCC 
ACCTACTACAGCAGCTTTTACCAGCCATCGTTGTATCCTTACTACAATAAC--------- 
------CTCTACAACTACTCTCAGTACCAGATGGCTGTGGCCAGTGAAACCACCTCTGGA 
---GAGATGGGGAGCCCACTGGTAGGATCTTCAGTTAAAAACAGCCTGCGAAGCCTCCCG 
GCAACCTATATGTCAAGCCAGTCAGGAAACCAGTGGCAGGTGAAGAGTCCAGACAACCGC 
---------CAT------GGCGTGAGTTCCCAGTACCGGATGCATTCTTACTATCCTTCC 
ACCCCTTATTTGGGCCAGAATGTTGGGGCTCCTGCCTGTGTCCCCCAGATTTTCACTTTT 
GAAGAGAGTCCCCCGTACTCTGAAGCAAAAGCAAAT 
>Leiolepis_reevesii 
------------------------------------------------------------ 
---GCACTGAGGAGGCAGCAAGCTCAAGAAGAAGAGTTGGGAATCAGCCTCCCCATCCCC 
TTGCCT---------GAAATGTATGTCAAGAAA---GAGAACAGTTCCAGCGGCACCTGC 
CTTGTGCTG---GAA---AATGGAAGCCCACCACATTCT---AGT---------TCCTCT 
---GCGGCGGCAAGCTCAGCC------ACAACCCCAGAAGGACGGATGTTGATCCCGGAC 
ATTCCTTCCCTGTCCAGCAGAGGGCATCTGGAGAGCACATCTGATTTAGTCGTGGACTCC 
ACCTACTACAGCAGCTTTTACCAGCCGTCCTTGTATCCTTACTACAATAAC--------- 
------CTGTACAACTACTCCCAGTACCAGATGGCTGTGGCCAGCGAAACTACCTCAGGA 
---GATATGGGGAGCTCACTGGTAGGATCCCCAGTTAAAAACAGCCTGCGAAGCCTCCCA 
GCAACCTATATGTCAAGCCAGTCAGGAAGCCAGTGGCAGGTGAAGAGTCCAGACGGCCGC 



---------CAT------GGCGTGAGTTCCCAGTACCGGATGCATTCCTACTATCCTTCC 
ACGTCCTATTTGGGCCAGAATGTCGGAGCTCCTGCCTGCGTCCCCCAGATTTTCACTTTT 
GAAGAGAGCCCATCATACTCTGAAACAAAAGCAAGT 
>Anolis_carolinensis 
TGCCAGTGCAAGAAGTGCAGCCTCATCGCCGAGAGGCAGCGGGTCATGGCTGCCCAGGTT 
---GCACTGAGAAGGCAGCAAGCTCAAGAGGAGGAGCTGGGGATCAGCCACCCCATCCCT 
TTGCCCAATGCCACAGAAATGTATGTGAAGAAA---GAGGGCAGCGCAAATGGCTCTTGC 
CTGTTGTTG---GAA---AGCAGCAGCCCACAGCAATCC---ACA---------ACTGCA 
---GCTACCACAGTGTCTAGT------GCATCCACAGAGGGACGGATGCTGATCCAGGAC 
ATTCCCTCCCTGGCCAGCAGAGGGCATCTGGAGAGCACATCTGACTTAGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCTTCCTTGTATCCTTACTACAACAAC--------- 
------CTGTACAACTACTCTCAGTACCAGATGGCTGTGGCCAGTGAAACTACTTCTGGC 
---GATATGGGGAGCCCTCTGGTGGGATCCCCAGTTAAAAACAGCCTCCGAAGCCTCCCA 
ACAACATACATGTCAAGCCAGTCAGGAAACCAATGGCAGGTGAAAAGCCCTGAGAACCGC 
---------CAT------GGCGTGAGTTCCCAGTACAGGATGCATTCTTACTATCCTTCT 
ACTTCCTACTTGGGACAGAGCGTTGGGGGCCCTGCTTGTGTCCCACAGATCTTCACTTTT 
GAGGAGAGTTCCTCTTACTCAGAAACAAAGGCAAAT 
>Aspidoscelis_inornata 
TGCAGGTGCGAAAAGTGCATCCTGATCGCCGAGAGGCAGCGCGTGATGGCCGCGCAGGTT 
---GCGCTGAGGAGGCAGCAAGCCCAAGAGGAGGAACTGGGGATCAGCCATCTCATTCCC 
CTGCCTAGTGCCACAGAAAAGTTTGTCAAGAAA---GAAAACAGTACAAATGGCTCCTGC 
CTGCAGCTG---GAC---AACAGCAGCCCGCCTCAA---------------------ACT 
---GCAACCACCGGGTCTGGG------TCATCCGCAGAGGGACGGATGCTGATACAAGAC 
ATTCCTTCCCTGACCAGCAGAGGGCACCTGGAAAGCACATCTGATTTGGTTGTGGAC--- 
------TACAGCAGCTTTTACCAGCCATCCCTGTATCCTTACTATAACAACTATTCCCAG 
TACCAGATGTACAGCTACTCCCAGTACCAGATGGCTATGGCCAGTGAAACTACTTCTGGA 
---GACGTGGGAAGCCCACTGGTAGGGTCTCCTGTTAAAAACAGCCTCCGAAGCCTCCCA 
TCAACTTATATGCCAAGCCAGTCAGGAAACCAGTGGCAGATGAAGACCATGGAGAACCGG 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Sphenodon_punctatus 
TGTCAGTGTGAAAAATGCCGTCTGATCGCCGAGAGGCAGCGGGTGATGGCAGCACAGGTT 
---GCATTAAGAAGGCAGCAGGCCCAGGAAGAGGAGATGGGAATCAACCGTCCAGTCCCG 
CTGACCAGTGCCACAGAAATGTATGTGGAGAAG---GAAGAGAATGGGAGAAGCTCCTGC 
CTGCTGTTG---AAA---ACCAGCAGTCCAACACAGTCA---ACA---------AACACA 
---GCAACTACGGTGTCCACCGTGCCGTCA---------GGACGGATGCTGATTCAGGAC 
ATTCCCTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGACTTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTACTACAACAAC--------- 
------CTGTACAACTACCCCCAGTACCAGATGGCAGTGGCCACCGACTCCTCCTCCAGT 
---GATCTGGGGAGTACCCTTGTAGGGTCCCCTGTGAAAAACAGCCTCCGTACTCTCCCA 
GCAACTTATATGTCCAGCCAGTCAGGAAACCAGTGGCAGGTGAAAAGCCCAGAGAGCCGT 
---------CAT---GCTGCCATGGGCTCCCAGTACAGGATGCATTCCTACTATCCTCCT 
GCTTCCTACTTGGGCCAGAGTGTTGGGGGCCCCACTTGTGTTCCACAGATCTTCACTTTT 
GAGGAGAGCCCCTCTTACTCAGAATCAAAAGCAAAC 
>Monodelphis_domestica 
TGCCAGTGCAAGAAGTGCAATCTGATCGCAGAGAGGCAGCGGGTCATGGCCGCCCAGGTG 
---GCACTGAGAAGGCAGCAGGCCCAGGAGGAGGAGCTGGGGATCAGCCACCCCATTCCC 
CTGCCCAGCGCTGCAGAACTGCTGGTGAAGAGA---GAGAACAATGGCAGCAGCTCATGC 
CTGATGTCG---GAG---AGCAGCAGCCCCACGCAGGCC---CCT---------AGCACT 
---CCCACC---------ACA------TCT---TCAGAGGGTCGTATGGTCATTCAAGAC 
ATCCCTTCGGTCACCAGCAGAGGGCACCTGGAGAACACATCTGACCTGGTCTCCGATTCC 
ACCTATTACGGCAGTTTTTACCAGCCCTCTCTCTTTCCATACTACAACAAT--------- 
------CTGTACAACTACCCCCAGTATTCGATGGCCTTGGCCGCTGATTCTTCTTCTGGG 
---GAAATGGGGAGTACACTTGGGGGATCCCCAGTGAAAAACAGCCTTCGGAGCCTACCA 



GCGACTTATGTGTCTGGCCAGTCAGGAAACCAGTGGCAGATGAAGAACACTGAGAATCGT 
---------CAC------GGCATGGGTTCCCAGTATAGGATGCATTCCTACTATCCTGCT 
ACTTCCTACCTGAGCCAGAGTGTGTCGCAG------------------ATCTTTGCTTTT 
GAAGACAGCCCTTCCTATTCTGAGGCAAAAGCAAGT 
>Sarcophilus_harrisii 
TGCCAGTGCAAGAAGTGCAACCTGATCGCCGAGAGGCAGCGGGTCATGGCCGCTCAGGTG 
---GCATTGAGAAGGCAGCAAGCACAGGAGGAGGAGCTCGGGATCAGCCATCCTATTCCC 
TTGCCCAGTGCTGCAGAACTGCTTGTTAAGAGA---GAAAATAATGGGAGCAGCTCCTGC 
CTGATGTCT---GAG---AGCAGCAGTCCGACCCAGGCC---CCA---------AGTACT 
---CCAACT---------ACA------TCT---TCAGAGGGTCGGATGGTCATTCAAGAC 
ATCCCTTCGGTCACCAGCAGAGGGCACCTGGAGAACACATCTGACCTGGTCTCAGATTCC 
ACCTATTACGGCAGTTTTTACCAGCCCTCTCTCTTTCCATACTACAACAAT--------- 
------CTGTACAATTATCCTCAGTATTCAATGGCTTTGGCCACTGATTCCTCTTCTGGG 
---GAAATGGGGAGCACACTTGGGGGATCCCCAGTGAAAAACAGCCTTCGGAGCCTACCA 
GCAACTTATGTGTCTGGCCAGTCAGGAAACCAGTGGCAGATGAAGAACACCGAGAATCGT 
---------CAT------GCCATGGGTTCCCAGTACAGGATGCATTCTTATTATCCTGCG 
ACTTCATACCTGAGCCAGAGTGTGTCACAG------------------ATTTTCGCTTTT 
GAAGATAGCCCTTCTTATTCTGAAGCCAAAGCAAGT 
>Rattus_norvegicus 
TGCCAGTGCAAGAAGTGCAGCCTGATTGCCGAGCGACAGCGGGTGATGGCCGCGCAGGTG 
---GCCCTGAGAAGACAGCAGGCCCAGGAAGAGGAGCTGGGCATCAGCCACCCCATTCCG 
CTGCCCAGCGCAGCAGAGCTGCTGGTCAAAAGA---GAGAATAGTGCCAGCAACCCGTGC 
CTGATGGCT---GAG---AGCAGCAGCTCGGCCCAGCCC---CCA---CCGGCCAGCACC 
---CCAACC---------CCC------ACTGTCTCAGAGGGACGCATGGTCATCCAGGAT 
ATCCCTGCTGTCACCAGCAGAGGGCACATGGAGAACGCACCTGACCTGATGTCAGACCCC 
GCCTACTACAGCAGCTTTTACCAGCCGTCTCTGTTTCCTTACTACAACAAT--------- 
------CTGTACAACTACCCCCAGTACTCCATGGCCTTGTCTGCTGAGTCCTCCTCAGGG 
---GACGTGGGAAATCCCCTTGGGGGATCCCCTGTGAAGAACAGCCTGCGTAGTCTCCCA 
GCACCTTATGTGCCTGCTCAGACTGGAAACCAGTGGCAGATGAAGACCTCAGAGGGCCGC 
---------CAC------CCAGTGAGCTCCCAGTACCGGATGCACTCATACTATGGGCCT 
CCCTCCTACCTGGGTCAGAGCATGTCCCAG------------------ATCTTTACCTTT 
GAGGAAGGCCCCTCCTACTCAGAAGCCAAAGCAAGT 
>Felis_catus 
TGCCAGTGCAAGAAGTGCAACCTGATCGCCGAGAGACAGCGCGTGATGGCCGCGCAGGTG 
---GCCCTGAGAAGGCAGCAGGCCCAGGAAGAGGAGCTGGGGATCAGCCACCCCATCCCG 
CTCCCCAGCGCTGCCGAACTGCTTGTCAAGAGA---GAGAGCAATGGCAACAACCCGTGC 
CTGATGACC---GAG---AGCAGCAGCCCCTCGCAGCCG---GGG---CCGGCCAGCACC 
---CCCACC---------ACT------GCCGCATCAGAGGGACGCATGGTCATCCAGGAT 
ATTCCTGCCGTCACCAGCAGAGGGCACATGGAGAACACACCTGATCTGGTTTCTGACTCC 
ACCTACTACAGCAGCTTTTACCAGCCTTCTCTGTTCCCTTACTACAACAAT--------- 
------CTGTACAACTACCCGCAGTACTCCATGGCCTTGGCCGCGGATTCCTCTTCCGGG 
---GATGTGGGAAACCCCCTCGGGGGGTCCCCTGTGAAGAACAGCCTGCGGAGCCTCCCG 
GCACCCTACGTGCCCAGTCAGCCGGGAAACCAGTGGCAGATGAAGAACTCGGAGAACCGC 
---------CAC------CCAATGAGCTCGCAGTACAGAATGCATTCTTACTACCCGCCT 
CCCTCCTACCTGGGCCAGAGCGTGTCCCAG------------------ATCTTCACTTTT 
GAGGACGGCCCCTCTTACTCGGAAGCCAAAGCAAGC 
>Loxodonta_africana 
TGCCTCCCCAGGTCCTGCTCGTCCTTTTCTTCAAGGCCCTGCCCAACACCACCTCTGGTG 
---GCCCTGAGGAGGCAGCAGGCCCAGGAGGAGGAGCTGGGGATCAGCCACCCCATCCCG 
CTGCCCAGCGCAGCCGAGCTGCTGGTCAAGAGA---GAGAACAGCGGCAGCAACCCGTGC 
CTGATGACC---GAG---AGCAGCGGCTCCTCGCAGCCC---CCGGTGCCGGCCAGCACC 
---CCCACC---------ACC------GCGGCCTCAGAGGGACGGATGGTCATCCAGGAT 
ATCCCTGCGGCCACCAGCAGAGGGCACGTGGAGAACACGCCCGACCTGGTTTCTGACCCC 
ACCTACTACAGCAGCTTCTACCAGCCCTCGCTGTTCCCCTACTACAACAAC--------- 
------CTGTACAACTACCCGCAGTACTCCATGGCCCTGGCCGCCGACTCCTCGTCCGGG 



---GACGTGGGGAGCTCCCTCGGGGGGTCCCCTGTGAAGAACAGCCTGCGGAGCCTCCCG 
ACACCTTATGTGCCTGGCCAGACGGGAAACCAGTGGCAGATGAAGAACGCAGAGAGCCGC 
---------CAT------GCCATGAATTCCCAGTACAGGATGCATTCCTACTATCCGCCT 
CCCTCATACCTGGGCCAGAGTGTCTCCCAG------------------ATCTTCACCTTT 
GAGGACGGCCCCTCCTACTCGGAAGCCAAGGCCAGT 
>Orycteropus_afer 
TGCCAGTGCAAGAAGTGCAACCTGATCGCTGAAAGGCAGCGCGTGATGGCCGCGCAGGTG 
---GCCTTGAGGAGGCAGCAGGCCCAGGAGGAGGAGCTGGGGATCAGCCACCCCATCCCG 
CTGCCTAGCGCTGCCGAGCTGCTGGTCAAGAGG---GAGAACGGCGGCGGCAACCCGTGC 
TTGATGACC---GAG---AGCAGTGGCTCCTCACAGCCG---CCGGTGCCACCCAGCACC 
---CCCACC---------ACT------GCAGCCTCAGAGGGACGGATGGCCATCCAGGAT 
ATCCCTGCTGCCACCAGCAGAGGGCACATGGAGAACGCACCCGACCTGGTTCCTGACTCC 
ACCTACTACAGCAGCTTCTACCAGCCGTCTCTGTTCCCTTACTACAACAAC--------- 
------CTGTACAACTACCCACAGTACTCCATGGCCCTGGCCACTGACTCCTCACACGGG 
---GACATGGGGAATCCCCTTGGGGGGTCCCCTGTGAAGAATAGCCTGCGGAACCTGCCG 
GCAACTTATGTGCCTGGTCAGACAGGAAACCAGTGGCAGATGAAGGGTGCAGAGAGCCGC 
---------CACACT---ACCATGGGTTCCCAGTACCGGATGCATTCCTACTACCCACCG 
CCCTCCTACCTGGGCCAGAGCGTCTCCCCG------------------ATCTTCTCCTTT 
GAAGAAGGCCCTGCCTACCCGGAAACGAAAGCCAGT 
>Xenopus_tropicalis 
TGCCAGTGCAAAAAGTGCAGTCTGATAGCAGAGAGACAGCGGGTTATGGCAGCACAGGTT 
---GCATTGCGAAGACAGCAAGCCCAGGAAGAGGAGCTGGGAATAAGCCATCCTATTCCT 
TTGCCCATTGCAGCTGAGTTGTTGATAAAACGG---GAGCATGGTGGTAGCAGCTCTTGC 
CTGATGCTG---GAA---AGC---AGTTCCACACAGACA---ACT---------AGCACA 
---TCTACTTCAGGTTCCACA------ACCAGTTCAGAAGGCAAGATGTTAATTCAAGAA 
ATCCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGATTTGGTTATGGACTCC 
CCTTACTACAGTAATTTCTACCAACCTCCACTTTATCCGTACTACAACAAC--------- 
------CTCTACAATTACCCTCCATACCAAATGGCTGTGGCTACTGAATCTACCAGTGGC 
AATGACATGGGAGGAATA---AGTGGGCCATCAATGAAAAATAGTCACAGAAACCATCCA 
GCTGCTTATGTCCCTAGCCAGTCAGGAAATCAGTGGCAGATGAAGAATGGAGAGAATCGT 
TTCCCGGGTCAC------AGTGCAAGCTCTCAATTTCGCATGCATTCCTACTATCCCCCT 
------TATCTGGGACAGAGTGTACCCAACCCAGTTTGTGTTCCACCATTCCTCACTTTT 
GAAGAGATCCCATCATATTCTGAGGCGAAGGCAAGT 
>Xenopus_laevis 
TGCCAGTGCAAAAAGTGCAGTCTGATAGCAGAGAGACAACGGGTTATGGCAGCACAGGTT 
---GCATTGCGAAGACAGCAAGCCCAGGAAGAGGAGCTGGGAATAAGCCATCCAATCCAT 
TTGCCCATTGCAGCTGAGTTGCTGATAAAAAAG---GAGCATGGTGGTAGCAGCTCTTGC 
TTGATGCTG---GAA---AAC---AGTTCTACACAGACA---ACC---------AGCACA 
---CCCACTTCAGGTTCCACA------GCCAGTTCAGAAGGCAAGGTGTTAATTCAAGAA 
ATCCCTTCCATCACCAGCAGAGGGCATATGGAGAGCACATCTGATTTGGTTATGGACTCC 
CCTTACTACAGTAACTTCTACCAACCTCCACTTTATCCGTACTACAACAAC--------- 
------CTGTACAATTACCCTCCATACCAAATGGCTATGGCTGCTGAATCTACCAGTGGC 
AATGATATGGGAGGAATA---AGCGGGCCGCCACTAAAAAATAATCACAGAAACCATCCA 
GCTGCTTATGTCCCTAGCCAGTCAGGAAATCAGTGGCAGATGAAGAATAGAGAGAATCGT 
TTCCCAGGTCAC------AGCGGAAGCTCACAATTTCGGATGCATTCCTACTATCCCCCT 
------TATCTGGGACAGAGTGTACCAAACCCAGCTTGTGTCCCACCATTCCTCACTTTT 
GAAGAGATTCCATCTTATTCTGAGGCAAAGGCAAGT 
>Podarcis_siculus 
---------------------------------------------------------GTT 
---GCACTGAGAAGGCAGCAAGCCCAAGAAGAAGAGTTGGGAATCAGTCACCCCATCCCA 
TTGCCG---------GAACCACTTGTCAAGAAA---GAGAGCAACTCCGGCGGCACCTGC 
CTTCTGTTG---GAA---GGGAACAGCCCAACTCCTTCG---ACC---------TCCACG 
---GCAACTGCAGGATCAACT------GCACCAACA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Trachemys_scripta 
------------------------------------------------------------ 
------------------CAGGCTCAAGAAGAGGAACTGGGGATCAGCCATCCCATCCCT 
CTGCCCAGTGCCCCAGAGCTCTTTGTTAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAGCAGCCCAACACATTCA---ACA---------AACACA 
---GCAACTACAGCATCCACC------ACCCCATCAGAGGGACGGATGCTCATTCAGGAC 
ATTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGACTTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTACTACAACAAC--------- 
------CTTTACAACTACTCCCAATACCAGATGGCAGTGGCCAGTGACTCCTCCTCTAGT 
---GATATGGGGGGCACACTAGTAGGGTCCCCTGTGAAAAACAGCCTGCGAAGCCTCCCA 
GCCACATATATGTCAAGCCAATCAGGAAACCAATGGCAGATGAAAAGCACAGAGAGCCGA 
---------CAT------GCCATGAGCTCCCAGTACAGGATGCACTCGTACTACCCTCCT 
GCCTCCTACCTGGGCCAGAGTGTTAGCACGCCTGCTTGTGTTCCGCAGATCTTCACTTTC 
GAGGACAGGCCCTCATACTCAGGGTCTAAAGCAAGC 
>Terrapene_carolina 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------GCCCCAGAGCTCTTTGTTAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAGCAGCCCGACACATTCA---ACA---------AACACA 
---GCAACTACAGCATCCACC------ACCCCATCA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Malaclemys_terrapin 
------------------------------------------------------------ 
------------------------CAAGAAGAAGAGCTGGGGATCAGCCATCCCATCCCT 
CTGCCCAGTGCCCCAGAGCTCTTTGTTAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAGCAGCCCAACACATTCA---ACA---------AACACA 
---GCAACTACAGCATCCACC------ACCCCATCA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Chrysemys 
---------AAGAAGTGCAGCCTGATCGCAGAGCGGCAGCGGGTGATGGCAGCGCAGGTT 
---GCATTGAGAAGGCAGCAGGCCCAAGAAGAAGAGCTGGGGATCAGCCATCCCATCCCT 
CTGCCCAGTGCCCCAGAGCTCTTTGTTAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAGCAGCCCAACACATTCA---ACA---------AACACA 
---GCAACTACAGCATCCACC------ACCCCATCAGAGGGACGGATGCTCATTCAGGAC 
ATTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGACTTGGTTGTGGACTCC 



ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTACTACAACAAC--------- 
------CTTTACAACTACTCCCCATACCAGATGGCAGTGGCCAGTGACTCCTCCTCTAGT 
---GATATGGGAGGCACACTAGTAGGGTCCCCTGTGAAAAACAGCCTGCGAAGCCTCCCA 
GCCACATATATG------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Staurotypus_triporcatus 
------------------------------------------------------------ 
------------------------------------------------------------ 
CTGCCTAGTGCCCCAGAGCTCTTCGTTGAGAAG---GAGAACAATGGTGGCAGCTCCTGC 
TTATTGTTG---GAT---GGCAGCAGCCCGACACATTCC---ACA---------AACACA 
---GCAACTACAGCATCCAGC------ACCCCATCA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Apalone_mutica 
------------------AGCCTGATCGCCGAGAGGCAGCGGGTGATGGCAGCCCAGGTT 
---GCATTGAGAAGGCAGCAGGCCCAAGAAGAAGAGCTGGGAATCAGCCATCCCATCCCT 
CTGCCCAGTGCCCCAGAGCTCTTTGTAAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAGCAGCCCGACACATTCA---ACA---------AACACA 
---GCAACTACGGCATCCAGC------ACCCCGGCAGAGGGACGGATGCTCATTCAGGAC 
ATTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGACTTGGTTGTCGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTATTACAACAAC--------- 
------CTTTACAACTACTCCCAGTACCAGATGGCAGTGGCCAGTGAATCCTCCTCTAGT 
---GATATGGGGGGCACACTAGTAGGGTCCCCTGTGAAAAACAGCCTCCGAAGCCTCCCA 
GCCACATATATG------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Pelodiscus_sinensis 
TGCCAGTGTAAAAAATGCAGCCTGATCGCCGAGAGGCAGCGGGTGATGGCAGCCCAGGTT 
---GCATTGAGAAGGCAGCAGGCCCAAGAAGAAGAGCTGGGGATCAGCCATCCCATCCCT 
CTGCCCAGTGCCCCAGAGCTCTTTGTAAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAGCAGCCCGACACATTCA---ACA---------AACACG 
---GCAACTACGGCATCCAGC------ACCCCAGCAGAGGGACGGATGCTCATTCAGGAC 
ATTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGACTTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTATTACAACAAC--------- 
------CTTTACAACTACTCCCAGTACCAGATGGCAGTGGCCAGTGAATCCTCCTCTAGT 
---GATATGGGGGGCACACTAGTAGGGTCCCCTGTGAAAAACAGCCTCCGAAGCCTCCCA 
GCTACATACATGTCAAGCCAGTCAGGAAACCAGTGGCAGATGAAAAGCACAGAGAGCCGA 
---------CAT------GCCATGAGCTCCCCGTACAGAATGCACTCCTACTACTCTCCT 
GCTTCCTACCTGGGCCAGAGTGTTAGCACCCCTGCGTGTGTTCCACAGATCTTCACTTTC 
GAGGATAGCCCCTCGTACTCCGAATCTAAAGCAAGC 
>Carettochelys_insculpta 
------------------------------------------------------------ 
---------------CAGCAGGCCCAAGAAGAAGAGCTGGGGATCAGCCATCCCATCCCT 
CTTCCCAGTGCCCCTGAGCTCTTTGTTAAGAAG---GAGAACAATGGTGGCAACTCCTGT 
TTGTTGTTG---GAA---AGCAGCAGCCAGACACATTCA---ACA---------AATACT 
---GCAACAACAGCATCCAGC------ACCCTAGCA------------------------ 



------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Podocnemis_expansa 
---------------------------------------------------------GTT 
---GCGTTAAGAAGGCAGCAGGCCCAAGAGGAAGAGCTGGGAATCAGCCATCCCATCCCT 
CTGCCCAGTGCCCCTGAGCTCTTTGTGAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGTAGCAGCCCCACACATTCA---ACA---------AACACA 
---GCAACTACAGCATCCACC------ACCGCAGCA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Mauremys_reevesii 
TGTCAGTGTAAAAAATGCAGCCTGATCGCAGAGCGGCAGCGGGTGATGGCTGCGCAGGTG 
---GCATTGAGAAGGCAGCAGGCCCAAGAAGAAGAGCTGGGGATCAGCCATCCCATCCCT 
CTGCCCAGTGCCCCAGAGCTCTTTGTTAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAACAGCCCAACACATTCA---ACA---------AACACA 
---GCAACTACAGCGTCCACC------ACCCCATCAGAGGGACGGATGCTCATTCAGGAC 
ATTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCGCATCTGACTTGGTTGTGGACTCC 
ACCTACTACGGCAGTTTTTACCAGCCATCCCTGTATCCTTACTACAACAAC--------- 
------CTTTACAACTACTCCCAATACCAGATGGCAGTGGCCAGTGAATCCTCCTCTAGC 
---GAATGGGGGGCACACTATGTAGGGTCCCCTGTGAAAAACAGCCTGCGACAGCTCCCA 
GCCACATATATGTCAAGCCAATCAGGAAACCAATGGCAGATGAAAAGCACAGAGAGCCGA 
---------CAT------GCCATGAGCTCCCAGTACAGGATGCACTCGTACTACCCTCCT 
GCCTCCTACCTGGGCCAGAGTGTTAGCACGCCTGCTTGTGTTCCGCAGATCTTCACTTTC 
GAGGACAGCCCCTCGTACTCAGAGTCTAAAGCAAGC 
>Emydura_macquarii 
------------------------------------------------------------ 
---------------------------GAAGAAGAGCTGGGGATCAGCCATCCCATCCCT 
CTGCCCAGTGCCCCGGAGCTCTTTGTTAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAGCAGCCCGACACATTCA---ACA---------AACACA 
---GTAACTACAGCATCCAGC------ACACCAGCA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Pelomedusa_subrufa 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------GTTAAGAAA---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AGCAACAGCCCCACACATTCA---ACA---------AACACA 



---GTAACTACAGCATCGACC------ACCCCAGCA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Chelonia_mydas 
TGTCAGTGTAAAAAATGCAGCCTGATCGCAGAGCGGCAGCGGGTGATGGCAGCCCAGGTT 
---GCATTGAGAAGGCAGCAGGCCCAAGAAGAAGAGCTGGGGATCAGCCATCCCATCCCT 
CTGCCAAGTGCCCCGGAGCTCTTCGTTAAGAAG---GAAAACAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AACAGCAGCCCGACACATTCA---ACA---------AACACA 
---GCAACTACAGCATCCACC------ACCCCATCAGAGGGACGGATGCTCATTCAGGAC 
ATTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGACTTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCTCTGTATCCTTACTACAACAAC--------- 
------CTTTACAACTACTCCCAGTACCAGATGGCAGTGGCCAGTGAATCCTCCTCTAGT 
---GACATGGGGGGCACACTAGTAGGGTCCCCTGTGAAAAACAGCCTGCGAAGCCTCCCA 
GCCACATACATGTCAAGCCAGTCAGGAAACCAATGGCAGATGAAAAGCACAGAGAGCCGA 
---------CAT------GCCATGAGCTCCCAGTACAGGATGCACTCGTACTACCCTCCT 
GCCTCCTACCTGGGCCAGAGTGTTAGCACACCTGCATGTGTTCCGCAGATCTTCACTTTT 
GAGGACAGCCCCTCGTACTCAGAGTCTAAAGCAAGC 
>Lepidochelys_olivacea 
------------------------------------------------------CAGGTT 
---GCATTGAGAAGGCAGCAGGCCCAAGAAGAAGAGCTGGGGATCAGCCATCCCATCCCT 
CTGCCAAGTGCCCCGGAGCTCTTCGTTAAGAAG---GAAACCAATGGTGGCAGCTCCTGT 
TTATTGTTG---GAA---AACAGCAGCCCGACACATTCA---ACA---------AACACA 
---GCAACTACAGCATCCACC------ACCCCATCAGAGGGACGGATGCTCATTCAGGAC 
ATACCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGATTTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCTCTGTATCCTTACTACAACAAC--------- 
------CTTTACAACTATTCCCAGTACCAGATGGCAGTGGCCAGTGAATCCTCCTCTAGT 
---GATATGGGGGGCACACTAGTAGGGTCCCCTGTGAAAAACAGCCTGCGAAGCCTCCCA 
GCCACATACATGTCAAGCCAATCAGGAAACCAATGGCAG--------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------GGG 
>Meleagris 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
---------------------------------------------TTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTACTATAACAAC--------- 
------CTGTACAACTACTCCCAGTATCAAATGGCAGTGGCCAGTGAGCCTTCCTCAAGT 
---GAGACAGGGGGTACGTTTGTAGGGTCAGCCATGAAAAACAGCCTTCGAAGCCTCCCA 
ACAACATATATGTCAAGCCAGTCAGGAAAACAATGGCAGATGAAAGGGATGGAGAACCGC 
---------CAC------GCCATGGGCTCCCAGTACCGGATGTGCTCCTACTACCCGCCC 
GCCTCATACCTGGGCCAGGGGGTTGGCAGTCCCACCTGCGTCACACAGATACTGGCCTCG 
GAGGACACCCCCTCCTACTCAGAGTCGAAAGCAAGA 
>Gallus_gallus 
TGCCAGTGCAAGAAGTGCAGCCTGATCGCCGAGCGGCAGCGGGTGATGGCCGCGCAGGTT 
---GCACTGAGGAGGCAGCAAGCCCAGGAAGAGGAGCTGGGGATCAGCCACCCTGTACCC 
CTGCCCAGTGCCCCTGAGCCAGTTGTCAAGAAG------AGCAGCAGCAGCAGCTCCTGT 



CTCCTGCAG---GAC---AGCAGCAGCCCTGCTCACTCC---ACG---------AGCACG 
GTGGCAGCAGCAGCAGCGAGC------GCACCACCAGAGGGACGGATGCTCATTCAGGAC 
ATCCCTTCCATCCCCAGCAGAGGGCACTTGGAGAGCACGTCTGATTTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTACTATAACAAC--------- 
------CTGTACAACTACTCCCAGTACCAAATGGCAGTGGCCACTGAGTCTTCCTCAAGT 
---GAGACAGGGGGTACGTTTGTAGGGTCAGCCATGAAAAACAGCCTTCGAAGCCTCCCA 
GCAACATACATGTCAAGCCAGTCAGGAAAACAGTGGCAGATGAAAGGGATGGAGAACCGC 
---------CAT------GCCATGAGCTCCCAGTACCGGATGTGCTCCTACTACCCGCCC 
ACCTCATACCTGGGCCAGGGGGTTGGCAGTCCCACCTGCGTCACACAGATACTGGCCTCG 
GAGGACACCCCCTCCTACTCAGAGTCGAAAGCGAGA 
>Struthio_camelus 
------------------------------------------------------------ 
---GCACTGAGACGGCAGCAGGCGCAGGAAGAGGAGCTGGGGATCAGCCACCCCATACCG 
CTGCCCAGTGCCACCGAGCTCTTCGTGAAGAAGGAG---AGCAGTGGCGGCAGCCCCTGC 
ATCCTGTGG---GAG---AGTGGCAGCCCCACGCACACC---ACC---------AGCACG 
---GCCACCACCACCGCCAGC------ACGCCGTCAGAGGGACGGATGCTCATTCAAGAC 
ATCCCTTCCATCCCCAGCAGAGGGCACTTGGAGAGCACGTCTGATTTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTACTATAACAAC--------- 
------CTGTACAAC--------------------------------------------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Columba_livia 
------------------------------------------------------------ 
GTTGCGCTGAGAAGGCAGCAAGCTCAGGAAGAGGAGCTGGGAATCAGCCACCCAGTGCCC 
CTGCCCAGCGCCCCGGAGACGTTTGTTAAGAAG------AACAGTGGTGGCAGCTCTTGT 
CTCTTGTTG---GAA---AACAGCAGCCCTACCCACTCG---ACA---------AGCACA 
---GCCATGACGGCAGCGAGC------ACAGCGTCAGAGGGACGGATGCTCATTCAGGAC 
ATCCCTTCCATCCCCAGCAGAGGGCACTTGGAGAGCACGTCTGATTTGGTTGTGGACTCC 
ACCTACTACAGCAGTTTTTACCAGCCATCCCTGTATCCTTACTATAACAAC--------- 
------CTGTACAACTACTCCCAGTATCAAATGGCAGTGGCCAGTGAGCCTTCTTCAAGT 
---GAGACGGGGGGTACGATTGTAGGGTCGGCCATGAAAAACAGCCTTCGAAGCCTCCCA 
GCAACATACATGCAAACCCAGTCGGGAAAACAGTGGCAGGTGAAGGGCATGGAGAGCCGC 
---------CAC------GCCGTCAGCTCCCAGTACCGCATGTGCTCCTACTACCCACCC 
GCTTCCTACCTGGGACAGGGGGTTGGAGCTCCCACGTGCCTCCCCCAAATCTTGACCTCT 
GAGGATGTCCCTTCCTACTCGGAGTCGAAAGCAAGA 
>Ficedula_albicollis 
---------------------------------------------------------GTT 
---GCACTAAGAAGACAGCAAGCTCAGGAAGAGGAGCTGGGAATCAGCCACCCAGTGCCC 
TTGCCCAGTGTCCCTGAGACATTTGTTAAGAAG------AACAGTGGTGGCAGCTCTTGC 
CTCTCTCTG---GAA---GGCAGCAGCCCAATGCACTCG---ACA---------AGCACA 
---GCCATGACAGCAGCTAGT------ACACCACCAGAGGGACGGATGCTCATTCAGGAC 
ATCCCTTCCATCCCCAGCAGAGGGCACTTGGAGAGCACGTCTGAGTTGGTTGTGGACTCC 
GCCTACTACAGCAGTTTTTACCAGCCGTCCCTGTATCCTTGTTACAACAAC--------- 
------CTGTACAACTACTCCCAGTACCAGATGGCAGTGGCCAGTGAGCCTTCCTCAAGT 
---GAGACAGGGGGTACGATTGTAGGGTCGGCCATGAAGAACAGCCTTCGAAGTCTCCCA 
GCAACATACATGCCGAGCCAGTCAGGAAAACAGTGGCAGGTGAAGGGCATGGAGAGACAC 
---------CAC------GCTGTCAGCTCCCAGTACCGGATGTGTTCCTACTACCCACCT 
GCTTCCTACCTGGGACAGGGGGTTGGCGCTCCCATGTGCCTCCCCCAGATCCTGGCCTCT 
GAGGACATCCCCTCCTCCTCGGAGTCAAAAGCAAGA 
>Geospiza_fortis 
---------------------------------------------------------GTT 
---GCCCTAAGAAGACAGCAAGCTCAGGAAGAGGAACTGGGAATCAGCCACCCAGTGCCT 



CTGCCCAGTGTCCCTGAGACGTTTGTTAAGAAG------AACAGTGGTGGCAACTCTTGC 
CTCTCACTG---GAA---AGCAGCAGCCCAATGCACTCG---ACA---------AGTACA 
---GCCATGACAGCAGCTAGT------ACACCGCCAGAGGGACGGATGCTCATTCAGGAC 
ATCCCTTCCATCCCCAGCAGAGGGCACTTGGAGAGCACATCTGAGTTGGTTGTGGACTCC 
GCCTACTACAGCAGTTTTTACCAGCCATCTCTGTATCCTTGCTATAACAAC--------- 
------CTGTGCAACTATTCCCAGTACCAGATGGCAGTGGCCAGTGAGCCTTCCTCAAGT 
---GAGACAGGGGGTACAATTGTAGGGTCGGCCATGAAGAACAGCCTTCGAAGTCTCCCA 
GCAACATACATGCCGAGCCAGTCAGGAAAACAGTGGCAGGTGAAGGGCATGGAGAGACAC 
---------CAC------GCCGTCAGCTCCCAGTACCGCATGTGTTCCTACTACCCACCT 
GCTTCTTACCTGGGACAGGGGGTTGGCGCTCCCATGTGCCTCCCCCAAATCCTGACCTCT 
GAGGACATCCCCTCCTCCTCAGAGTCAAAAGCCAGA 
>Zonotrichia_albicollis 
---------------------------------------------------------GTT 
---GCCCTAAGAAGACAGCAAGCTCAGGAAGAGGAGCTGGGAATCAGCCACCCGGTGCCC 
CTGCCCAGTGTCCCTGAGACGTTTGTTAAGAAG------AACAGTGGTGGCAATTCTTGC 
CTCTCGCTG---GAA---AGCAGCAGCCCAATGCACTCG---ACA---------AGTACA 
---GCCATGACAGCAGCTAGT------ACACCACCAGAGGGACGGATGCTCATTCAGGAC 
ATCCCTTCCATCCCCAGCAGAGGGCACTTGGAGAGCACATCTGAGTTGGTTGTGGACTCC 
GCCTACTACAGCAGTTTTTACCAGCCATCTCTGTATCCTTGTTATAACAAC--------- 
------CTGTACAACTACTCCCAGTACCAGATGGCAGTGGCCAGTGAGCCTTCCTCCAGT 
---GAGACAGGGGGCACAATTGTAGGGTCGGCCATGAAGAACAGCCTTCGAAGTCTCCCA 
GCAACATACATGCCGAGCCAGTCAGGAAAACAGTGGCAGGTGAAGGGCATGGAGAGACAC 
---------CAC------ACCGTCAGCTCCCAGTACCGCATGTGTTCCTACTACCCACCT 
GCTTCCTACCTGGGACAGGGGGTTGGCGCTCCCATGTGCCTCCCCCAAATCCTGACCTCT 
GAGGACATCCCCTCCTCCTCAGAGTCAAAAGCCAGA 
>Pseudopodoces_humilis 
TGCCAGTGCAACAAGTGCAGCTTGATCGCCGAGCGGCAGCGCGTCATGGCAGCGCAGGTT 
---GCACTAAGAAGACAGCAAGCTCAGGAAGAGGAACTGGGAATCAGCCACCCTGTGCCC 
CTGCCCAGTGTCCCTGAGACGTTTGTTAAGAAG------AACAGTGGTGGCAGCTCTTGC 
CTCTCGCTG---GAA---AGCAGCAGCCCAATGCACTCG---ACA---------AGTACA 
---GCCATGACAGCAGCTAGT------ACACCACCGGAGGGACGGATGCTCGTTCAGGAC 
ATCCCTTCCATCCCCAGCAGAGGGCACTTGGAGAGCACATCTGAGCTGGTTGTGGACTCC 
GCCTACTACAGCAGTTTTTACCAACCGTCCCTGTATCCTTGTTATAACAAC--------- 
------CTGTACAATTACTCCCAATACCAGATGGCAGTGGCCAGTGAGCCTTCCTCAAGT 
---GAGACGGGGGGTACAATTGTAGGGTCGGCCATGAAGAACAGCCTTCGAAGTCTCCCA 
GCAACATACATGCCGAGCCAGTCAGGAAAACAGTGGCAGGTGAAAGGCATGGAGAGACAC 
---------CAT------GCCGTCAGCTCCCAGTACCGCATGTGCTCCTACTACCCACCT 
GCCTCCTACTTGGGACAGGGGGTTGGTGCTCCCATGTGCCTACCCCAAATCCTGACCTCT 
GAGGACATCCCCTCCTCCTCGGAGTCAAAAGCAAGA 
>Falco_peregrinus 
---------------------------------------------------------GTT 
---GCACTGAGAAGGCAGCAAGCTCAGGAAGAGGAACTGGGAATCAGCTGCCCGCGGCCC 
CTGCCCAGTGTCCCTGAGGTGTTCGTTAAGAAG------AACAGCGGTGGCAGCTCTTGT 
CCCCTGTTG---GAAGGCAGCAGCAGCCCTCTGCATTCG---ACG---------AGTACA 
---GCCACGACAGCAACCAGC------ACACCATCAGAGGGACGGATGGTCATTCAGGAC 
ATCCCTTCCATCCCCAGCAGAGGGCACTTGGAGAGCACATCTGATTTGGTTGTGGAGTCC 
CCCTACTACAGCGGTTTTTACCAGCCGTCCCTGTATCCTTACTATAACAAC--------- 
------CTGTACAACTACTCCCAGTACCAAATGGCAGTGGCCGGTGAGCCTTCCTCAAGT 
---GAGGCGGAGGGTATGATTCTAGGTCCGGCCATGAAAAACAGCCTTCGAAGCCTCCCA 
GCAGCATACATGCCAAGCCAGTCAGGAAAACAGTGGCAGGTAAAAGGCATGGAGAACCAC 
---------CAA------GCCATCAGCTCCCAGTATCGCATGTGCTCCTACTACCCACCT 
GCTTCCTACCTGGGACAGGGGGTTGGCACTCCCACATGCGTTACCCAAATCCTGACTTCT 
GAGGATGTCCCCTCCTACTTGGATTCAAAAGTGAGA 
>Alligator_mississippiensis 
------------------AGCCTGATCGCTGAGAGGCAGCGGGTGATGGCAGCCCAGGTG 



---GCTTTAAGGAGGCAGCAGGCTCAAGAAGAGGAACTAGGGATCAGCCACCCAATCCCT 
CTGCCCAGTGCCACAGAGCTCTTTGTTAAGAAG---GAAAACAGTGGTGGAAGCTCCTGT 
TTGCTGTTG---GAA---AGCAGCAGCCCAACTCACTCA---ACA---------AGCACG 
---GTGACTACAGTGTCCACC------TCACCATCAGAGGGACGGATGCTTATTCAGGAT 
GTTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACATCTGACTTGGTC--------- 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Gavialis_gangeticus 
---------------------------------------------------------GTG 
---GCTCTAAGGAGGCAACAGGCTCAAGAAGAGGAACTAGGGATCAGCCACCCAATCCCT 
CTGCCCAGTGCCACTGAGCTCTTTGTTAAGAAG---GAAAACAGTGGTGGAAGCTCCTGT 
TTGCTGTTG---GAA---AGCAGCAGCCCAACTCACTCA---ACA---------AGCACA 
---GTGACTACAGTGTCCACC------TCGCCATCA------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------------------------------ 
------------------------------------ 
>Alligator_sinensis 
TGCCAGTGCAAAAAGTGCAGCCTGATCGCTGAGAGGCAGCGGGTGATGGCAGCCCAGGTG 
---GCTTTAAGGAGGCAGCAGGCTCAAGAAGAGGAACTAGGGATCAGCCACCCAATCCCT 
CTGCCCAGTGCCACAGAGCTCTTTGTTAAGAAG---GAAAACAGTGGTGGAAGCTCCTGT 
TTGCTGTTG---GAA---AGCAGCAGCCCAACTCACTCA---ACA---------AGCACA 
---GTGACTACAGTGTCCACC------TCACCATCAGAGGGACGGATGCTTATTCAGGAC 
GTTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACGTCTGACTTGGTCGTGGACTCC 
ACCTACTACAGCAGTTTCTATCAGCCATCCCTGTATCCTTACTACAACAAC--------- 
------CTGTACAACTACTCCCAATACCAGATGGCTGTGGCCAGTGAATCTTCCTCAAGT 
---GAGATGGGGGGTTCATTAGTAGGCTCACCTGTGAAAAACAGCCTACGAAGCCTACCC 
GCCACATATATGTCAAGCCAGTCAGGAAACCAGTGGCAGGTAAAGAGCTCCGAGAACCGC 
---------CAT------GCCATGGGCTCTCAGTACAGGATGCACTCTTACTACCCACCT 
GCTCCATACCTGGGCCAGAGTGTTGGAACCCCTGCATGTGTTCCGCAGATCTTCACTTTT 
GAGGACAGCCCTTCATACTCCGAATCAAAAGCCAGA 
>Crocodylus_palustris 
TGCCAGTGCAAAAAGTGCAGCCTGATCGCCGAGAGGCAGCGGGTGATGGCAGCCCAGGTG 
---GCTTTAAGGAGGCAGCAGGCTCAAGAAGAGGAACTAGGGATCAGCCACCCAGTCCCT 
CTGCCCAGTGCCACTGAGCTCCTTGTTAAGAAG---GAAAACAGTGGTGGAAGCTCCTGT 
TTGCTGTTG---GAA---AGCAGCAGCCCAACTCACTCA---ACA---------AGCACA 
---GTGACTACAGTGTCCACC------TCGCCATCAGAGGGACGGATGCTTATTCAGGAC 
ATTCCTTCCATCACCAGCAGAGGGCATCTGGAGAGCACGTCTGACTTGGTCGTGGACTCC 
ACCTACTACAGCAGTTTCTATCAGCCATCCCTGTATCCTTACTACAACAAC--------- 
------CTGTACAACTACTCCCAATACCAGATGGCTGTGGCCAGTGAATCTTCCTCAAGT 
---GAGATGGGGGGTTCATTAGTAGGCTCACCTGTGAAAAATAGCCTTCGAAGCCTACCC 
GCCACGTATATGTCAAGCCAGTCAGGAAACCAGTGGCAGGTAAAGAGCTCCGAGAACCGT 
---------CAT------GCCATGGGCTCTCAGTACAGGATGCACTCTTACTACCCACCT 
GCTCCCTACCTGGGCCAGAGTGTTGGAACTCCTGCATGTGTTCCTCAGATCTTCACTTTT 
GAGGACAGTCCTTCATACTCCGAATCAAAAGCCAGT 


