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Table S4 KASP™ marker assays designed to detect six DNA polymorphisms within the HvCslF6 gene of barley 

Marker Polymorphisma Region Primers Primer sequences 

wri51 558 (SNP4) Intron 1 wri51_F1 GAAGGTGACCAAGTTCATGCTGGTCGGTGTTAATCAGAGTAATTATTG 

   wri51_F2 GAAGGTCGGAGTCAACGGATTAGGTCGGTGTTAATCAGAGTAATTATTA 

   wri51_R GTGCACCTGTCTCGGATTACTCAAA 

 

wri52 1137-1150 (indel2) Intron 1 wri52_F1 GAAGGTGACCAAGTTCATGCTAAAAGAGAAAAATATTATCATGTCATGTCATGA 

wri52_F2 GAAGGTCGGAGTCAACGGATTAGAGAAAAATATTATCATGTCATGTCATGC 

wri52_R ATTCGAGCGGTGGCAACACTTCTTT 

 

wri53 1398 (SNP12) Intron 1 wri53_F1 GAAGGTGACCAAGTTCATGCTTCTACCGCTAATCATTACTACTTTC 

   wri53_F2 GAAGGTCGGAGTCAACGGATTCCTTCTACCGCTAATCATTACTACTTTT 

   wri53_R GTGTACTCTCTGTATCTAAATAATTATAAT 

 

wri54 1656 (SNP14) Intron 1 wri54_F1 GAAGGTGACCAAGTTCATGCTGCCAAGTGTGCCAGCC 

   wri54-F2 GAAGGTCGGAGTCAACGGATTTGCTGCCAAGTGTGCCAGCT 

   wri54_R CAAGGAGAGAGCTGGCAAGTCAAT 

 

wri55 3262 (SNP 21) Intron 2 wri55_F1 GAAGGTGACCAAGTTCATGCTGAGTAGGAGTAATGCAGATTTACTATTG 

   wri55_F2 GAAGGTCGGAGTCAACGGATTGGAGTAGGAGTAATGCAGATTTACTATTA 

   wri55_F3 CAAGGTTCTGTAATTGTGCTTCCTTCTTT 

 

wri56 4064 (SNP23)b Exon 3 wri56_F1 GAAGGTGACCAAGTTCATGCTCCCTCAGCCGCCGCGGT 

wri56_F2 GAAGGTCGGAGTCAACGGATTCCTCAGCCGCCGCGGC 

wri56_R CGTCGCACCCGTCGCCCTA 
a Nucleotide position and SNP or indel designation from Taketa et al. (2011)  
b This SNP causes an alanine-threonine substitution at position 590 of the translated protein 
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