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R
e
a
d
s

Cmpk1 (NM_025647) X = 4.5; Truncation = Y
+ H

− H

CGUUGUAUGCU | CACCUCAUGAA

R
e
a
d
s

Tmem66 (NM_026432) X = 3.5; Truncation = Y
+ H

− H

CCUUUUAUGGU | AGCGCCAUGGC

R
e
a
d
s

Ppib (NM_011149) X = 3.4; Truncation = Y
+ H

− H

CGGUGGAUGCU | CGCAAUAUGAA

R
e
a

d
s

Nrd1 (NM_146150) X = 2.4; Truncation = N
+ H

− H

UGGUGAAUGCU | CUGACCAUGCC

R
e
a
d
s

Spast (NM_001162870) X = 2; Truncation = Y
+ H

− H

CUGUGAAUGAG | GCCCUCAUGGC

R
e
a
d
s

Zfp945 (NM_001110254) X = 1.7; Truncation = Y
+ H

− H

CCCUGGAUGGU | AGAAGAAUGAC

R
e
a
d
s

Tle4 (NM_011600) X = 1.7; Truncation = Y
+ H

− H

GCGUGGAUGAU | AGCAAGAUGUA

R
e
a
d
s

Zfp369 (NM_178364) X = 1.7; Truncation = Y
+ H

− H

ACUUCUAUGGA | GACAGUAUGGC

R
e
a
d
s

2310003F16Rik (NM_026318) X = 1.6; Truncation = Y
+ H

− H

CAGCCUAUGCG | AUCGAAAUGGC

R
e
a
d
s

Klf6 (NM_011803) X = 1.4; Truncation = Y
+ H

− H

GUUUGCAUGAA | CCCGACAUGGA

R
e
a
d
s

Gm10094 (NM_001142441) X = 1.3; Truncation = Y
+ H

− H

UAGCUCAUGCU | AGGAAGAUGGC

R
e
a
d
s

Sap18 (NM_009119) X = 1.3; Truncation = Y
+ H

− H

UAGCUCAUGCU | AGGAAGAUGGC

R
e
a
d
s

Aasdhppt (NM_026276) X = 1.2; Truncation = Y
+ H

− H

GGUCGUAUGGU | CCAUCCAUGGA

R
e
a

d
s

Klf5 (NM_009769) X = 1.1; Truncation = Y
+ H

− H

CCGUCCAUGCC | CUGACCAUGAG
R

e
a
d
s

Acyp2 (NM_029344) X = 0.98; Truncation = Y
+ H

− H

CAGCUAAUGCU | GCCGCCAUGAC

R
e
a
d
s

Npepps (NM_008942) X = 0.97; Truncation = Y
+ H

− H

CGGUGAAUGUG | GCCGCGAUGCC

R
e
a
d
s

Ppme1 (NM_028292) X = 0.91; Truncation = N
+ H

− H

CCUUUGAUGUC | AAAAGCAUGCA

R
e
a
d
s

Dmrt1 (NM_015826) X = 0.85; Truncation = Y
+ H

− H

AGCUCCAUGCC | GGGGCGAUGGC

R
e
a
d
s

Thg1l (NM_001080969) X = 0.8; Truncation = Y
+ H

− H

UGGCGAAUGUG | GUGGCCAUGGC

R
e
a
d
s

Vcl (NM_009502) X = 0.79; Truncation = N
+ H

− H

GCCGCGAUGCC | GUGAUUAUGCA
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R
e
a
d
s

Polr2k (NM_001039368) X = 0.79; Truncation = N
+ H

− H

CGGCUGAUGAU | CUAACAAUGGA

R
e
a
d
s

Lig1 (NM_001083188) X = 0.77; Truncation = N
+ H

− H

CAACUGAUGAG | GCCAACAUGCA

R
e
a
d
s

Nrf1 (NM_001164229) X = 0.76; Truncation = N
+ H

− H

AUCUUCAUGGA | GAACACAUGGC

R
e
a

d
s

Nif3l1 (NM_022988) X = 0.73; Truncation = N
+ H

− H

UUCCGUAUGCU | UCCUUCAUGGA

R
e
a
d
s

Drap1 (NM_024176) X = 0.71; Truncation = Y
+ H

− H

CCCGAGAUGCC | AAGAUCAUGCA

R
e
a
d
s

Exosc6 (NM_028274) X = 0.7; Truncation = N
+ H

− H

GCCGCCAUGCC | GUGGAGAUGUA

R
e
a
d
s

Cdc37l1 (NM_025950) X = 0.67; Truncation = N
+ H

− H

UGGGACAUGGA | GCCCAGAUGUA

R
e
a
d
s

Ccnd1 (NM_007631) X = 0.66; Truncation = N
+ H

− H

CGCGCCAUGGA | CGAGCCAUGCU

R
e
a
d
s

Idh1 (NM_001111320) X = 0.65; Truncation = N
+ H

− H

GUAAAAAUGUC | GUGGAGAUGCA

R
e
a
d
s

Polr2e (NM_025554) X = 0.64; Truncation = N
+ H

− H

GACAGCAUGGA | ACGAUCAUGCA

R
e
a
d
s

Mrps6 (NM_080456) X = 0.63; Truncation = N
+ H

− H

UGGGCGAUGCC | AAAGCCAUGCG

R
e
a
d
s

Slc35f2 (NM_028060) X = 0.63; Truncation = N
+ H

− H

GACCCCAUGGA | GGCCAGAUGCU

R
e
a
d
s

Insig1 (NM_153526) X = 0.62; Truncation = Y
+ H

− H

ACGCCGAUGCC | CGAGGCAUGAU

R
e
a

d
s

Slc1a4 (NM_018861) X = 0.61; Truncation = N
+ H

− H

AACGACAUGGA | ACGGCGAUGGG
R

e
a
d
s

Fam32a (NM_026455) X = 0.61; Truncation = Y
+ H

− H

AGCGCUAUGGA | GCCAAGAUGCU

R
e
a
d
s

Tpm1 (NM_001164248) X = 0.61; Truncation = Y
+ H

− H

GCCACCAUGGA | AAGAAGAUGCA

R
e
a
d
s

Rexo2 (NM_024233) X = 0.6; Truncation = Y
+ H

− H

CGGGUGAUGCU | GCAGCCAUGGC

R
e
a
d
s

Epha2 (NM_010139) X = 0.59; Truncation = N
+ H

− H

UGCGGCAUGGA | GCAGCAAUGAA

R
e
a
d
s

Ywhaq (NM_011739) X = 0.59; Truncation = N
+ H

− H

CUCGCCAUGGA | GACGACAUGGC

R
e
a
d
s

Ncl (NM_010880) X = 0.59; Truncation = N
+ H

− H

GCCACCAUGGU | AAGAAAAUGGC
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R
e
a
d
s

Ddx56 (NM_026538) X = 0.58; Truncation = N
+ H

− H

CACGCCAUGGA | GAACACAUGGG

R
e
a
d
s

Cab39 (NM_133781) X = 0.58; Truncation = N
+ H

− H

GCCGUCAUGCC | GAGAGCAUGGC

R
e
a
d
s

Smarca4 (NM_001174078) X = 0.58; Truncation = N
+ H

− H

GUAAAGAUGUC | GGUGCAAUGCU

R
e
a

d
s

Aldh9a1 (NM_019993) X = 0.58; Truncation = Y
+ H

− H

UAGCAGAUGAU | GCCGCCAUGAG

R
e
a
d
s

Ints1 (NM_026748) X = 0.58; Truncation = Y
+ H

− H

GGAUGAAUGAC | GGGAGGAUGAA

R
e
a
d
s

Anln (NM_028390) X = 0.57; Truncation = N
+ H

− H

GGGGCGAUGGA | AGAAAAAUGGC

R
e
a
d
s

Ddx50 (NM_053183) X = 0.56; Truncation = Y
+ H

− H

CCAGUAAUGCC | GACAUAAUGGA

R
e
a
d
s

Rtcd1 (NM_025517) X = 0.56; Truncation = N
+ H

− H

CCCGCCAUGGA | GGGAUCAUGGA

R
e
a
d
s

Timm10 (NM_013899) X = 0.56; Truncation = Y
+ H

− H

GUUGACAUGGA | GUGGAGAUGAU

R
e
a
d
s

Rmnd5b (NM_025346) X = 0.56; Truncation = N
+ H

− H

GCCGCCAUGGA | CUUGUGAUGUC

R
e
a
d
s

Mycn (NM_008709) X = 0.55; Truncation = Y
+ H

− H

GAACCCAUGCC | UCCACCAUGCC

R
e
a
d
s

Rbck1 (NM_001083921) X = 0.55; Truncation = N
+ H

− H

GGCCAGAUGGA | GAGGAGAUGGC

R
e
a
d
s

Ddx6 (NM_001110826) X = 0.55; Truncation = N
+ H

− H

CAAAGCAUGAG | GUUAUCAUGGG

R
e
a

d
s

Fbxl20 (NM_028149) X = 0.55; Truncation = N
+ H

− H

GGCCCCAUGAG | UUUGAGAUGUU
R

e
a
d
s

Chmp4b (NM_029362) X = 0.54; Truncation = N
+ H

− H

GCAACCAUGUC | GAGGAGAUGUU

R
e
a
d
s

Rrp36 (NM_144857) X = 0.54; Truncation = N
+ H

− H

CGUGCUAUGGA | UCUGACAUGUC

R
e
a
d
s

Emc8 (NM_010926) X = 0.54; Truncation = N
+ H

− H

GUCGCGAUGCC | UGCAAGAUGGU

R
e
a
d
s

Mtmr2 (NM_023858) X = 0.54; Truncation = Y
+ H

− H

CGCGCCAUGGA | GCAGAAAUGGA

R
e
a
d
s

Txndc5 (NM_145367) X = 0.53; Truncation = N
+ H

− H

GCCACGAUGCC | GCCGACAUGUU

R
e
a
d
s

Noc4l (NM_153570) X = 0.53; Truncation = N
+ H

− H

GGCGGCAUGGA | ACACUCAUGAA
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R
e
a
d
s

Ldlrap1 (NM_145554) X = 0.52; Truncation = N
+ H

− H

CGGGCCAUGGA | GAGGGCAUGGU

R
e
a
d
s

Psmg3 (NM_025604) X = 0.52; Truncation = Y
+ H

− H

GGGACCAUGGA | GGGAAGAUGGG

R
e
a
d
s

Rbp1 (NM_011254) X = 0.51; Truncation = Y
+ H

− H

CCAAAAAUGCC | UGGAAGAUGCU

R
e
a

d
s

Fbxw11 (NM_134015) X = 0.51; Truncation = N
+ H

− H

GCCGCCAUGGA | GAGCUCAUGUG

R
e
a
d
s

Atg12 (NM_026217) X = 0.51; Truncation = N
+ H

− H

GCAAAGAUGUC | CCUAUAAUGAA

R
e
a
d
s

Zfp281 (NM_001160251) X = 0.5; Truncation = Y
+ H

− H

CGGGGUAUGAA | GCAGAGAUGGA

R
e
a
d
s

Hdgfrp2 (NM_008233) X = 0.5; Truncation = Y
+ H

− H

GACAGCAUGCC | GCCAAGAUGAA

R
e
a
d
s

Pcgf6 (NM_027654) X = 0.5; Truncation = N
+ H

− H

CCCGCCAUGGA | UCAGCCAUGCC

R
e
a
d
s

Gars (NM_180678) X = 0.5; Truncation = Y
+ H

− H

GUGCUCAUGCC | AGCAGCAUGGA

R
e
a
d
s

Eif2b2 (NM_145445) X = 0.5; Truncation = N
+ H

− H

UUGGAAAUGCC | GAGGACAUGGC

R
e
a
d
s

Lamb1 (NM_008482) X = 0.5; Truncation = Y
+ H

− H

CAGGAAAUGGA | CUGGACAUGGG

R
e
a
d
s

ORF61 (NM_001003949) X = 0.5; Truncation = N
+ H

− H

GCGGUGAUGUC | UUCAAGAUGGC

R
e
a
d
s

Hdgf (NM_008231) X = 0.49; Truncation = Y
+ H

− H

CCCGCCAUGUC | GCGAAGAUGAA

R
e
a

d
s

Pja1 (NM_001083110) X = 0.49; Truncation = N
+ H

− H

CCAUCCAUGAG | GUCCCAAUGCA
R

e
a
d
s

Srebf1 (NM_011480) X = 0.49; Truncation = N
+ H

− H

GGCGCCAUGGA | GCCGAGAUGUG

R
e
a
d
s

Ell3 (NM_145973) X = 0.49; Truncation = Y
+ H

− H

GGCACCAUGGA | GGGAAAAUGCG

R
e
a
d
s

Fbxo5 (NM_025995) X = 0.49; Truncation = N
+ H

− H

UGCGGCAUGAG | GUUACAAUGAA

R
e
a
d
s

Yrdc (NM_153566) X = 0.48; Truncation = Y
+ H

− H

GCACGGAUGUC | GCCGGCAUGGG

R
e
a
d
s

Ap2a2 (NM_007459) X = 0.48; Truncation = N
+ H

− H

GCAAAGAUGCC | GACGGGAUGCG

R
e
a
d
s

Tpm2 (NM_009416) X = 0.48; Truncation = Y
+ H

− H

GCAGCCAUGGA | AAGAAGAUGCA



0

50

100

60 80 100 120 140 160 180 200 220
0

50

100

0

50

100

200 250 300 350 400
0

50

100

0

500

0 20 40 60 80 100 120
0

500

0

50

100

120 140 160 180 200 220 240 260 280 300 320
0

50

100

0

100

200

50 100 150 200 250 300
0

100

200

0

200

400

0 20 40 60 80 100 120 140 160
0

200

400

0

200

400

0 20 40 60 80 100 120 140 160 180
0

200

400

0

500

1000

60 80 100 120 140 160 180 200 220
0

500

1000

0

200

400

0 50 100 150 200 250 300
0

200

400

0

200

400

150 200 250 300
0

200

400

0

2000

4000

120 140 160 180 200 220 240 260 280 300 320
0

2000

4000

0

200

400

120 140 160 180 200 220 240 260 280 300 320
0

200

400

0

500

40 60 80 100 120 140 160 180 200
0

500

0

50

100

40 60 80 100 120 140 160 180 200 220
0

50

100

0

50

100

150 200 250 300 350 400 450 500
0

50

100

0

100

200

100 120 140 160 180 200 220 240 260 280
0

100

200

0

100

200

50 100 150 200 250 300
0

100

200

0

1000

2000

0 20 40 60 80 100 120 140 160
0

1000

2000

0

100

200

0 50 100 150 200 250
0

100

200

0

50

100

0 20 40 60 80 100 120
0

50

100

R
e
a
d
s

Inadl (NM_001005784) X = 0.48; Truncation = N
+ H

− H

CCCAAAAUGCC | GAGAAGAUGCA

R
e
a
d
s

Zfp36l2 (NM_001001806) X = 0.48; Truncation = N
+ H

− H

AGAAAAAUGUC | AACAACAUGCU

R
e
a
d
s

Kif22 (NM_145588) X = 0.48; Truncation = Y
+ H

− H

AAGGCUAUGAG | CGGGAGAUGGC

R
e
a

d
s

Desi1 (NM_134095) X = 0.48; Truncation = N
+ H

− H

GUCCUGAUGGA | CCCAUCAUGCU

R
e
a
d
s

Gns (NM_029364) X = 0.48; Truncation = N
+ H

− H

GCCGCCAUGCG | GGCGGCAUGAC

R
e
a
d
s

Cand2 (NM_025958) X = 0.48; Truncation = N
+ H

− H

GCCAGCAUGAG | GAGAAGAUGAC

R
e
a
d
s

Cenpp (NM_025495) X = 0.47; Truncation = Y
+ H

− H

GUAGCCAUGGA | UGCAGAAUGCU

R
e
a
d
s

Tars (NM_033074) X = 0.47; Truncation = Y
+ H

− H

CCUUCCAUGUC | GGGAAGAUGGA

R
e
a
d
s

Med19 (NM_025885) X = 0.47; Truncation = N
+ H

− H

AGUGCUAUGGA | UACCUGAUGCG

R
e
a
d
s

Chmp2a (NM_026885) X = 0.47; Truncation = N
+ H

− H

ACCACCAUGGA | CGAGCCAUGAG

R
e
a
d
s

Ifitm1 (NM_001112715) X = 0.47; Truncation = N
+ H

− H

CGAGAGAUGCC | AUCAACAUGCC

R
e
a
d
s

Ss18 (NM_001161369) X = 0.47; Truncation = N
+ H

− H

GGCAACAUGUC | CAGAAGAUGCU

R
e
a
d
s

Ier2 (NM_010499) X = 0.47; Truncation = N
+ H

− H

ACAAGCAUGGA | CGCAUCAUGAC

R
e
a

d
s

Klf16 (NM_078477) X = 0.47; Truncation = N
+ H

− H

CCCGGCAUGUC | GUGCUCAUGGC
R

e
a
d
s

Tax1bp3 (NM_029564) X = 0.47; Truncation = N
+ H

− H

GUCGAAAUGUC | AAGAUCAUGCA

R
e
a
d
s

Eya3 (NM_210071) X = 0.47; Truncation = N
+ H

− H

GUCCUCAUGGA | GCCAAGAUGCA

R
e
a
d
s

Apitd1 (NM_027263) X = 0.47; Truncation = N
+ H

− H

GCAGUGAUGGA | CUUGAAAUGUU

R
e
a
d
s

Atp5k (NM_007507) X = 0.46; Truncation = N
+ H

− H

GACAAAAUGGU | AUCGGCAUGGC

R
e
a
d
s

Tmed2 (NM_019770) X = 0.46; Truncation = N
+ H

− H

CGCACCAUGGU | ACCAAGAUGGG

R
e
a
d
s

Trappc6a (NM_025960) X = 0.46; Truncation = Y
+ H

− H

CGGCGUAUGGC | ACCGAGAUGGU
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R
e
a
d
s

Isyna1 (NM_023627) X = 0.46; Truncation = N
+ H

− H

GCCACGAUGGA | GGGGUCAUGUU

R
e
a
d
s

Thyn1 (NM_144543) X = 0.46; Truncation = N
+ H

− H

GAGGCCAUGCC | CUUGAGAUGAC

R
e
a
d
s

Nars (NM_001142950) X = 0.46; Truncation = N
+ H

− H

GUGUCUAUGUC | GCAGAGAUGGU

R
e
a

d
s

Dusp6 (NM_026268) X = 0.46; Truncation = Y
+ H

− H

ACCCCCAUGAU | UCGGAAAUGGC

R
e
a
d
s

Hmox1 (NM_010442) X = 0.46; Truncation = N
+ H

− H

CCGGUGAUGGA | GACAGCAUGCC

R
e
a
d
s

Cc2d1b (NM_177045) X = 0.46; Truncation = N
+ H

− H

GCCAAGAUGCC | GAGGACAUGCU

R
e
a
d
s

Nes (NM_016701) X = 0.45; Truncation = Y
+ H

− H

AGCGACAUGGA | UUUCAGAUGUG

R
e
a
d
s

Ddt (NM_010027) X = 0.45; Truncation = N
+ H

− H

GCUAACAUGCC | CCUGGCAUGAC

R
e
a
d
s

Mfap1b (NM_001081975) X = 0.45; Truncation = N
+ H

− H

GUCACCAUGUC | GCACUCAUGAA

R
e
a
d
s

Trip12 (NM_133975) X = 0.45; Truncation = N
+ H

− H

GUGCCAAUGUC | GAGAAAAUGGC

R
e
a
d
s

Dppa3 (NM_139218) X = 0.45; Truncation = Y
+ H

− H

AUCGCCAUGGA | GACCCAAUGAA

R
e
a
d
s

Rae1 (NM_175112) X = 0.45; Truncation = N
+ H

− H

GCCAACAUGAG | ACCAGCAUGUU

R
e
a
d
s

Eef2 (NM_007907) X = 0.45; Truncation = N
+ H

− H

GCCACCAUGGU | GCCAUCAUGGA

R
e
a

d
s

Psmd10 (NM_001164177) X = 0.45; Truncation = N
+ H

− H

GGCGAAAUGGA | AACAUAAUGAU
R

e
a
d
s

Plekhj1 (NM_023900) X = 0.44; Truncation = Y
+ H

− H

GGCGGGAUGCG | GCAGAGAUGGC

R
e
a
d
s

Cmtm6 (NM_026036) X = 0.44; Truncation = N
+ H

− H

CGGGCGAUGGA | AGCUCCAUGUU

R
e
a
d
s

Hnrnpl (NM_177301) X = 0.44; Truncation = Y
+ H

− H

GCCGCCAUGUC | GGAGCGAUGGU

R
e
a
d
s

Myadm (NM_001093764) X = 0.44; Truncation = N
+ H

− H

GCAGCCAUGCC | GGGCCCAUGGG

R
e
a
d
s

Psat1 (NM_177420) X = 0.44; Truncation = N
+ H

− H

AGCACCAUGGA | CUCGAAAUGAG

R
e
a
d
s

2810021B07Rik (NM_025479) X = 0.44; Truncation = N
+ H

− H

CCUGAUAUGCA | AAAAGAAUGUC
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R
e
a
d
s

Klhl13 (NM_026167) X = 0.44; Truncation = N
+ H

− H

GAAGUGAUGGA | AGUGAAAUGGG

R
e
a
d
s

Ssu72 (NM_026899) X = 0.44; Truncation = N
+ H

− H

GGUGCCAUGCC | CGGAGCAUGGA

R
e
a
d
s

Eif4g1 (NM_001005331) X = 0.44; Truncation = Y
+ H

− H

AAUGAAAUGAA | ACACAAAUGAA

R
e
a

d
s

Gm20604 (NM_001142939) X = 0.43; Truncation = Y
+ H

− H

GUCGCCAUGGA | GUCCGGAUGAA

R
e
a
d
s

Psmd6 (NM_025550) X = 0.43; Truncation = N
+ H

− H

GUAGCCAUGCC | GAGUUGAUGGC

R
e
a
d
s

Pck2 (NM_028994) X = 0.43; Truncation = Y
+ H

− H

UUUGCUAUGCU | GGUGCCAUGGC

R
e
a
d
s

Dpy19l1 (NM_172920) X = 0.43; Truncation = Y
+ H

− H

GCCAAGAUGGU | AGGGAGAUGGC

R
e
a
d
s

AK010878 (NM_001142938) X = 0.43; Truncation = Y
+ H

− H

GUCGCCAUGGA | GUCCGGAUGAA

R
e
a
d
s

Stx5a (NM_001167799) X = 0.43; Truncation = N
+ H

− H

GACUCGAUGAU | GACACCAUGUC

R
e
a
d
s

Cdc42se2 (NM_178626) X = 0.43; Truncation = N
+ H

− H

GAGAGCAUGAG | CGAAGUAUGAU

R
e
a
d
s

Osgep (NM_133676) X = 0.43; Truncation = N
+ H

− H

GGCACCAUGCC | CCUGGCAUGGG

R
e
a
d
s

Tnks1bp1 (NM_001081260) X = 0.42; Truncation = N
+ H

− H

UAUGUGAUGAA | ACAGCCAUGGC

R
e
a
d
s

Traf4 (NM_009423) X = 0.42; Truncation = Y
+ H

− H

CCCGCCAUGCC | AAGCCCAUGCG

R
e
a

d
s

Cdc42ep4 (NM_001163346) X = 0.42; Truncation = N
+ H

− H

AGCACGAUGCC | GCCGAGAUGAU
R

e
a
d
s

Rps6ka1 (NM_009097) X = 0.42; Truncation = Y
+ H

− H

GGCGCGAUGCC | CCGCUCAUGGA

R
e
a
d
s

Eid2 (NM_198425) X = 0.42; Truncation = N
+ H

− H

UCCGACAUGUC | CGCCCAAUGGC

R
e
a
d
s

Eif5 (NM_178041) X = 0.42; Truncation = Y
+ H

− H

GCCAAAAUGUC | UACAAGAUGCC

R
e
a
d
s

Zfp26 (NM_011753) X = 0.42; Truncation = N
+ H

− H

AAAGAGAUGGA | GAAAGCAUGCU

R
e
a
d
s

Srp9 (NM_012058) X = 0.42; Truncation = N
+ H

− H

GCCACGAUGCC | GACCCCAUGAA

R
e
a
d
s

Gnai3 (NM_010306) X = 0.41; Truncation = N
+ H

− H

GCCGCCAUGGG | AGCAAGAUGAU
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R
e
a
d
s

Ndn (NM_010882) X = 0.41; Truncation = N
+ H

− H

GCAGACAUGUC | UGUGAGAUGCA

R
e
a
d
s

Sox11 (NM_009234) X = 0.41; Truncation = Y
+ H

− H

CGGACCAUGGU | GAGUUCAUGGC

R
e
a
d
s

Plk2 (NM_152804) X = 0.41; Truncation = N
+ H

− H

GCAACGAUGGA | ACCAAGAUGUG

R
e
a

d
s

Stub1 (NM_019719) X = 0.41; Truncation = N
+ H

− H

GGCGCCAUGAA | CUGAAGAUGCA

R
e
a
d
s

Zdhhc18 (NM_001017968) X = 0.41; Truncation = N
+ H

− H

GGCCGCAUGAA | CGGCUCAUGCU

R
e
a
d
s

Ndufa1 (NM_019443) X = 0.41; Truncation = N
+ H

− H

GCGGAGAUGUG | GCCAUUAUGGG

R
e
a
d
s

Sdad1 (NM_172713) X = 0.41; Truncation = N
+ H

− H

GCCACCAUGUC | UCCAAUAUGGA

R
e
a
d
s

Nup85 (NM_001002929) X = 0.41; Truncation = N
+ H

− H

GGCGCUAUGGA | AAGCAAAUGUG

R
e
a
d
s

Pmaip1 (NM_021451) X = 0.41; Truncation = N
+ H

− H

UCUGAGAUGCC | GCGCAGAUGCC

R
e
a
d
s

Mrfap1 (NM_026242) X = 0.41; Truncation = N
+ H

− H

GCGGCGAUGCG | CACGAGAUGCG

R
e
a
d
s

Sestd1 (NM_175465) X = 0.4; Truncation = N
+ H

− H

CGUGAAAUGGA | ACAAGUAUGGA

R
e
a
d
s

Prpsap1 (NM_026364) X = 0.4; Truncation = Y
+ H

− H

CGGAGGAUGCC | CCGGCCAUGAA

R
e
a
d
s

Slc25a40 (NM_178766) X = 0.4; Truncation = N
+ H

− H

AAAAGUAUGGA | CAGCAAAUGAU

R
e
a

d
s

Gng5 (NM_010318) X = 0.4; Truncation = Y
+ H

− H

AGCGCCAUGUC | GCCGCCAUGAA
R

e
a
d
s

Snrpd3 (NM_026095) X = 0.4; Truncation = N
+ H

− H

GCCAAGAUGUC | GACAACAUGAA

R
e
a
d
s

Wdhd1 (NM_172598) X = 0.4; Truncation = N
+ H

− H

GGAAAGAUGCC | AAGCCCAUGAG

R
e
a
d
s

St13 (NM_133726) X = 0.4; Truncation = N
+ H

− H

CCCACCAUGGA | GUGAAGAUGUG

R
e
a
d
s

Amfr (NM_011787) X = 0.4; Truncation = N
+ H

− H

GCCGCCAUGCC | GUUUUGAUGUU

R
e
a
d
s

D19Wsu162e (NM_001177812) X = 0.4; Truncation = Y
+ H

− H

AGGGGGAUGGA | GGUGGCAUGGC

R
e
a
d
s

2810422J05Rik (NM_029366) X = 0.4; Truncation = N
+ H

− H

AAAGAGAUGGA | CUCAGCAUGGU
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R
e
a
d
s

Spr (NM_011467) X = 0.4; Truncation = N
+ H

− H

CCAGGCAUGGA | UCCGUGAUGCU

R
e
a
d
s

Rab11fip1 (NM_001080813) X = 0.39; Truncation = N
+ H

− H

GCCACCAUGUC | GGGACCAUGUG

R
e
a
d
s

Snrpb2 (NM_021335) X = 0.39; Truncation = N
+ H

− H

CCAAACAUGGA | AACAACAUGAA

R
e
a

d
s

Fam100b (NM_176902) X = 0.39; Truncation = N
+ H

− H

AGCGCCAUGUC | CAGGUCAUGAU

R
e
a
d
s

Bax (NM_007527) X = 0.39; Truncation = N
+ H

− H

GCAGUGAUGGA | CAGAUCAUGAA

R
e
a
d
s

Nup155 (NM_133227) X = 0.39; Truncation = Y
+ H

− H

GCCGACAUGCC | GGCUCUAUGAU

R
e
a
d
s

Cdc42se1 (NM_001038708) X = 0.39; Truncation = N
+ H

− H

GGGAACAUGAG | CGCACUAUGAU

R
e
a
d
s

Drg1 (NM_007879) X = 0.39; Truncation = N
+ H

− H

GCCACCAUGAG | GCCGAGAUGGC

R
e
a
d
s

Stx12 (NM_133887) X = 0.39; Truncation = Y
+ H

− H

ACUGUCAUGUC | UUAGACAUGUA

R
e
a
d
s

Usp24 (NM_183225) X = 0.39; Truncation = N
+ H

− H

GGAGCCAUGGA | CAGCACAUGAC

R
e
a
d
s

Klhl9 (NM_172871) X = 0.39; Truncation = N
+ H

− H

UCUCCCAUGAA | GGCGACAUGGG

R
e
a
d
s

Kifc5b (NM_053173) X = 0.39; Truncation = Y
+ H

− H

ACCACCAUGGA | GACCAGAUGGA

R
e
a
d
s

Midn (NM_021565) X = 0.39; Truncation = Y
+ H

− H

CCGGGGAUGGA | GCACCCAUGAG

R
e
a

d
s

Hif1a (NM_010431) X = 0.39; Truncation = N
+ H

− H

UUCGCCAUGGA | AAAAAGAUGAG
R

e
a
d
s

Camkmt (NM_028576) X = 0.39; Truncation = N
+ H

− H

CUGGAGAUGGA | CCCGCGAUGGG

R
e
a
d
s

Gng12 (NM_001177556) X = 0.39; Truncation = N
+ H

− H

UCAAAGAUGUC | GACCUGAUGUC

R
e
a
d
s

Eftud1 (NM_001159672) X = 0.39; Truncation = N
+ H

− H

AUAACCAUGGU | GAUAAGAUGAU

R
e
a
d
s

Msn (NM_010833) X = 0.39; Truncation = N
+ H

− H

GCCACCAUGCC | ACCACCAUGGA

R
e
a
d
s

Txn1 (NM_011660) X = 0.39; Truncation = N
+ H

− H

GCCAAAAUGGU | UGCAAAAUGAU

R
e
a
d
s

Hist1h2bc (NM_023422) X = 0.39; Truncation = N
+ H

− H

CCGAAGAUGCC | AAGGCCAUGGG
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R
e
a
d
s

Taf10 (NM_020024) X = 0.38; Truncation = Y
+ H

− H

GGCCCCAUGAG | GGGGCAAUGUC

R
e
a
d
s

Timm13 (NM_013895) X = 0.38; Truncation = N
+ H

− H

GCAGCCAUGGA | GCCAUUAUGGA

R
e
a
d
s

Pgk1 (NM_008828) X = 0.38; Truncation = N
+ H

− H

GCCAAAAUGUC | GUCGUGAUGAG

R
e
a

d
s

Ift43 (NM_001199843) X = 0.38; Truncation = N
+ H

− H

GCGGCGAUGGA | GCCAAGAUGGG

R
e
a
d
s

Brd4 (NM_020508) X = 0.38; Truncation = Y
+ H

− H

ACUAGCAUGUC | CCAGUAAUGGG

R
e
a
d
s

Psmd14 (NM_021526) X = 0.38; Truncation = Y
+ H

− H

AGAAAUAUGGA | GGAGGUAUGCC

R
e
a
d
s

Nanog (NM_028016) X = 0.38; Truncation = N
+ H

− H

ACUGACAUGAG | UCAUCAAUGCC

R
e
a
d
s

Napa (NM_025898) X = 0.37; Truncation = Y
+ H

− H

GACGUCAUGGA | GAGGCUAUGGC

R
e
a
d
s

Ppm1g (NM_008014) X = 0.37; Truncation = N
+ H

− H

GCCGCCAUGGG | UCCGCCAUGCA

R
e
a
d
s

Zmat3 (NM_009517) X = 0.37; Truncation = N
+ H

− H

UGCCUGAUGAU | CCUCCUAUGUC

R
e
a
d
s

Slc2a1 (NM_011400) X = 0.37; Truncation = Y
+ H

− H

GCGGCCAUGGA | CGCCUCAUGUU

R
e
a
d
s

Klhl24 (NM_029436) X = 0.37; Truncation = N
+ H

− H

GUAACAAUGGU | UUUGAAAUGGA

R
e
a
d
s

Cd164 (NM_016898) X = 0.37; Truncation = N
+ H

− H

GACACAAUGUC | ACGCAAAUGCC

R
e
a

d
s

Ppil2 (NM_001252444) X = 0.37; Truncation = N
+ H

− H

GCCACCAUGGG | GACAAGAUGUA
R

e
a
d
s

Tbcc (NM_178385) X = 0.36; Truncation = N
+ H

− H

GUCAAGAUGGA | UGCUCCAUGGC

R
e
a
d
s

Tfpt (NM_023524) X = 0.36; Truncation = N
+ H

− H

AGAGAAAUGGA | GGGACCAUGGC

R
e
a
d
s

Abt1 (NM_013924) X = 0.36; Truncation = Y
+ H

− H

CUUGCCAUGGU | GCUGCGAUGGA

R
e
a
d
s

Pcbp1 (NM_011865) X = 0.36; Truncation = N
+ H

− H

CUCGCCAUGGA | CUGCUGAUGCA

R
e
a
d
s

Hsp90aa1 (NM_010480) X = 0.36; Truncation = Y
+ H

− H

GCCACGAUGCC | CAACCAAUGGA

R
e
a
d
s

Ddx21 (NM_019553) X = 0.36; Truncation = N
+ H

− H

UGAAUAAUGCC | GAGAGCAUGGA
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R
e
a
d
s

Tomm7 (NM_025394) X = 0.36; Truncation = N
+ H

− H

GUCGCCAUGGU | CCUGGAAUGCC

R
e
a
d
s

Hnrnpul2 (NM_001081196) X = 0.36; Truncation = N
+ H

− H

GCGGCGAUGGA | CUCAAAAUGGA

R
e
a
d
s

Vim (NM_011701) X = 0.36; Truncation = N
+ H

− H

GAAGCCAUGUC | CGCAGGAUGUU

R
e
a

d
s

Nucb1 (NM_001163662) X = 0.36; Truncation = N
+ H

− H

GCCACGAUGCC | CUACUGAUGCU

R
e
a
d
s

H2afy2 (NM_207000) X = 0.36; Truncation = N
+ H

− H

GGCAAGAUGUC | AAGAAAAUGUC

R
e
a
d
s

Dync1i2 (NM_001198872) X = 0.36; Truncation = N
+ H

− H

ACAACCAUGUC | CAAAGCAUGGG

R
e
a
d
s

Cul3 (NM_016716) X = 0.36; Truncation = N
+ H

− H

AGCACCAUGUC | ACCAAGAUGCG

R
e
a
d
s

Chchd10 (NM_175329) X = 0.36; Truncation = N
+ H

− H

GCAGUCAUGCC | GGUCUUAUGGC

R
e
a
d
s

Ptov1 (NM_133949) X = 0.36; Truncation = N
+ H

− H

CCCGCCAUGGU | CCUCCCAUGGA

R
e
a
d
s

Ppa2 (NM_146141) X = 0.36; Truncation = Y
+ H

− H

UCCGCCAUGCG | CGCGUCAUGUC

R
e
a
d
s

Pou5f1 (NM_001252452) X = 0.36; Truncation = N
+ H

− H

CAGGACAUGAA | AAGAACAUGUG

R
e
a
d
s

Grb10 (NM_001177629) X = 0.36; Truncation = N
+ H

− H

GUACUAAUGAA | UGCAACAUGCA

R
e
a
d
s

Sfrp2 (NM_009144) X = 0.35; Truncation = N
+ H

− H

UCCACGAUGCC | CAGAACAUGCG

R
e
a

d
s

Ctnnbip1 (NM_001141930) X = 0.35; Truncation = N
+ H

− H

AGGGGGAUGAA | GAGGAGAUGUA
R

e
a
d
s

Hist1h2bg (NM_178196) X = 0.35; Truncation = N
+ H

− H

UCUACCAUGCC | AAGGCCAUGGG

R
e
a
d
s

Bcam (NM_020486) X = 0.35; Truncation = N
+ H

− H

GGGAACAUGGA | GAGGUGAUGCG

R
e
a
d
s

Prdx5 (NM_012021) X = 0.35; Truncation = N
+ H

− H

GCGGGUAUGCU | GUGACCAUGGC

R
e
a
d
s

Ubtf (NM_001044383) X = 0.35; Truncation = Y
+ H

− H

UGGAGAAUGAA | CUGGAAAUGGC

R
e
a
d
s

Ybey (NM_172550) X = 0.35; Truncation = N
+ H

− H

CCCGAAAUGAG | AGGAAGAUGGA

R
e
a
d
s

Pak1 (NM_011035) X = 0.35; Truncation = N
+ H

− H

GUGACAAUGUC | CCUCCGAUGAG
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R
e
a
d
s

Tmem201 (NM_001025106) X = 0.35; Truncation = N
+ H

− H

GAAGCCAUGGA | CACACAAUGGU

R
e
a
d
s

Patz1 (NM_001253690) X = 0.34; Truncation = N
+ H

− H

GCGACCAUGGA | ACGGAGAUGCU

R
e
a
d
s

Hist1h2be (NM_001177653) X = 0.34; Truncation = N
+ H

− H

CUGAAGAUGCC | AAGGCCAUGGG

R
e
a

d
s

Slc3a2 (NM_008577) X = 0.34; Truncation = Y
+ H

− H

GGCACCAUGAG | GUGGACAUGAA

R
e
a
d
s

Commd7 (NM_133850) X = 0.34; Truncation = N
+ H

− H

GGCACCAUGGG | GGAGACAUGCA

R
e
a
d
s

Nsmce4a (NM_001162855) X = 0.34; Truncation = Y
+ H

− H

GGCGCGAUGUC | GAGCUGAUGGA

R
e
a
d
s

Cbfa2t2 (NM_009823) X = 0.34; Truncation = N
+ H

− H

UCCGCGAUGGU | CCAGCAAUGCC

R
e
a
d
s

Nol7 (NM_023554) X = 0.34; Truncation = Y
+ H

− H

UUUGCCAUGGU | GAGGCGAUGGU

R
e
a
d
s

Ttk (NM_001110265) X = 0.34; Truncation = N
+ H

− H

UUAGAAAUGGA | UCCAUCAUGAG

R
e
a
d
s

Echdc2 (NM_026728) X = 0.34; Truncation = N
+ H

− H

UCCCCGAUGCU | AUUCUGAUGAA

R
e
a
d
s

Chchd2 (NM_024166) X = 0.34; Truncation = N
+ H

− H

GUUAGGAUGCC | CCUCAGAUGAG

R
e
a
d
s

Shprh (NM_001077707) X = 0.34; Truncation = N
+ H

− H

GUGAAAAUGAG | CCCCCGAUGAA

R
e
a
d
s

Coq3 (NM_172687) X = 0.34; Truncation = Y
+ H

− H

GUCGCGAUGUG | GGGACCAUGUG

R
e
a

d
s

Bag6 (NM_001252468) X = 0.34; Truncation = N
+ H

− H

UCGGCCAUGGA | ACCGCUAUGGA
R

e
a
d
s

Acot1 (NM_012006) X = 0.34; Truncation = N
+ H

− H

CUCGAGAUGGA | GAGCCCAUGGG

R
e
a
d
s

Btg2 (NM_007570) X = 0.33; Truncation = Y
+ H

− H

ACCGGUAUGAG | ACCGACAUGCU

R
e
a
d
s

Zwilch (NM_026507) X = 0.33; Truncation = Y
+ H

− H

UUAGCAAUGGA | GGCGGUAUGUG

R
e
a
d
s

Rpa1 (NM_001164223) X = 0.33; Truncation = N
+ H

− H

GCAGCCAUGGU | GAGGUCAUGAU

R
e
a
d
s

Lefty2 (NM_177099) X = 0.33; Truncation = N
+ H

− H

AGCGCCAUGAA | GCAGCGAUGAC

R
e
a
d
s

Mtap7d1 (NM_001145970) X = 0.33; Truncation = Y
+ H

− H

GCAGCCAUGGA | ACACCGAUGUC
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R
e
a
d
s

Cbfb (NM_001161456) X = 0.33; Truncation = N
+ H

− H

GGGAAGAUGCC | GCUCCCAUGAU

R
e
a
d
s

Pml (NM_008884) X = 0.33; Truncation = N
+ H

− H

CAAGAAAUGGA | CCCACCAUGCC

R
e
a
d
s

Nde1 (NM_001114085) X = 0.33; Truncation = Y
+ H

− H

UUUACCAUGGA | CUGGCCAUGAC

R
e
a

d
s

Fbxw9 (NM_026791) X = 0.33; Truncation = Y
+ H

− H

GGCGCCAUGGA | CAGUCCAUGUU

R
e
a
d
s

Ptprf (NM_011213) X = 0.33; Truncation = Y
+ H

− H

CCCUGGAUGGC | AGGAGGAUGGU

R
e
a
d
s

Xbp1 (NM_013842) X = 0.32; Truncation = N
+ H

− H

CUGGCUAUGGU | CCGCUCAUGGU

R
e
a
d
s

Ywhag (NM_018871) X = 0.32; Truncation = N
+ H

− H

GUGAAGAUGGU | GACGAUAUGGC

R
e
a
d
s

Atp6v1d (NM_023721) X = 0.32; Truncation = N
+ H

− H

GUCAGGAUGUC | UCGCGAAUGGC

R
e
a
d
s

Timm23 (NM_016897) X = 0.32; Truncation = N
+ H

− H

GACCUCAUGGA | ACUGGUAUGAA

R
e
a
d
s

Anapc7 (NM_019805) X = 0.32; Truncation = N
+ H

− H

GGCAGGAUGAG | CGGGACAUGGC

R
e
a
d
s

Cdk1 (NM_007659) X = 0.32; Truncation = Y
+ H

− H

GUAACUAUGGA | GUGGCCAUGAA

R
e
a
d
s

Uqcrh (NM_025641) X = 0.32; Truncation = Y
+ H

− H

CCCGACAUGGG | CGAAAGAUGCU

R
e
a
d
s

Ip6k2 (NM_029634) X = 0.32; Truncation = N
+ H

− H

CAGAGGAUGAG | AGGACCAUGGA

R
e
a

d
s

Cyth2 (NM_001112701) X = 0.32; Truncation = Y
+ H

− H

GCCGCCAUGGA | GAGCGCAUGGA
R

e
a
d
s

Fkbp1a (NM_008019) X = 0.32; Truncation = N
+ H

− H

GCCGCCAUGGG | ACGGGGAUGCU

R
e
a
d
s

Idnk (NM_001048060) X = 0.32; Truncation = Y
+ H

− H

ACGGUCAUGGA | CUGGUGAUGGG

R
e
a
d
s

Tbcb (NM_025548) X = 0.32; Truncation = N
+ H

− H

AGCGAGAUGGA | ACCGUGAUGGU

R
e
a
d
s

Tspo (NM_009775) X = 0.32; Truncation = N
+ H

− H

AUCACCAUGCC | GGCUUCAUGGG

R
e
a
d
s

Mest (NM_008590) X = 0.32; Truncation = N
+ H

− H

GCGGCCAUGGU | CGCAGGAUGAG

R
e
a
d
s

Rab24 (NM_009000) X = 0.31; Truncation = N
+ H

− H

GGGAGCAUGAG | GUGGUUAUGCU
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R
e
a
d
s

Pank2 (NM_153501) X = 0.31; Truncation = Y
+ H

− H

UUGCGGAUGGG | GCGCCUAUGGA

R
e
a
d
s

Pa2g4 (NM_011119) X = 0.31; Truncation = N
+ H

− H

AGGAAGAUGUC | UAUAAGAUGGG

R
e
a
d
s

Arl15 (NM_172595) X = 0.31; Truncation = N
+ H

− H

UGCCGGAUGUC | CUGUACAUGGA

R
e
a

d
s

Slc7a3 (NM_007515) X = 0.31; Truncation = N
+ H

− H

ACUAGAAUGCU | CUGGGUAUGGG

R
e
a
d
s

Psmb1 (NM_011185) X = 0.31; Truncation = Y
+ H

− H

GGCGCGAUGCU | CUGGGAAUGGG

R
e
a
d
s

Gsto1 (NM_010362) X = 0.31; Truncation = N
+ H

− H

UCAGCGAUGUC | UACAGCAUGAG

R
e
a
d
s

Mul1 (NM_026689) X = 0.31; Truncation = N
+ H

− H

GUCGCCAUGGA | AGUUCGAUGGU

R
e
a
d
s

Pdlim5 (NM_001190852) X = 0.31; Truncation = N
+ H

− H

GGAACCAUGAG | UUCAACAUGCC

R
e
a
d
s

Rars (NM_025936) X = 0.31; Truncation = N
+ H

− H

GAGAGGAUGGA | AAAAACAUGAU

R
e
a
d
s

5−Mar (NM_001164336) X = 0.3; Truncation = N
+ H

− H

CGGAAGAUGCC | CAACAGAUGCU

R
e
a
d
s

Rpl41 (NM_018860) X = 0.3; Truncation = N
+ H

− H

UGCGCCAUGAG | AAGAGAAUGCG

R
e
a
d
s

2210016L21Rik (NM_028211) X = 0.3; Truncation = Y
+ H

− H

CCCAGGAUGGU | GGUGCAAUGAG

R
e
a
d
s

0610010O12Rik (NM_001081365) X = 0.3; Truncation = N
+ H

− H

UUCCCGAUGAA | CAGCCAAUGGG

R
e
a

d
s

Traf6 (NM_009424) X = 0.3; Truncation = N
+ H

− H

GCUACUAUGAG | GCUGCCAUGGC
R

e
a
d
s

Slc19a2 (NM_054087) X = 0.3; Truncation = N
+ H

− H

CCCAGGAUGGA | GCCAGGAUGCU

R
e
a
d
s

Spats2 (NM_139140) X = 0.3; Truncation = Y
+ H

− H

ACUGCAAUGUC | GAGAAUAUGAA

R
e
a
d
s

Smc4 (NM_133786) X = 0.3; Truncation = Y
+ H

− H

GCCACCAUGCG | GAAGAGAUGGA

R
e
a
d
s

Skil (NM_001039090) X = 0.3; Truncation = N
+ H

− H

GUGGCCAUGGA | AACGGCAUGGA

R
e
a
d
s

Cyp51 (NM_020010) X = 0.3; Truncation = N
+ H

− H

GUCGGGAUGGU | CAGGCGAUGGA

R
e
a
d
s

Hist2h2aa2 (NM_178212) X = 0.3; Truncation = N
+ H

− H

UUCGUGAUGUC | GUAUACAUGGC
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R
e
a
d
s

Rabif (NM_145510) X = 0.3; Truncation = N
+ H

− H

ACGGCGAUGGA | CCCUCCAUGAG

R
e
a
d
s

Hist2h2aa1 (NM_013549) X = 0.3; Truncation = N
+ H

− H

UUCGUGAUGUC | GUAUACAUGGC

R
e
a
d
s

Bex2 (NM_009749) X = 0.3; Truncation = N
+ H

− H

GGAGAAAUGGA | CUCAACAUGGA

R
e
a

d
s

Rsl24d1 (NM_198609) X = 0.3; Truncation = N
+ H

− H

GUCAACAUGAG | CACGGCAUGAU

R
e
a
d
s

1810063B07Rik (NM_026209) X = 0.3; Truncation = N
+ H

− H

CGCACCAUGGA | CUGUCCAUGUU

R
e
a
d
s

Ahcyl2 (NM_001171000) X = 0.29; Truncation = N
+ H

− H

GCGGUGAUGUC | GGCGCCAUGGU

R
e
a
d
s

Rassf7 (NM_025886) X = 0.29; Truncation = Y
+ H

− H

ACAGGGAUGGU | GUGGCCAUGGA

R
e
a
d
s

Gnl2 (NM_145552) X = 0.29; Truncation = N
+ H

− H

GUCAGGAUGGU | CAAAACAUGAG

R
e
a
d
s

Eid2b (NM_001177427) X = 0.29; Truncation = N
+ H

− H

GUGGCAAUGUC | AGCCCCAUGAA

R
e
a
d
s

Dimt1 (NM_025447) X = 0.29; Truncation = N
+ H

− H

GAGAAGAUGCC | GGACUCAUGUU

R
e
a
d
s

Dhx32 (NM_133941) X = 0.29; Truncation = N
+ H

− H

ACCAGCAUGAG | GAAGAAAUGGA

R
e
a
d
s

Prkci (NM_008857) X = 0.29; Truncation = N
+ H

− H

GAGGAGAUGCC | AGCACCAUGUC

R
e
a
d
s

D10Wsu102e (NM_026579) X = 0.29; Truncation = N
+ H

− H

GGAAGCAUGGA | GUUCGGAUGCA

R
e
a

d
s

Nip7 (NM_001164472) X = 0.29; Truncation = N
+ H

− H

GGCAAGAUGAG | CGGGUCAUGUU
R

e
a
d
s

Hspbp1 (NM_024172) X = 0.29; Truncation = N
+ H

− H

AAGUCCAUGGC | CUGCAGAUGGC

R
e
a
d
s

Nudt14 (NM_025399) X = 0.29; Truncation = Y
+ H

− H

GCCACCAUGGA | GACUUUAUGAA

R
e
a
d
s

Bre (NM_144541) X = 0.29; Truncation = N
+ H

− H

GUUAAAAUGUC | UCUCCAAUGCU

R
e
a
d
s

Bex1 (NM_009052) X = 0.29; Truncation = N
+ H

− H

GGAGUAAUGGA | CUCAACAUGGA

R
e
a
d
s

Cpsf1 (NM_001164173) X = 0.29; Truncation = N
+ H

− H

GGCGACAUGUA | UUUACCAUGUA

R
e
a
d
s

Tpd52l2 (NM_025482) X = 0.29; Truncation = N
+ H

− H

CUGAACAUGGA | GACUUUAUGAC
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R
e
a
d
s

Ube2a (NM_019668) X = 0.29; Truncation = N
+ H

− H

AAAGCCAUGUC | CGCCUCAUGAG

R
e
a
d
s

6030458C11Rik (NM_001166360) X = 0.29; Truncation = N
+ H

− H

GGAGACAUGAG | GUGAACAUGCC

R
e
a
d
s

Exoc3 (NM_177333) X = 0.29; Truncation = Y
+ H

− H

UAUGACAUGUG | UUGACAAUGAA

R
e
a

d
s

Apoc1 (NM_001110009) X = 0.28; Truncation = N
+ H

− H

ACCAGGAUGAG | GUAGCCAUGAC

R
e
a
d
s

Gnas (NM_001077510) X = 0.28; Truncation = N
+ H

− H

GCCGCCAUGGG | AAGCAGAUGAG

R
e
a
d
s

0610010K14Rik (NM_001177601) X = 0.28; Truncation = N
+ H

− H

GGGGCCAUGAC | UUGACGAUGCA

R
e
a
d
s

Trdmt1 (NM_010067) X = 0.28; Truncation = N
+ H

− H

GAGAGGAUGGA | GGUGGCAUGCA

R
e
a
d
s

Fam103a1 (NM_025997) X = 0.28; Truncation = N
+ H

− H

UUCAAAAUGAG | GAAGAGAUGUU

R
e
a
d
s

Tmem242 (NM_027457) X = 0.28; Truncation = N
+ H

− H

UUUAAAAUGGA | GCGGGAAUGCU

R
e
a
d
s

Tbc1d10b (NM_144522) X = 0.28; Truncation = Y
+ H

− H

GCAGCUAUGGA | GUAGUGAUGCU

R
e
a
d
s

Sall4 (NM_201396) X = 0.28; Truncation = N
+ H

− H

CGCACCAUGUC | CCCAGCAUGCC

R
e
a
d
s

Ykt6 (NM_019661) X = 0.28; Truncation = N
+ H

− H

GGCGCCAUGAA | GAAUUCAUGAC

R
e
a
d
s

Sfpq (NM_023603) X = 0.28; Truncation = N
+ H

− H

ACAGCUAUGUC | CCGGGCAUGGG

R
e
a

d
s

Rnf44 (NM_001146027) X = 0.28; Truncation = Y
+ H

− H

CCCCGAAUGCU | CCGUUCAUGGU
R

e
a
d
s

Serinc5 (NM_172588) X = 0.28; Truncation = N
+ H

− H

GCGGUGAUGUC | CGCUUCAUGUA

R
e
a
d
s

2410002O22Rik (NM_001093759) X = 0.28; Truncation = N
+ H

− H

GCCAAGAUGGA | AAAGUGAUGCG

R
e
a
d
s

Cat (NM_009804) X = 0.28; Truncation = N
+ H

− H

UACACCAUGUC | GACCAGAUGAA

R
e
a
d
s

Psmb4 (NM_008945) X = 0.28; Truncation = N
+ H

− H

ACUAAGAUGGA | GGCCUCAUGGA

R
e
a
d
s

Fdft1 (NM_010191) X = 0.27; Truncation = N
+ H

− H

GCAAGGAUGGA | UUCCGCAUGGG

R
e
a
d
s

Slu7 (NM_198936) X = 0.27; Truncation = N
+ H

− H

UUCACCAUGUC | ACACCCAUGAC
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R
e
a
d
s

Ska2 (NM_025377) X = 0.27; Truncation = N
+ H

− H

UUCAAUAUGGA | GAACUGAUGUU

R
e
a
d
s

Khnyn (NM_027143) X = 0.27; Truncation = Y
+ H

− H

GAAGCCAUGUC | GUGGGAAUGAG

R
e
a
d
s

Paip2b (NM_146169) X = 0.27; Truncation = Y
+ H

− H

AGGCAGAUGAC | UCCAUAAUGAA

R
e
a

d
s

Ccnd2 (NM_009829) X = 0.27; Truncation = N
+ H

− H

CUGGCUAUGGA | CCGUACAUGCG

R
e
a
d
s

Mcm4 (NM_008565) X = 0.27; Truncation = N
+ H

− H

AGCACCAUGUC | CUGCCAAUGCC

R
e
a
d
s

Glt1d1 (NM_177005) X = 0.26; Truncation = N
+ H

− H

GACGACAUGCG | GGCCACAUGUG

R
e
a
d
s

Cdk2ap2 (NM_026373) X = 0.26; Truncation = Y
+ H

− H

GUUGGGAUGUC | CCCUCCAUGGG

R
e
a
d
s

L1td1 (NM_001081202) X = 0.26; Truncation = N
+ H

− H

UCCACCAUGUC | GCAUCCAUGAU

R
e
a
d
s

Cnot8 (NM_026949) X = 0.26; Truncation = Y
+ H

− H

UUCAGGAUGCC | GAAGAGAUGCG

R
e
a
d
s

Rnd3 (NM_028810) X = 0.26; Truncation = N
+ H

− H

ACAUCAAUGAA | UCUAUCAUGGA

R
e
a
d
s

Itm2c (NM_022417) X = 0.26; Truncation = N
+ H

− H

GCAGCCAUGGU | CUGUCCAUGGG

R
e
a
d
s

H2afy (NM_001159513) X = 0.26; Truncation = N
+ H

− H

GUCGCCAUGUC | GGACGCAUGCU

R
e
a
d
s

Rragc (NM_017475) X = 0.26; Truncation = Y
+ H

− H

AGCACCAUGUC | CUGCUUAUGGG

R
e
a

d
s

Rbm25 (NM_027349) X = 0.26; Truncation = N
+ H

− H

GUCAGAAUGUC | CCUCCCAUGGG
R

e
a
d
s

Tbrg1 (NM_025289) X = 0.26; Truncation = N
+ H

− H

CUGAUCAUGAG | GCCAGGAUGAA

R
e
a
d
s

Psmd9 (NM_026000) X = 0.26; Truncation = N
+ H

− H

UCCGCGAUGUC | GAUCUGAUGCG

R
e
a
d
s

1110004E09Rik (NM_026502) X = 0.26; Truncation = N
+ H

− H

GCAGCCAUGGU | UCAGAGAUGGA

R
e
a
d
s

7−Mar (NM_020575) X = 0.26; Truncation = Y
+ H

− H

UUAAGAAUGGA | ACUAGGAUGGU

R
e
a
d
s

Nptn (NM_009145) X = 0.25; Truncation = N
+ H

− H

GGGAGGAUGUC | ACCCUUAUGUA

R
e
a
d
s

Ktn1 (NM_008477) X = 0.25; Truncation = N
+ H

− H

AAGACUAUGGA | CUUUUCAUGAA
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R
e
a
d
s

Vapa (NM_013933) X = 0.25; Truncation = Y
+ H

− H

UCUCCUAUGGC | GGGGCCAUGGC

R
e
a
d
s

Cstf2t (NM_031249) X = 0.25; Truncation = N
+ H

− H

GCAAUCAUGUC | CCAGCCAUGGA

R
e
a
d
s

Dhfr (NM_010049) X = 0.25; Truncation = N
+ H

− H

GCCAUCAUGGU | CAAAAUAUGGG

R
e
a

d
s

Rlim (NM_011276) X = 0.25; Truncation = N
+ H

− H

ACCAAGAUGGA | AGUCAAAUGGA

R
e
a
d
s

Fpgs (NM_010236) X = 0.25; Truncation = N
+ H

− H

AAGACUAUGUC | CGGGGGAUGAG

R
e
a
d
s

Taldo1 (NM_011528) X = 0.25; Truncation = Y
+ H

− H

UUCGCCAUGUC | CAGAGGAUGGA

R
e
a
d
s

Arhgap28 (NM_172964) X = 0.25; Truncation = Y
+ H

− H

CUGAGGAUGGA | AACAGGAUGCU

R
e
a
d
s

Arl8b (NM_026011) X = 0.25; Truncation = Y
+ H

− H

GCCGCCAUGCU | GAGGAGAUGGA

R
e
a
d
s

Oxsr1 (NM_133985) X = 0.25; Truncation = N
+ H

− H

GCCGUCAUGUC | ACCAGCAUGGA

R
e
a
d
s

Wdr70 (NM_001081402) X = 0.25; Truncation = N
+ H

− H

GCAGUCAUGGA | GUCACCAUGGG

R
e
a
d
s

Thbs1 (NM_011580) X = 0.25; Truncation = N
+ H

− H

UCCACCAUGGA | UUGCAUAUGUG

R
e
a
d
s

Txnl1 (NM_016792) X = 0.25; Truncation = N
+ H

− H

GUGAGGAUGGU | UUCACCAUGAG

R
e
a
d
s

Fam133b (NM_001042501) X = 0.25; Truncation = N
+ H

− H

GCCACCAUGGG | GCCUACAUGAA

R
e
a

d
s

Triap1 (NM_026933) X = 0.25; Truncation = Y
+ H

− H

ACCGCCAUGAA | ACUGACAUGAA
R

e
a
d
s

Suclg1 (NM_019879) X = 0.25; Truncation = Y
+ H

− H

UGGGGGAUGAC | GCAACCAUGGU

R
e
a
d
s

Myg1 (NM_021713) X = 0.25; Truncation = Y
+ H

− H

AACUAUAUGGG | CACCGCAUGCU

R
e
a
d
s

Ubxn1 (NM_146093) X = 0.24; Truncation = N
+ H

− H

GGCGCCAUGGC | AUCGAGAUGGG

R
e
a
d
s

L3mbtl2 (NM_145993) X = 0.24; Truncation = N
+ H

− H

GGUAUCAUGGA | GAGCCAAUGGA

R
e
a
d
s

Ddx54 (NM_028041) X = 0.24; Truncation = Y
+ H

− H

GCCCGCAUGGC | CCCACCAUGGC

R
e
a
d
s

Ensa (NM_001026212) X = 0.24; Truncation = N
+ H

− H

UCUGCCAUGUC | UUCCUCAUGAA
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R
e
a
d
s

Kdm4c (NM_144787) X = 0.24; Truncation = N
+ H

− H

GCCAUCAUGGA | AAGAUAAUGAC

R
e
a
d
s

Rpsa (NM_011029) X = 0.24; Truncation = N
+ H

− H

UACACAAUGUC | CUGCAGAUGAA

R
e
a
d
s

Gspt1 (NM_001130008) X = 0.24; Truncation = N
+ H

− H

CCGAUCAUGGA | ACGGAUAUGGA

R
e
a

d
s

Vat1 (NM_012037) X = 0.24; Truncation = N
+ H

− H

CUAGCCAUGUC | GACCUCAUGGG

R
e
a
d
s

Ube2b (NM_009458) X = 0.24; Truncation = N
+ H

− H

CGGAGCAUGUC | AGGCUCAUGCG

R
e
a
d
s

Aga (NM_001005847) X = 0.24; Truncation = Y
+ H

− H

UCAGCUAUGGA | CUGGGCAUGCC

R
e
a
d
s

Prmt3 (NM_133740) X = 0.23; Truncation = N
+ H

− H

GCGGCCAUGUG | GAUAGUAUGGU

R
e
a
d
s

Dbr1 (NM_031403) X = 0.23; Truncation = N
+ H

− H

GUCACGAUGAG | CGCUGCAUGGC

R
e
a
d
s

Naca (NM_001113199) X = 0.23; Truncation = N
+ H

− H

CACAAAAUGCC | CUUCCUAUGUC

R
e
a
d
s

Nsmce2 (NM_001164604) X = 0.23; Truncation = N
+ H

− H

UUCAAGAUGCC | UCUGGAAUGGA

R
e
a
d
s

2810432D09Rik (NM_027278) X = 0.23; Truncation = N
+ H

− H

GGCAGAAUGGA | UCACCAAUGCC

R
e
a
d
s

Sptlc2 (NM_011479) X = 0.23; Truncation = N
+ H

− H

GGGAGGAUGCG | CGCCCGAUGCG

R
e
a
d
s

Rps19bp1 (NM_175109) X = 0.23; Truncation = N
+ H

− H

GGAAACAUGUC | AAGUUUAUGAC

R
e
a

d
s

Prpf6 (NM_133701) X = 0.23; Truncation = Y
+ H

− H

ACCGCCAUGAA | CUGGGCAUGCC
R

e
a
d
s

Cox6c (NM_053071) X = 0.23; Truncation = N
+ H

− H

GCUACCAUGAG | CCACAGAUGCG

R
e
a
d
s

Rap2b (NM_028712) X = 0.23; Truncation = N
+ H

− H

GGAGCCAUGAG | GCCUCAAUGCG

R
e
a
d
s

Mtfmt (NM_027134) X = 0.23; Truncation = N
+ H

− H

GAGGUGAUGCU | UGGCUGAUGGG

R
e
a
d
s

Tjp1 (NM_001163574) X = 0.23; Truncation = Y
+ H

− H

GACAAGAUGUC | ACAGCAAUGGA

R
e
a
d
s

Imp3 (NM_133976) X = 0.23; Truncation = N
+ H

− H

UCCAUCAUGGU | UACGCUAUGGG

R
e
a
d
s

Glud1 (NM_008133) X = 0.23; Truncation = Y
+ H

− H

GCCGCCAUGUA | UUCAAGAUGGU
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R
e
a
d
s

Rrp7a (NM_029101) X = 0.23; Truncation = N
+ H

− H

GCCAAGAUGGU | CUCUACAUGAG

R
e
a
d
s

2410015M20Rik (NM_153152) X = 0.23; Truncation = N
+ H

− H

CUAACCAUGGU | UCGCUAAUGAG

R
e
a
d
s

Ier5 (NM_010500) X = 0.23; Truncation = N
+ H

− H

GGCAGGAUGGA | GAGGAGAUGGA

R
e
a

d
s

Cdkn2b (NM_007670) X = 0.23; Truncation = Y
+ H

− H

AAGGGCAUGUU | CAGGUCAUGAU

R
e
a
d
s

Spag5 (NM_017407) X = 0.23; Truncation = N
+ H

− H

UUGAAAAUGUG | CCAGCUAUGAG

R
e
a
d
s

Dppa4 (NM_001018002) X = 0.22; Truncation = N
+ H

− H

CUCAAGAUGGA | UUGCAGAUGUC

R
e
a
d
s

Nudt16l1 (NM_025839) X = 0.22; Truncation = N
+ H

− H

AUCAAGAUGUC | GAAGCAAUGCG

R
e
a
d
s

Hnrnpd (NM_001077265) X = 0.22; Truncation = N
+ H

− H

AGCACUAUGUC | GGAGCCAUGGU

R
e
a
d
s

Gpn1 (NM_133756) X = 0.22; Truncation = Y
+ H

− H

GGAAAGAUGGC | UUGGGAAUGGC

R
e
a
d
s

Tmem194b (NM_001142647) X = 0.22; Truncation = N
+ H

− H

GCCGCGAUGCU | GCAGCGAUGUC

R
e
a
d
s

Smyd3 (NM_027188) X = 0.22; Truncation = N
+ H

− H

GGAAGGAUGGA | AAGCUGAUGCG

R
e
a
d
s

Eed (NM_021876) X = 0.22; Truncation = N
+ H

− H

AGGAACAUGUC | ACAGACAUGCC

R
e
a
d
s

Pabpc1 (NM_008774) X = 0.22; Truncation = Y
+ H

− H

GCCGAGAUGAA | UACCCCAUGGC

R
e
a

d
s

Cnppd1 (NM_026977) X = 0.22; Truncation = N
+ H

− H

AGUGCGAUGGA | GACUUCAUGGU
R

e
a
d
s

Stk11 (NM_011492) X = 0.22; Truncation = N
+ H

− H

GCCAGGAUGGA | GAGCUGAUGUC

R
e
a
d
s

Fxc1 (NM_019502) X = 0.22; Truncation = N
+ H

− H

GGCGUGAUGGA | AAUCGGAUGAC

R
e
a
d
s

E2f3 (NM_010093) X = 0.22; Truncation = N
+ H

− H

CGAGAGAUGAG | GCCUCCAUGGA

R
e
a
d
s

Elovl4 (NM_148941) X = 0.22; Truncation = N
+ H

− H

GCCAAGAUGGG | AACGCGAUGUC

R
e
a
d
s

Cxx1a (NM_024170) X = 0.21; Truncation = N
+ H

− H

AGCGUCAUGGA | GCCUACAUGCU

R
e
a
d
s

Creld2 (NM_029720) X = 0.21; Truncation = N
+ H

− H

CCCGCCAUGCA | CCGACGAUGUG
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R
e
a
d
s

Galnt7 (NM_001167981) X = 0.21; Truncation = N
+ H

− H

AGGAAGAUGAG | AGCAGGAUGAG

R
e
a
d
s

Wibg (NM_001253705) X = 0.21; Truncation = N
+ H

− H

UCAGUCAUGGA | UUUUUAAUGGG

R
e
a
d
s

Nxn (NM_008750) X = 0.21; Truncation = N
+ H

− H

GCCAGGAUGUC | CGGGACAUGCC

R
e
a

d
s

Ywhah (NM_011738) X = 0.21; Truncation = N
+ H

− H

AGCGACAUGGG | GACGAUAUGGC

R
e
a
d
s

Ranbp2 (NM_011240) X = 0.21; Truncation = N
+ H

− H

GGCGCGAUGAG | AAGUCAAUGAA

R
e
a
d
s

Brk1 (NM_133937) X = 0.21; Truncation = N
+ H

− H

GCCGCCAUGGC | UUCGAUAUGUC

R
e
a
d
s

Hcfc1r1 (NM_181821) X = 0.21; Truncation = Y
+ H

− H

GCCGUAAUGAU | GAGAACAUGGC

R
e
a
d
s

Cxx1b (NM_001018063) X = 0.21; Truncation = N
+ H

− H

AGCGUCAUGGA | GCCUACAUGCU

R
e
a
d
s

Prtg (NM_175485) X = 0.21; Truncation = N
+ H

− H

CGCUGAAUGGC | CCGGGGAUGCU

R
e
a
d
s

Slc25a17 (NM_011399) X = 0.21; Truncation = N
+ H

− H

GGCACCAUGGC | ACUGCCAUGAC

R
e
a
d
s

Arf5 (NM_007480) X = 0.21; Truncation = N
+ H

− H

CCCGCCAUGGG | AAGCAGAUGCG

R
e
a
d
s

Calu (NM_007594) X = 0.21; Truncation = Y
+ H

− H

GUUAUCAUGGA | UUUCUUAUGUG

R
e
a
d
s

Klhdc4 (NM_145605) X = 0.21; Truncation = N
+ H

− H

GGCGCGAUGGG | GCCAAGAUGGA

R
e
a

d
s

Ankrd17 (NM_030886) X = 0.21; Truncation = N
+ H

− H

GCGGGGAUGGA | CGUGGGAUGGU
R

e
a
d
s

H1f0 (NM_008197) X = 0.21; Truncation = N
+ H

− H

GCCACCAUGAC | UCAGACAUGAU

R
e
a
d
s

Arl6ip1 (NM_019419) X = 0.2; Truncation = N
+ H

− H

GGAACGAUGGC | GAGGUGAUGCU

R
e
a
d
s

Spata5 (NM_001163511) X = 0.2; Truncation = N
+ H

− H

GCGGUCAUGUC | CCGGGGAUGCU

R
e
a
d
s

Hbegf (NM_010415) X = 0.2; Truncation = N
+ H

− H

GGGACCAUGAA | UCGGUGAUGCU

R
e
a
d
s

Flna (NM_010227) X = 0.2; Truncation = Y
+ H

− H

CUCAAAAUGAG | GCGGAGAUGCC

R
e
a
d
s

Akr1a1 (NM_021473) X = 0.2; Truncation = Y
+ H

− H

GGGACAAUGAC | CAGAAGAUGCC
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R
e
a
d
s

Rfwd3 (NM_146218) X = 0.2; Truncation = N
+ H

− H

GUAACGAUGGC | UCAGAGAUGGA

R
e
a
d
s

Hist1h4h (NM_153173) X = 0.2; Truncation = N
+ H

− H

UACACCAUGUC | ACCGCCAUGGA

R
e
a
d
s

Plod2 (NM_001142916) X = 0.2; Truncation = N
+ H

− H

GGGCGGAUGGG | CGGCUGAUGCC

R
e
a

d
s

Tcea3 (NM_011542) X = 0.2; Truncation = Y
+ H

− H

ACCAACAUGGG | GAGAAGAUGGU

R
e
a
d
s

Mia1 (NM_019394) X = 0.2; Truncation = N
+ H

− H

UCCAUGAUGGU | CGAGCUAUGCC

R
e
a
d
s

Reps1 (NM_001111065) X = 0.2; Truncation = N
+ H

− H

GCGAAGAUGGA | CAGAUCAUGGA

R
e
a
d
s

Ypel5 (NM_027166) X = 0.2; Truncation = N
+ H

− H

GUCAAAAUGGG | CGGGUCAUGCU

R
e
a
d
s

Rnf145 (NM_028862) X = 0.2; Truncation = N
+ H

− H

GCAACCAUGGC | AGCAUCAUGCU

R
e
a
d
s

9130011J15Rik (NM_172396) X = 0.2; Truncation = N
+ H

− H

GUAAGGAUGAU | CUACUGAUGAA

R
e
a
d
s

Atr (NM_019864) X = 0.2; Truncation = N
+ H

− H

GUCACCAUGGG | GCGUCCAUGAU

R
e
a
d
s

Por (NM_008898) X = 0.2; Truncation = N
+ H

− H

ACCAACAUGGG | GAAAAGAUGAA

R
e
a
d
s

Ctns (NM_031251) X = 0.2; Truncation = N
+ H

− H

GAGACCAUGAG | CUCUUGAUGUU

R
e
a
d
s

Gm561 (NM_001033297) X = 0.2; Truncation = Y
+ H

− H

GGAGCCAUGCG | CGGCGAAUGUC

R
e
a

d
s

Pros1 (NM_011173) X = 0.2; Truncation = N
+ H

− H

UCAGCAAUGAG | GAAACUAUGAA
R

e
a
d
s

Cyb5r3 (NM_029787) X = 0.2; Truncation = N
+ H

− H

GCCACCAUGGG | CUCUUCAUGAA

R
e
a
d
s

Tcn2 (NM_001130458) X = 0.2; Truncation = Y
+ H

− H

CCUGCCAUGGA | CCUUGGAUGGA

R
e
a
d
s

Fam98b (NM_026620) X = 0.19; Truncation = N
+ H

− H

GCGACCAUGAG | ACCAGCAUGGA

R
e
a
d
s

Flnb (NM_134080) X = 0.19; Truncation = N
+ H

− H

UCCAGGAUGCC | AAGCGCAUGCA

R
e
a
d
s

Gatsl3 (NM_028022) X = 0.19; Truncation = N
+ H

− H

UCUGCGAUGGA | ACUCUCAUGGU

R
e
a
d
s

Cops7a (NM_001164089) X = 0.19; Truncation = N
+ H

− H

GCAGCCAUGAG | CUGGAUAUGCC
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R
e
a
d
s

Zfyve21 (NM_026752) X = 0.19; Truncation = N
+ H

− H

GGAGACAUGUC | CUGCGCAUGGU

R
e
a
d
s

Ciapin1 (NM_134141) X = 0.19; Truncation = N
+ H

− H

GCAGGAAUGGA | GUAUUCAUGGA

R
e
a
d
s

Hist2h4 (NM_033596) X = 0.19; Truncation = Y
+ H

− H

UUAGCCAUGUC | ACCGCUAUGGA

R
e
a

d
s

Gar1 (NM_026578) X = 0.19; Truncation = N
+ H

− H

GAGAGCAUGUC | GAAUUCAUGCA

R
e
a
d
s

Mrpl16 (NM_025606) X = 0.19; Truncation = N
+ H

− H

GUGGCCAUGUG | CUGCGGAUGCA

R
e
a
d
s

Ndufb2 (NM_026612) X = 0.19; Truncation = N
+ H

− H

GCUAGUAUGUC | UCACUCAUGUG

R
e
a
d
s

Pycr2 (NM_133705) X = 0.19; Truncation = N
+ H

− H

GCGGCCAUGAG | CCGGAUAUGGA

R
e
a
d
s

Stoml2 (NM_023231) X = 0.19; Truncation = N
+ H

− H

UGGGAAAUGCU | GAGCGAAUGGG

R
e
a
d
s

Pik3c3 (NM_181414) X = 0.19; Truncation = N
+ H

− H

GCUGUCAUGGG | GAUCCCAUGUU

R
e
a
d
s

Ing3 (NM_023626) X = 0.19; Truncation = N
+ H

− H

GCCGCGAUGUU | UUGGAAAUGAU

R
e
a
d
s

Id2 (NM_010496) X = 0.19; Truncation = N
+ H

− H

AGCAGCAUGAA | GACCCGAUGAG

R
e
a
d
s

Tmem123 (NM_133739) X = 0.19; Truncation = N
+ H

− H

GGAACAAUGGC | CAGACCAUGAG

R
e
a
d
s

Mad1l1 (NM_010752) X = 0.19; Truncation = N
+ H

− H

CUGACCAUGGA | CAGCGAAUGGA

R
e
a

d
s

Ccdc88c (NM_026681) X = 0.18; Truncation = N
+ H

− H

CUCAGCAUGGA | CUGUACAUGGA
R

e
a
d
s

Serp1 (NM_030685) X = 0.18; Truncation = N
+ H

− H

GCGAAAAUGGU | AUCCGUAUGGC

R
e
a
d
s

Nusap1 (NM_001042652) X = 0.18; Truncation = N
+ H

− H

AACGCGAUGAC | GCUAACAUGAA

R
e
a
d
s

Khdrbs1 (NM_011317) X = 0.18; Truncation = Y
+ H

− H

UCCCCGAUGCA | GUCAAGAUGGA

R
e
a
d
s

Ankle2 (NM_001253814) X = 0.18; Truncation = N
+ H

− H

GUGGCGAUGCU | GUGACAAUGGA

R
e
a
d
s

Ncaph (NM_144818) X = 0.18; Truncation = Y
+ H

− H

AGCAAGAUGAG | GAAACAAUGAA

R
e
a
d
s

Nodal (NM_013611) X = 0.18; Truncation = N
+ H

− H

CCCACCAUGAG | GCGUACAUGUU
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R
e
a
d
s

4930430F08Rik (NM_175128) X = 0.18; Truncation = N
+ H

− H

GGCAACAUGAA | CGGAAGAUGCC

R
e
a
d
s

Hist1h2br (NM_001110555) X = 0.18; Truncation = N
+ H

− H

CUCAUCAUGCC | AAGGCCAUGGG

R
e
a
d
s

Cdca8 (NM_026560) X = 0.18; Truncation = Y
+ H

− H

GGCGCCAUGGC | CAAGGGAUGAA

R
e
a

d
s

Cops3 (NM_011991) X = 0.18; Truncation = N
+ H

− H

GGAAACAUGGC | GGGCAAAUGAC

R
e
a
d
s

Ubqln1 (NM_026842) X = 0.18; Truncation = N
+ H

− H

ACCGCCAUGGC | AAGAUCAUGAA

R
e
a
d
s

Npl (NM_028749) X = 0.18; Truncation = N
+ H

− H

AACCCGAUGGC | ACUCCAAUGAC

R
e
a
d
s

Arf6 (NM_007481) X = 0.18; Truncation = N
+ H

− H

GACGCGAUGGG | AAGGAAAUGCG

R
e
a
d
s

Tmem50a (NM_027935) X = 0.18; Truncation = Y
+ H

− H

GAAAAGAUGUC | GAGUGCAUGGA

R
e
a
d
s

Mpp1 (NM_008621) X = 0.18; Truncation = N
+ H

− H

UGAGAGAUGAC | AACAGCAUGCG

R
e
a
d
s

Hist1h2bq (NM_001097979) X = 0.18; Truncation = N
+ H

− H

CUCAUCAUGCC | AAGGCCAUGGG

R
e
a
d
s

Tra2b (NM_009186) X = 0.18; Truncation = N
+ H

− H

GGAGUCAUGAG | UCUCCCAUGUC

R
e
a
d
s

Ndufaf4 (NM_026742) X = 0.18; Truncation = N
+ H

− H

UUAGAGAUGGG | CCCUCCAUGGC

R
e
a
d
s

Fh1 (NM_010209) X = 0.18; Truncation = N
+ H

− H

AGCACCAUGUA | GCGCGAAUGGC

R
e
a

d
s

Aard (NM_175503) X = 0.17; Truncation = Y
+ H

− H

ACCACGAUGGG | CAGAGGAUGUC
R

e
a
d
s

Ephx2 (NM_007940) X = 0.17; Truncation = N
+ H

− H

GCCGCCAUGGC | CAACUCAUGAA

R
e
a
d
s

Dag1 (NM_010017) X = 0.17; Truncation = N
+ H

− H

GUGAGGAUGUC | GCGUCCAUGCA

R
e
a
d
s

Sesn2 (NM_144907) X = 0.17; Truncation = N
+ H

− H

UACACCAUGAU | GCCCUGAUGUC

R
e
a
d
s

H3f3b (NM_008211) X = 0.17; Truncation = N
+ H

− H

AAAAAAAUGGC | ACCAUCAUGCC

R
e
a
d
s

Atf7ip (NM_019426) X = 0.17; Truncation = N
+ H

− H

UUCAGAAUGGA | AAAACAAUGAG

R
e
a
d
s

Cand1 (NM_027994) X = 0.17; Truncation = N
+ H

− H

GGCAACAUGGC | GAGAAAAUGAC
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R
e
a
d
s

Cisd1 (NM_134007) X = 0.17; Truncation = Y
+ H

− H

CGCGCCAUGGG | AAAGCUAUGGU

R
e
a
d
s

Sec62 (NM_027016) X = 0.17; Truncation = N
+ H

− H

GCCAACAUGGC | ACCAACAUGAU

R
e
a
d
s

Dtd1 (NM_025314) X = 0.17; Truncation = N
+ H

− H

GCCGCCAUGAA | AUUUCCAUGGA

R
e
a

d
s

Mrpl1 (NM_001039084) X = 0.17; Truncation = N
+ H

− H

GUCAACAUGGC | UGCAAGAUGGC

R
e
a
d
s

Derl2 (NM_033562) X = 0.17; Truncation = N
+ H

− H

GGAAAGAUGGC | UUUAACAUGAU

R
e
a
d
s

Rrp9 (NM_145620) X = 0.17; Truncation = N
+ H

− H

AACAGUAUGUC | GGCAAAAUGAA

R
e
a
d
s

Fgf17 (NM_008004) X = 0.17; Truncation = Y
+ H

− H

CCAGCGAUGGG | GGCGCUAUGAC

R
e
a
d
s

Ccdc25 (NM_145944) X = 0.17; Truncation = Y
+ H

− H

AGGAUCAUGGU | AUUUACAUGGG

R
e
a
d
s

Kif1b (NM_008441) X = 0.17; Truncation = N
+ H

− H

AUCAGAAUGUC | AUUCAGAUGCA

R
e
a
d
s

Exosc10 (NM_016699) X = 0.16; Truncation = Y
+ H

− H

GGAAAAAUGGC | GCGGAGAUGGU

R
e
a
d
s

Sap30 (NM_021788) X = 0.16; Truncation = N
+ H

− H

GCAGACAUGAA | GAGGAGAUGAG

R
e
a
d
s

Cdkn2a (NM_009877) X = 0.16; Truncation = N
+ H

− H

GGGAGCAUGGG | GUGAACAUGUU

R
e
a
d
s

Rdh11 (NM_021557) X = 0.16; Truncation = N
+ H

− H

GCUGAGAUGUU | AGGAAAAUGCU

R
e
a

d
s

Arpc5l (NM_028809) X = 0.16; Truncation = N
+ H

− H

CCCGCCAUGGC | GGGGACAUGCU
R

e
a
d
s

Pfn1 (NM_011072) X = 0.16; Truncation = N
+ H

− H

AGCGCCAUGGC | AGCCUUAUGGC

R
e
a
d
s

Lims1 (NM_026148) X = 0.16; Truncation = N
+ H

− H

GCGGAGAUGCU | GCCGGAAUGAC

R
e
a
d
s

Ncapg (NM_019438) X = 0.16; Truncation = N
+ H

− H

GGCGCCAUGGC | GGCGCGAUGGA

R
e
a
d
s

Tsg101 (NM_021884) X = 0.16; Truncation = N
+ H

− H

CGCGCCAUGGC | AAGAAGAUGAU

R
e
a
d
s

Gadd45g (NM_011817) X = 0.16; Truncation = N
+ H

− H

CGCACAAUGAC | GCCAGGAUGCA

R
e
a
d
s

Cdkn1b (NM_009875) X = 0.16; Truncation = N
+ H

− H

AGGAAGAUGUC | GAGCGGAUGGA
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R
e
a
d
s

Mrpl41 (NM_001031808) X = 0.16; Truncation = N
+ H

− H

CCCAGCAUGGG | GACAGGAUGAG

R
e
a
d
s

Rnf31 (NM_194346) X = 0.16; Truncation = N
+ H

− H

CUCAGGAUGCC | CAGCUCAUGCC

R
e
a
d
s

Zbtb12 (NM_198886) X = 0.16; Truncation = N
+ H

− H

GCCACAAUGGC | CGGAACAUGAA

R
e
a

d
s

Pfkl (NM_008826) X = 0.16; Truncation = N
+ H

− H

GCCGCCAUGGC | CUGCGGAUGUC

R
e
a
d
s

Dad1 (NM_001113358) X = 0.16; Truncation = N
+ H

− H

UUCGUCAUGUC | GUCGUCAUGAA

R
e
a
d
s

Uqcr11 (NM_025650) X = 0.16; Truncation = N
+ H

− H

GCAGCGAUGCU | GCCGGCAUGUG

R
e
a
d
s

3110001D03Rik (NM_025849) X = 0.16; Truncation = N
+ H

− H

UCUGACAUGGG | CUGCAGAUGGU

R
e
a
d
s

Minos1 (NM_001163006) X = 0.16; Truncation = N
+ H

− H

AGGAACAUGUC | CGGUGCAUGGC

R
e
a
d
s

Psip1 (NM_133948) X = 0.16; Truncation = N
+ H

− H

UCAAACAUGAC | GCCAAGAUGAA

R
e
a
d
s

Uhrf1 (NM_001111078) X = 0.16; Truncation = N
+ H

− H

GGCAUCAUGUG | CGAACUAUGGA

R
e
a
d
s

Copb1 (NM_033370) X = 0.16; Truncation = N
+ H

− H

GAAACCAUGAC | GUGCCAAUGGA

R
e
a
d
s

Pafah1b3 (NM_008776) X = 0.16; Truncation = N
+ H

− H

CUGAGGAUGAG | CGCUGGAUGUC

R
e
a
d
s

Trnt1 (NM_001242360) X = 0.16; Truncation = Y
+ H

− H

CUCCAGAUGCA | UUUACAAUGAA

R
e
a

d
s

Lsr (NM_001164184) X = 0.16; Truncation = N
+ H

− H

GCCGCGAUGGC | UACCAGAUGAG
R

e
a
d
s

Ndufs8 (NM_144870) X = 0.16; Truncation = N
+ H

− H

AAAGUGAUGUA | UCAUCAAUGCU

R
e
a
d
s

Nme7 (NM_138314) X = 0.16; Truncation = N
+ H

− H

GGCAGUAUGAG | CCAUAUAUGGC

R
e
a
d
s

Tomm5 (NM_001099675) X = 0.15; Truncation = Y
+ H

− H

GCCGCAAUGUU | GAGGAGAUGAA

R
e
a
d
s

Mad2l1bp (NM_025649) X = 0.15; Truncation = Y
+ H

− H

GUCGCGAUGGC | GAGGAUAUGUC

R
e
a
d
s

Pard6b (NM_021409) X = 0.15; Truncation = N
+ H

− H

CUCAGCAUGAA | GGCACCAUGGA

R
e
a
d
s

Rps28 (NM_016844) X = 0.15; Truncation = N
+ H

− H

GCCAUCAUGGA | GAAUUCAUGGA
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R
e
a
d
s

Cyc1 (NM_025567) X = 0.15; Truncation = N
+ H

− H

GCCGACAUGGC | AAGGUGAUGCU

R
e
a
d
s

Sgce (NM_001130188) X = 0.15; Truncation = Y
+ H

− H

CCAAGAAUGCU | CUCAAGAUGAG

R
e
a
d
s

Pak2 (NM_177326) X = 0.15; Truncation = N
+ H

− H

UGAAUCAUGUC | GUUCGGAUGAG

R
e
a

d
s

Arl4c (NM_177305) X = 0.15; Truncation = Y
+ H

− H

GGAGCCAUGGG | AUCGUUAUGCU

R
e
a
d
s

Peo1 (NM_153796) X = 0.15; Truncation = Y
+ H

− H

UUAGGAAUGUG | UUAGAGAUGCC

R
e
a
d
s

Ubqln2 (NM_018798) X = 0.15; Truncation = N
+ H

− H

GCCGCCAUGGC | ACCUUGAUGCA

R
e
a
d
s

Arf4 (NM_007479) X = 0.15; Truncation = N
+ H

− H

ACCGCUAUGGG | AAGCAGAUGCG

R
e
a
d
s

Impact (NM_008378) X = 0.15; Truncation = N
+ H

− H

AGCACCAUGGC | GAAGCAAUGGC

R
e
a
d
s

Sec31a (NM_026969) X = 0.15; Truncation = N
+ H

− H

GCCAGAAUGAA | ACAGCUAUGCA

R
e
a
d
s

F2r (NM_010169) X = 0.15; Truncation = N
+ H

− H

GGGACAAUGGG | GUCCCUAUGAG

R
e
a
d
s

Zfand3 (NM_148926) X = 0.15; Truncation = N
+ H

− H

AGCACCAUGGG | AAGACUAUGAA

R
e
a
d
s

Mapkapk2 (NM_008551) X = 0.15; Truncation = N
+ H

− H

GGCACCAUGCU | CUAAAGAUGCU

R
e
a
d
s

Hyou1 (NM_021395) X = 0.15; Truncation = N
+ H

− H

GUCACAAUGGC | GCUGUGAUGUC

R
e
a

d
s

Pnrc1 (NM_001033225) X = 0.15; Truncation = N
+ H

− H

CGCGCCAUGAC | CUCCCGAUGGU
R

e
a
d
s

Clip3 (NM_001081114) X = 0.15; Truncation = N
+ H

− H

AGGACCAUGAC | GCCCCAAUGGC

R
e
a
d
s

Ung (NM_011677) X = 0.15; Truncation = N
+ H

− H

UGGACCAUGGG | AAGCUAAUGGG

R
e
a
d
s

1810026J23Rik (NM_178619) X = 0.15; Truncation = N
+ H

− H

GAGACGAUGGU | AAUCGCAUGCA

R
e
a
d
s

Cox8a (NM_007750) X = 0.15; Truncation = N
+ H

− H

GCCGUCAUGUC | CGGCUCAUGGU

R
e
a
d
s

Kdm1a (NM_133872) X = 0.15; Truncation = N
+ H

− H

CCCGAGAUGUU | ACCGACAUGGC

R
e
a
d
s

Pald1 (NM_013753) X = 0.15; Truncation = Y
+ H

− H

CAGACUAUGGG | AGCAGCAUGGA
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R
e
a
d
s

Kdelr2 (NM_025841) X = 0.15; Truncation = N
+ H

− H

GCCGCCAUGAA | ACGUCUAUGAA

R
e
a
d
s

Emc10 (NM_197991) X = 0.15; Truncation = N
+ H

− H

GGCUGUAUGGC | UCCCGUAUGGU

R
e
a
d
s

Birc5 (NM_001012273) X = 0.14; Truncation = N
+ H

− H

GCCAUCAUGGG | GAGCGAAUGGC

R
e
a

d
s

Dscr3 (NM_007834) X = 0.14; Truncation = N
+ H

− H

UCUGAGAUGGG | GGGGAAAUGCU

R
e
a
d
s

Igfbp4 (NM_010517) X = 0.14; Truncation = N
+ H

− H

CUCGCCAUGCU | UUGGGGAUGCC

R
e
a
d
s

Nudt11 (NM_021431) X = 0.14; Truncation = N
+ H

− H

GGGAGGAUGAA | GGGGGCAUGGA

R
e
a
d
s

Rpl28 (NM_009081) X = 0.14; Truncation = Y
+ H

− H

GCCGCCAUGUC | CAGUGGAUGGU

R
e
a
d
s

Spcs3 (NM_029701) X = 0.14; Truncation = N
+ H

− H

GCCACGAUGAA | AGCGUGAUGGC

R
e
a
d
s

Suz12 (NM_001163018) X = 0.14; Truncation = N
+ H

− H

ACCGCGAUGGC | CCGAAAAUGGA

R
e
a
d
s

Stk24 (NM_145465) X = 0.14; Truncation = N
+ H

− H

AGCGCCAUGGC | CCGGGCAUGCA

R
e
a
d
s

Plin2 (NM_007408) X = 0.14; Truncation = N
+ H

− H

GAAAAAAUGGC | GUGGUGAUGAG

R
e
a
d
s

Palm3 (NM_028877) X = 0.14; Truncation = N
+ H

− H

GCAGUGAUGGC | ACGGUCAUGGC

R
e
a
d
s

Fads2 (NM_019699) X = 0.14; Truncation = N
+ H

− H

GGCAGCAUGGG | GCUCCGAUGCC

R
e
a

d
s

Golph3 (NM_025673) X = 0.14; Truncation = N
+ H

− H

GGAGCCAUGAC | ACCCUGAUGGA
R

e
a
d
s

Git1 (NM_001004144) X = 0.14; Truncation = N
+ H

− H

CUGAGGAUGUC | CUCCAGAUGGU

R
e
a
d
s

Zwint (NM_025635) X = 0.14; Truncation = N
+ H

− H

AGAACGAUGGC | AAGAUCAUGGA

R
e
a
d
s

Hnrnpab (NM_001048061) X = 0.14; Truncation = Y
+ H

− H

CCGACCAUGUC | CAGCCCAUGGA

R
e
a
d
s

Upf3b (NM_026573) X = 0.14; Truncation = N
+ H

− H

GUGGCCAUGAA | CAACCUAUGCC

R
e
a
d
s

4930579G24Rik (NM_029482) X = 0.14; Truncation = N
+ H

− H

ACUCCCAUGGC | CUCAGCAUGCC

R
e
a
d
s

Anxa11 (NM_013469) X = 0.14; Truncation = N
+ H

− H

CUAGCCAUGAG | CCCAGCAUGCC
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R
e
a
d
s

Ptpmt1 (NM_025576) X = 0.13; Truncation = Y
+ H

− H

GGAGCCAUGGC | GGCGGGAUGGC

R
e
a
d
s

Tspan13 (NM_025359) X = 0.13; Truncation = N
+ H

− H

GCCACGAUGGU | UUUUAUAUGAU

R
e
a
d
s

9430023L20Rik (NM_026566) X = 0.13; Truncation = Y
+ H

− H

UGCAGGAUGAA | GAGGCCAUGCU

R
e
a

d
s

Man2a1 (NM_008549) X = 0.13; Truncation = N
+ H

− H

AGGAAAAUGAA | UACCUGAUGCU

R
e
a
d
s

Cenph (NM_021886) X = 0.13; Truncation = N
+ H

− H

UUUGCAAUGGA | AAGUCCAUGAU

R
e
a
d
s

Tmem97 (NM_133706) X = 0.13; Truncation = N
+ H

− H

GGGAACAUGGG | CCUCUGAUGCA

R
e
a
d
s

Tcf20 (NM_001114140) X = 0.13; Truncation = N
+ H

− H

AACAGUAUGCA | GCCCAGAUGUU

R
e
a
d
s

Med1 (NM_001080118) X = 0.13; Truncation = Y
+ H

− H

GUCAGGAUGAA | AGUAAGAUGAG

R
e
a
d
s

Snapc5 (NM_183316) X = 0.13; Truncation = Y
+ H

− H

AAGGGGAUGUU | CAAUCCAUGAU

R
e
a
d
s

Plp2 (NM_019755) X = 0.13; Truncation = N
+ H

− H

ACCACCAUGGC | AUUGAGAUGAU

R
e
a
d
s

Arf3 (NM_007478) X = 0.13; Truncation = N
+ H

− H

GUAAUCAUGGG | AAGGAGAUGCG

R
e
a
d
s

Cdca3 (NM_013538) X = 0.13; Truncation = N
+ H

− H

GUGGAGAUGGG | ACACCCAUGAA

R
e
a
d
s

Cltc (NM_001003908) X = 0.13; Truncation = N
+ H

− H

AGCGCCAUGGC | UUGACUAUGGA

R
e
a

d
s

Elof1 (NM_170777) X = 0.13; Truncation = N
+ H

− H

GCAGUUAUGGG | AAGAAGAUGAC
R

e
a
d
s

Prelid2 (NM_029942) X = 0.13; Truncation = N
+ H

− H

CAUGACAUGGG | AAUCCAAUGGA

R
e
a
d
s

Ccnb1 (NM_172301) X = 0.13; Truncation = N
+ H

− H

GGAGCCAUGGC | GUCAGUAUGGC

R
e
a
d
s

Ethe1 (NM_023154) X = 0.13; Truncation = N
+ H

− H

GGCGCGAUGGC | CGGCAGAUGUU

R
e
a
d
s

Mef2b (NM_001045484) X = 0.13; Truncation = N
+ H

− H

CCCACGAUGGG | GGACUGAUGAA

R
e
a
d
s

Gng3 (NM_010316) X = 0.13; Truncation = N
+ H

− H

UUCAGGAUGAA | AGCACUAUGAG

R
e
a
d
s

Pgls (NM_025396) X = 0.13; Truncation = N
+ H

− H

ACCGCCAUGGC | GUCUCCAUGCU
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R
e
a
d
s

Fam136a (NM_025591) X = 0.13; Truncation = N
+ H

− H

GUCGCCAUGGC | GACGCCAUGGU

R
e
a
d
s

Igf2bp1 (NM_009951) X = 0.13; Truncation = Y
+ H

− H

GCCACCAUGAA | UGGGCGAUGAA

R
e
a
d
s

Cir1 (NM_025854) X = 0.13; Truncation = N
+ H

− H

GCCAAGAUGGG | AAUUUCAUGUG

R
e
a

d
s

Ctgf (NM_010217) X = 0.12; Truncation = N
+ H

− H

CCGAUCAUGCU | CCUGCUAUGGG

R
e
a
d
s

Arxes2 (NM_029823) X = 0.12; Truncation = N
+ H

− H

UGCAAGAUGAA | AGCGUCAUGGC

R
e
a
d
s

Snrpg (NM_026506) X = 0.12; Truncation = N
+ H

− H

GUCGCCAUGAG | AAGUUUAUGGA

R
e
a
d
s

Rnasek (NM_173742) X = 0.12; Truncation = N
+ H

− H

CCCUCCAUGGC | GUGAUCAUGUU

R
e
a
d
s

Id1 (NM_010495) X = 0.12; Truncation = N
+ H

− H

AGGAUCAUGAA | UACGACAUGAA

R
e
a
d
s

Id3 (NM_008321) X = 0.12; Truncation = N
+ H

− H

UCCAACAUGAA | GACGACAUGAA

R
e
a
d
s

Got2 (NM_010325) X = 0.12; Truncation = N
+ H

− H

CCCACCAUGGC | UCCGGGAUGGC

R
e
a
d
s

Arxes1 (NM_029541) X = 0.12; Truncation = N
+ H

− H

UGCAAGAUGAA | AGCGUCAUGGC

R
e
a
d
s

Agpat3 (NM_053014) X = 0.12; Truncation = N
+ H

− H

GCGACCAUGGG | CUGGUCAUGCU

R
e
a
d
s

Tbca (NM_009321) X = 0.12; Truncation = N
+ H

− H

GGGACCAUGGC | AGAGUGAUGUA

R
e
a

d
s

Gtpbp1 (NM_013818) X = 0.12; Truncation = N
+ H

− H

UUAAAGAUGGC | GCCUCGAUGUU
R

e
a
d
s

Lamc1 (NM_010683) X = 0.12; Truncation = N
+ H

− H

AGCGGGAUGAC | GCGGCCAUGGA

R
e
a
d
s

Brd3 (NM_001113573) X = 0.12; Truncation = N
+ H

− H

CAGAGGAUGUC | CAGUACAUGCA

R
e
a
d
s

Agpat5 (NM_026792) X = 0.12; Truncation = N
+ H

− H

GAGAGGAUGCU | UACUCUAUGCG

R
e
a
d
s

Rrbp1 (NM_024281) X = 0.12; Truncation = N
+ H

− H

GCCAAGAUGGA | GGGUUUAUGGU

R
e
a
d
s

Dnajc17 (NM_139139) X = 0.12; Truncation = N
+ H

− H

AGAACCAUGGC | UUACAAAUGGA

R
e
a
d
s

Hist1h4m (NM_001195421) X = 0.11; Truncation = N
+ H

− H

UUCGUCAUGUC | ACCGCCAUGGA
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R
e
a
d
s

Hspbap1 (NM_175111) X = 0.11; Truncation = N
+ H

− H

AUAACCAUGGC | AUUAUAAUGUC

R
e
a
d
s

Fbxo38 (NM_134136) X = 0.11; Truncation = N
+ H

− H

ACAGCCAUGGG | UGUGUGAUGGA

R
e
a
d
s

Cops4 (NM_012001) X = 0.11; Truncation = N
+ H

− H

GGAAAGAUGGC | CAGCUCAUGAA

R
e
a

d
s

Cbx3 (NM_007624) X = 0.11; Truncation = N
+ H

− H

UAAAAAAUGGC | CAAAAAAUGGG

R
e
a
d
s

2310011J03Rik (NM_025521) X = 0.11; Truncation = N
+ H

− H

UACAAGAUGAA | GUGGCUAUGAA

R
e
a
d
s

Banf1 (NM_001038231) X = 0.11; Truncation = N
+ H

− H

AUCACGAUGAC | GAGCCCAUGGG

R
e
a
d
s

Hist2h3c2 (NM_054045) X = 0.11; Truncation = N
+ H

− H

UUCGCCAUGGC | GCCGUCAUGGC

R
e
a
d
s

Uso1 (NM_019490) X = 0.11; Truncation = N
+ H

− H

GACAAGAUGAA | GGGGUGAUGGG

R
e
a
d
s

Acads (NM_007383) X = 0.11; Truncation = N
+ H

− H

GUGCCCAUGGC | CACCAGAUGUU

R
e
a
d
s

F11r (NM_172647) X = 0.11; Truncation = N
+ H

− H

ACUGUAAUGGG | ACGUCUAUGAU

R
e
a
d
s

Mea1 (NM_010787) X = 0.11; Truncation = Y
+ H

− H

GCCCGGAUGGC | GACACCAUGGG

R
e
a
d
s

Hist2h3c1 (NM_178216) X = 0.11; Truncation = N
+ H

− H

UUCGCCAUGGC | GCCGUCAUGGC

R
e
a
d
s

Sparc (NM_009242) X = 0.11; Truncation = N
+ H

− H

AGCAUCAUGAG | GUGGAAAUGGG

R
e
a

d
s

Golt1b (NM_025872) X = 0.11; Truncation = N
+ H

− H

GCCACCAUGAU | AUUGGCAUGGG
R

e
a
d
s

Hibadh (NM_145567) X = 0.11; Truncation = N
+ H

− H

GACAGCAUGGC | AGGUCAAUGGC

R
e
a
d
s

Aqp3 (NM_016689) X = 0.11; Truncation = N
+ H

− H

CGCGCCAUGGG | GAGUUGAUGAA

R
e
a
d
s

Gnai2 (NM_008138) X = 0.11; Truncation = N
+ H

− H

GGCAGGAUGGG | UCUAAAAUGAU

R
e
a
d
s

Rpe (NM_025683) X = 0.1; Truncation = N
+ H

− H

GGCACCAUGGC | CUGCGCAUGCU

R
e
a
d
s

Dnaja3 (NM_001135112) X = 0.1; Truncation = N
+ H

− H

GCCAAAAUGGC | CUUUCCAUGGG

R
e
a
d
s

Fnta (NM_008033) X = 0.1; Truncation = N
+ H

− H

GGCGAGAUGGC | GAAGAGAUGGC
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R
e
a
d
s

Ccdc167 (NM_001163741) X = 0.1; Truncation = N
+ H

− H

AGCAAUAUGAC | ACCCUCAUGAA

R
e
a
d
s

Bbc3 (NM_133234) X = 0.1; Truncation = N
+ H

− H

AGCGCCAUGGC | CGCCUGAUGCC

R
e
a
d
s

Ufl1 (NM_026194) X = 0.1; Truncation = Y
+ H

− H

GCAGUGAUGGC | AAAGAAAUGAG

R
e
a

d
s

Ncln (NM_134009) X = 0.099; Truncation = Y
+ H

− H

GCCGGGAUGUU | UACCGCAUGCA

R
e
a
d
s

Nhp2 (NM_026631) X = 0.098; Truncation = N
+ H

− H

GCUAAGAUGAC | GGGAUCAUGGU

R
e
a
d
s

Ctbp2 (NM_009980) X = 0.098; Truncation = Y
+ H

− H

UAAAGAAUGGC | CAGAUCAUGAA

R
e
a
d
s

Tmem41b (NM_153525) X = 0.098; Truncation = N
+ H

− H

GCAGCCAUGGC | ACCGAAAUGUU

R
e
a
d
s

Rdbp (NM_001045863) X = 0.098; Truncation = Y
+ H

− H

GCCAACAUGUU | AGGAGCAUGUC

R
e
a
d
s

Arl2 (NM_019722) X = 0.097; Truncation = Y
+ H

− H

GGGAUCAUGGG | AAGAAGAUGAA

R
e
a
d
s

Cacybp (NM_009786) X = 0.097; Truncation = N
+ H

− H

GACGGCAUGGC | AACAAGAUGCA

R
e
a
d
s

Nbl1 (NM_008675) X = 0.097; Truncation = N
+ H

− H

GGCACAAUGCU | CCUGUCAUGUU

R
e
a
d
s

Gga2 (NM_028758) X = 0.096; Truncation = N
+ H

− H

GGGCAGAUGGC | CCAAGCAUGGC

R
e
a
d
s

Nudc (NM_010948) X = 0.096; Truncation = N
+ H

− H

AGCACGAUGGG | GACGGCAUGCU

R
e
a

d
s

Thumpd3 (NM_008188) X = 0.096; Truncation = Y
+ H

− H

UCCAUCAUGUC | CUGGGUAUGAA
R

e
a
d
s

Irf2bpl (NM_145836) X = 0.095; Truncation = N
+ H

− H

GGCAUCAUGUC | CCUCGCAUGCC

R
e
a
d
s

Rpl21 (NM_019647) X = 0.095; Truncation = N
+ H

− H

GCCAAAAUGAC | CGGUACAUGUU

R
e
a
d
s

Thumpd1 (NM_145585) X = 0.095; Truncation = Y
+ H

− H

GGAAGCAUGGC | UGCAACAUGAA

R
e
a
d
s

Bst2 (NM_198095) X = 0.094; Truncation = Y
+ H

− H

GAUCACAUGGC | GUGCCCAUGGA

R
e
a
d
s

Zfp498 (NM_001081431) X = 0.094; Truncation = N
+ H

− H

UUGAAGAUGCU | CUGGAGAUGGC

R
e
a
d
s

Hn1l (NM_198937) X = 0.093; Truncation = N
+ H

− H

GCCGACAUGUU | AGGUCCAUGAA
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R
e
a
d
s

Kif5b (NM_008448) X = 0.093; Truncation = N
+ H

− H

AGAAAGAUGGC | AAAGUGAUGUG

R
e
a
d
s

Ogfod1 (NM_001093757) X = 0.093; Truncation = N
+ H

− H

GAGAAGAUGAA | CGGCCAAUGAA

R
e
a
d
s

Rab34 (NM_033475) X = 0.092; Truncation = Y
+ H

− H

GACAAGAUGAA | UUUGAGAUGGA

R
e
a

d
s

Tspan9 (NM_175414) X = 0.091; Truncation = N
+ H

− H

UGCAACAUGGC | UACACGAUGUU

R
e
a
d
s

Map2k4 (NM_009157) X = 0.091; Truncation = N
+ H

− H

CCAACAAUGGC | AGCAGCAUGCA

R
e
a
d
s

Trim27 (NM_009054) X = 0.089; Truncation = N
+ H

− H

CGCGCCAUGGC | GAGCCUAUGAU

R
e
a
d
s

Hdac6 (NM_001130416) X = 0.089; Truncation = Y
+ H

− H

UCAGCCAUGAC | GGCAAAAUGAA

R
e
a
d
s

Ctsd (NM_009983) X = 0.088; Truncation = N
+ H

− H

GCGACCAUGAA | CGGACUAUGAC

R
e
a
d
s

Lrif1 (NM_001039488) X = 0.088; Truncation = N
+ H

− H

UCUAAAAUGUC | GGGUGCAUGUA

R
e
a
d
s

Rrp15 (NM_026041) X = 0.088; Truncation = Y
+ H

− H

GCCAAGAUGGC | AAAAAGAUGAA

R
e
a
d
s

Spryd7 (NM_025697) X = 0.087; Truncation = N
+ H

− H

UACGCCAUGGC | AAGGAGAUGCC

R
e
a
d
s

Rpusd4 (NM_028040) X = 0.087; Truncation = Y
+ H

− H

GCCAAGAUGGC | UUGAGUAUGAG

R
e
a
d
s

Mrpl12 (NM_027204) X = 0.087; Truncation = N
+ H

− H

GGAGCUAUGCU | CAACAGAUGCC

R
e
a

d
s

Slc38a10 (NM_001164798) X = 0.087; Truncation = N
+ H

− H

CUCAAAAUGAC | CUCACCAUGCC
R

e
a
d
s

Cox5b (NM_009942) X = 0.086; Truncation = N
+ H

− H

GGCGAGAUGGC | CGCUCCAUGGC

R
e
a
d
s

Pfdn5 (NM_027044) X = 0.086; Truncation = N
+ H

− H

CCCAACAUGGC | CUGGAAAUGCU

R
e
a
d
s

Cad (NM_023525) X = 0.086; Truncation = N
+ H

− H

GACCCGAUGGC | ACCGGCAUGGU

R
e
a
d
s

Dlgap5 (NM_144553) X = 0.085; Truncation = N
+ H

− H

UUCAGGAUGCU | ACUGAGAUGGU

R
e
a
d
s

Rpap3 (NM_028003) X = 0.085; Truncation = N
+ H

− H

GACACGAUGAC | GACUUCAUGAG

R
e
a
d
s

Psmg1 (NM_019537) X = 0.085; Truncation = N
+ H

− H

GGGACCAUGGC | UUUGUUAUGAA
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R
e
a
d
s

Ggnbp2 (NM_153144) X = 0.084; Truncation = N
+ H

− H

GGGACGAUGGC | CUGACGAUGGU

R
e
a
d
s

Med28 (NM_025895) X = 0.084; Truncation = N
+ H

− H

GCAGACAUGGC | GGAGGGAUGUU

R
e
a
d
s

Ckap2 (NM_001004140) X = 0.084; Truncation = Y
+ H

− H

UAAGCGAUGGC | CAGAAAAUGAU

R
e
a

d
s

Hmgb2 (NM_008252) X = 0.083; Truncation = N
+ H

− H

GUCGUCAUGGG | GGCAAAAUGUC

R
e
a
d
s

Rab6a (NM_001163663) X = 0.081; Truncation = N
+ H

− H

UCCAUCAUGUC | CGAUUCAUGUA

R
e
a
d
s

Nedd8 (NM_008683) X = 0.08; Truncation = N
+ H

− H

AAGAAGAUGCU | AAGCAAAUGAA

R
e
a
d
s

Trrap (NM_001081362) X = 0.08; Truncation = N
+ H

− H

AGAAAGAUGGC | ACUCUGAUGAA

R
e
a
d
s

Acp2 (NM_007387) X = 0.08; Truncation = N
+ H

− H

ACAGUGAUGGC | CUUGGCAUGUG

R
e
a
d
s

Med4 (NM_026119) X = 0.08; Truncation = Y
+ H

− H

GGGGCGAUGGC | GAGCGGAUGGG

R
e
a
d
s

D14Abb1e (NM_001114879) X = 0.08; Truncation = Y
+ H

− H

CGCGCGAUGGC | GACGGGAUGAA

R
e
a
d
s

Ubr4 (NM_001160319) X = 0.079; Truncation = N
+ H

− H

CGAAAGAUGGC | UUCGAGAUGAA

R
e
a
d
s

Hist1h3f (NM_013548) X = 0.079; Truncation = N
+ H

− H

GUAGAAAUGGC | GCCGUCAUGGC

R
e
a
d
s

Rbm22 (NM_025776) X = 0.079; Truncation = N
+ H

− H

CCCGAUAUGGC | AUACGAAUGAC

R
e
a

d
s

Fermt2 (NM_146054) X = 0.078; Truncation = N
+ H

− H

GGAGCCAUGGC | AUAAGGAUGCC
R

e
a
d
s

Hist1h3h (NM_178206) X = 0.078; Truncation = N
+ H

− H

GUUACCAUGGC | GCCGUCAUGGC

R
e
a
d
s

Lap3 (NM_024434) X = 0.078; Truncation = N
+ H

− H

GAGAAGAUGUA | GCAGACAUGAC

R
e
a
d
s

Tomm22 (NM_172609) X = 0.077; Truncation = Y
+ H

− H

ACAGCCAUGGC | ACGGAGAUGUU

R
e
a
d
s

Atp5d (NM_025313) X = 0.077; Truncation = N
+ H

− H

GCCACCAUGUU | CGCCUGAUGCU

R
e
a
d
s

Snrpd1 (NM_009226) X = 0.076; Truncation = N
+ H

− H

GCUAGGAUGAA | UUUUUGAUGAA

R
e
a
d
s

Gadd45a (NM_007836) X = 0.076; Truncation = N
+ H

− H

UGCAAUAUGAC | GAAAGGAUGGA
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R
e
a
d
s

Cenpa (NM_007681) X = 0.076; Truncation = N
+ H

− H

CCAGCCAUGGG | AAAUUCAUGUG

R
e
a
d
s

Dus2l (NM_025518) X = 0.075; Truncation = N
+ H

− H

GCAGGAAUGAU | GCCCCGAUGGU

R
e
a
d
s

Nufip1 (NM_013745) X = 0.075; Truncation = N
+ H

− H

GGUGGCAUGGC | UGGGCCAUGCU

R
e
a

d
s

Fbxo30 (NM_027968) X = 0.074; Truncation = N
+ H

− H

GCCAUUAUGGA | CACUGUAUGAA

R
e
a
d
s

Atp5g2 (NM_026468) X = 0.074; Truncation = N
+ H

− H

CUGAAAAUGUA | CCACAGAUGCC

R
e
a
d
s

Susd2 (NM_001162913) X = 0.074; Truncation = N
+ H

− H

CACACCAUGAA | AUUUUGAUGCU

R
e
a
d
s

Pias4 (NM_021501) X = 0.074; Truncation = N
+ H

− H

GCCAAGAUGGC | AAAAACAUGGU

R
e
a
d
s

2900053A13Rik (NM_001195244) X = 0.073; Truncation = N
+ H

− H

AGCGAGAUGGG | UUUCGGAUGUC

R
e
a
d
s

Emp1 (NM_010128) X = 0.073; Truncation = N
+ H

− H

GCCAAGAUGUU | GCCAUUAUGCU

R
e
a
d
s

Llph (NM_025431) X = 0.073; Truncation = Y
+ H

− H

UGAAGCAUGGC | AGGAAGAUGCG

R
e
a
d
s

Adat2 (NM_025748) X = 0.072; Truncation = Y
+ H

− H

GGAGGUAUGGA | AAGUGGAUGGA

R
e
a
d
s

Adrm1 (NM_019822) X = 0.072; Truncation = N
+ H

− H

GCCAGGAUGAC | GGAAAAAUGUC

R
e
a
d
s

Tram1 (NM_028173) X = 0.072; Truncation = N
+ H

− H

UCCACCAUGGC | CUGGCGAUGCU

R
e
a

d
s

Bsg (NM_001077184) X = 0.072; Truncation = N
+ H

− H

GGCGACAUGGC | CGCUGGAUGAG
R

e
a
d
s

Glul (NM_008131) X = 0.071; Truncation = N
+ H

− H

UCCACCAUGGC | AAGCAAAUGUA

R
e
a
d
s

Plaur (NM_011113) X = 0.071; Truncation = N
+ H

− H

GAACCCAUGGG | CAGUGCAUGCA

R
e
a
d
s

1810009A15Rik (NM_025463) X = 0.071; Truncation = N
+ H

− H

GUAGCCAUGGC | GCAGCCAUGGA

R
e
a
d
s

Aldh7a1 (NM_138600) X = 0.071; Truncation = Y
+ H

− H

CUCAGUAUGUG | GCCCACAUGUC

R
e
a
d
s

Kdelr1 (NM_133950) X = 0.071; Truncation = N
+ H

− H

CCAGUCAUGAA | ACCUGCAUGAA

R
e
a
d
s

Atp6v0b (NM_033617) X = 0.069; Truncation = N
+ H

− H

GCUGCCAUGAC | GCCUGCAUGGU
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R
e
a
d
s

Ctxn1 (NM_183315) X = 0.069; Truncation = N
+ H

− H

UGAGCUAUGAG | CUGUUGAUGGU

R
e
a
d
s

Slc25a11 (NM_024211) X = 0.068; Truncation = Y
+ H

− H

GGGGCGAUGGC | GGCCGGAUGGA

R
e
a
d
s

Hells (NM_008234) X = 0.068; Truncation = N
+ H

− H

CCAGAGAUGGC | CCAGCCAUGCU

R
e
a

d
s

Snip1 (NM_175246) X = 0.067; Truncation = N
+ H

− H

CGCAGGAUGAA | UACCCCAUGGU

R
e
a
d
s

Cyb5b (NM_025558) X = 0.067; Truncation = N
+ H

− H

GAUCCCAUGGC | ACGUGGAUGGU

R
e
a
d
s

Erlin2 (NM_153592) X = 0.065; Truncation = N
+ H

− H

UCACUGAUGGC | CAUCUCAUGCU

R
e
a
d
s

Prpf8 (NM_138659) X = 0.065; Truncation = N
+ H

− H

CCCGGCAUGGC | GAUUAUAUGUC

R
e
a
d
s

Cib1 (NM_011870) X = 0.064; Truncation = N
+ H

− H

GCGGCGAUGGG | AUCUGCAUGGU

R
e
a
d
s

Clcn2 (NM_009900) X = 0.063; Truncation = N
+ H

− H

ACCGAGAUGGC | GAAGGGAUGGA

R
e
a
d
s

Trim25 (NM_009546) X = 0.063; Truncation = N
+ H

− H

AGCGCGAUGGC | UUCUGCAUGUC

R
e
a
d
s

Tmed9 (NM_026211) X = 0.062; Truncation = Y
+ H

− H

GGCAAGAUGGC | AGAGGGAUGCG

R
e
a
d
s

Pawr (NM_054056) X = 0.062; Truncation = N
+ H

− H

GGGAACAUGGC | GAGAAGAUGCG

R
e
a
d
s

Snrpe (NM_009227) X = 0.061; Truncation = N
+ H

− H

UCCACCAUGGC | AAGGUGAUGGU

R
e
a

d
s

Sip1 (NM_025656) X = 0.061; Truncation = N
+ H

− H

AGAACCAUGGC | GAGUUGAUGCC
R

e
a
d
s

Fam64a (NM_144526) X = 0.06; Truncation = N
+ H

− H

AAGCACAUGGC | CAGGGCAUGAG

R
e
a
d
s

Faf2 (NM_178397) X = 0.06; Truncation = N
+ H

− H

GGCAAAAUGGC | GAGUCCAUGGA

R
e
a
d
s

Txlng (NM_178935) X = 0.059; Truncation = N
+ H

− H

CACCUCAUGGC | GGCACAAUGGA

R
e
a
d
s

Gpa33 (NM_021610) X = 0.059; Truncation = N
+ H

− H

CAGACCAUGUU | GUGUGGAUGUU

R
e
a
d
s

Haus2 (NM_025475) X = 0.059; Truncation = N
+ H

− H

GAAGCCAUGGC | AAGGAGAUGUU

R
e
a
d
s

Grpel2 (NM_021296) X = 0.058; Truncation = N
+ H

− H

UGGAACAUGGC | GGGGCUAUGUC
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R
e
a
d
s

Gaa (NM_001159324) X = 0.057; Truncation = N
+ H

− H

UUCACCAUGAA | CAUCUCAUGCU

R
e
a
d
s

Pdhb (NM_024221) X = 0.057; Truncation = Y
+ H

− H

GGCAAGAUGGC | CAAGGUAUGGA

R
e
a
d
s

Alg1 (NM_145362) X = 0.056; Truncation = N
+ H

− H

GCCAAGAUGGC | CGGCACAUGGU

R
e
a

d
s

Kdsr (NM_027534) X = 0.055; Truncation = Y
+ H

− H

GCAGAGAUGUU | CUCUACAUGGU

R
e
a
d
s

Ddx28 (NM_028038) X = 0.054; Truncation = N
+ H

− H

GGAAAUAUGGC | CUCGGGAUGAG

R
e
a
d
s

Sf3a2 (NM_013651) X = 0.054; Truncation = N
+ H

− H

UGCAUCAUGGA | UAUUUUAUGAA

R
e
a
d
s

Mfge8 (NM_001045489) X = 0.054; Truncation = N
+ H

− H

CGCAGCAUGCA | UGCGGCAUGCU

R
e
a
d
s

Nid2 (NM_008695) X = 0.053; Truncation = Y
+ H

− H

GUGAGCAUGUU | CUGGUGAUGCU

R
e
a
d
s

Hist1h4i (NM_175656) X = 0.053; Truncation = N
+ H

− H

UUCAUCAUGUC | ACCGCCAUGGA

R
e
a
d
s

Dnajc24 (NM_026992) X = 0.051; Truncation = N
+ H

− H

ACGCUGAUGGC | GCAAAUAUGUC

R
e
a
d
s

Cyba (NM_007806) X = 0.051; Truncation = N
+ H

− H

CUCGUCAUGGG | UGGGCCAUGUG

R
e
a
d
s

Tfeb (NM_001161722) X = 0.051; Truncation = N
+ H

− H

GCUGCCAUGGC | CUGCGCAUGCA

R
e
a
d
s

Cst3 (NM_009976) X = 0.051; Truncation = N
+ H

− H

CCAACCAUGGC | CCGCGAAUGUU

R
e
a

d
s

Polr1e (NM_022811) X = 0.049; Truncation = Y
+ H

− H

GAGCUCAUGGC | CCUGGGAUGGA
R

e
a
d
s

Arfip2 (NM_029802) X = 0.049; Truncation = N
+ H

− H

CUAGCCAUGAC | GCCACAAUGGA

R
e
a
d
s

Galt (NM_016658) X = 0.049; Truncation = N
+ H

− H

GACGCCAUGGC | CAUCGCAUGAA

R
e
a
d
s

Tmem238 (NM_029384) X = 0.049; Truncation = Y
+ H

− H

AGGGCCAUGGC | UGCCGCAUGGC

R
e
a
d
s

Klf10 (NM_013692) X = 0.048; Truncation = N
+ H

− H

CCAACCAUGCU | GGGAAAAUGGA

R
e
a
d
s

Wls (NM_026582) X = 0.048; Truncation = N
+ H

− H

GCAGAAAUGGC | GAAAACAUGAG

R
e
a
d
s

Gpt2 (NM_173866) X = 0.048; Truncation = N
+ H

− H

UUCGCGAUGCA | GAGUCCAUGAA
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R
e
a
d
s

Tmem33 (NM_028975) X = 0.047; Truncation = N
+ H

− H

UCUCCCAUGGC | CAAUUCAUGAU

R
e
a
d
s

Ctnnb1 (NM_001165902) X = 0.046; Truncation = N
+ H

− H

UGGACAAUGGC | GACCUGAUGGA

R
e
a
d
s

Oip5 (NM_001042653) X = 0.045; Truncation = Y
+ H

− H

AGAAAUAUGGC | UCCUCCAUGGA

R
e
a

d
s

Mrpl39 (NM_017404) X = 0.045; Truncation = N
+ H

− H

GAAGCCAUGGC | ACAGAAAUGCG

R
e
a
d
s

Ndufa6 (NM_025987) X = 0.045; Truncation = N
+ H

− H

GGCAAGAUGGC | CACUUAAUGCA

R
e
a
d
s

Zfp593 (NM_024215) X = 0.045; Truncation = N
+ H

− H

CUGAUCAUGGG | CGCCAGAUGAA

R
e
a
d
s

Vps33b (NM_178070) X = 0.043; Truncation = N
+ H

− H

GCUGCCAUGGC | UUCUCUAUGCU

R
e
a
d
s

Tmx1 (NM_028339) X = 0.043; Truncation = N
+ H

− H

GCUGACAUGGC | CGUCUUAUGGU

R
e
a
d
s

Ier3ip1 (NM_025409) X = 0.043; Truncation = N
+ H

− H

GUAACUAUGGC | UCCCUGAUGCA

R
e
a
d
s

Nudt9 (NM_028794) X = 0.043; Truncation = Y
+ H

− H

GCGCCGAUGGC | AACAUCAUGUC

R
e
a
d
s

Gtpbp4 (NM_027000) X = 0.042; Truncation = N
+ H

− H

GCCGGCAUGGC | UUUUAUAUGAG

R
e
a
d
s

Hist1h3i (NM_178207) X = 0.042; Truncation = Y
+ H

− H

ACUGAGAUGGC | GCUGUCAUGGC

R
e
a
d
s

Lin28a (NM_145833) X = 0.042; Truncation = N
+ H

− H

ACGACCAUGGG | GUGCGCAUGGG

R
e
a

d
s

Phb2 (NM_007531) X = 0.042; Truncation = N
+ H

− H

UCAGACAUGGC | CGGGGCAUGGG
R

e
a
d
s

Prom1 (NM_001163578) X = 0.042; Truncation = N
+ H

− H

ACAACUAUGGC | GGGGCUAUGAA

R
e
a
d
s

Mpv17l2 (NM_183170) X = 0.041; Truncation = N
+ H

− H

GCGGCGAUGGC | GUGCUCAUGGC

R
e
a
d
s

Sdhaf2 (NM_025333) X = 0.041; Truncation = N
+ H

− H

AGAGAGAUGGC | AAAGACAUGAU

R
e
a
d
s

Fubp3 (NM_001033389) X = 0.04; Truncation = N
+ H

− H

UUGGCUAUGGC | GUGGGCAUGAA

R
e
a
d
s

Fam134a (NM_170755) X = 0.04; Truncation = N
+ H

− H

GCGGUGAUGGC | CUCGGCAUGGG

R
e
a
d
s

Mphosph8 (NM_023773) X = 0.039; Truncation = Y
+ H

− H

UCUGUGAUGGC | GAGGGCAUGAG



0

100

200

50 100 150 200 250 300
0

100

200

0

50

100

100 120 140 160 180 200 220 240 260 280
0

50

100

0

1000

2000

20 40 60 80 100 120 140 160 180 200
0

1000

2000

0

500

280 300 320 340 360 380 400 420 440
0

500

0

50

100

100 150 200 250 300
0

50

100

0

100

200

120 140 160 180 200 220 240 260 280 300
0

100

200

0

200

400

0 20 40 60 80 100 120 140 160 180 200
0

200

400

0

100

200

0 20 40 60 80 100 120 140 160
0

100

200

0

100

200

80 100 120 140 160 180 200 220 240
0

100

200

0

100

200

120 140 160 180 200 220 240 260 280
0

100

200

0

1000

2000

20 40 60 80 100 120 140 160 180
0

1000

2000

0

100

200

100 200 300 400 500 600
0

100

200

0

100

200

0 20 40 60 80 100 120 140 160 180 200
0

100

200

0

50

100

40 60 80 100 120 140 160 180 200 220 240 260
0

50

100

0

200

400

0 20 40 60 80 100 120 140
0

200

400

0

200

400

0 20 40 60 80 100 120
0

200

400

0

200

400

80 100 120 140 160 180 200 220 240 260 280
0

200

400

0

200

400

250 300 350 400
0

200

400

0

200

400

160 180 200 220 240 260 280 300 320 340 360
0

200

400

0

500

50 100 150 200
0

500

R
e
a
d
s

Bloc1s1 (NM_015740) X = 0.038; Truncation = N
+ H

− H

UCGACCAUGCU | GCCUACAUGAA

R
e
a
d
s

Lin37 (NM_029377) X = 0.038; Truncation = N
+ H

− H

CAAAUCAUGUU | UCAGAGAUGGA

R
e
a
d
s

Atpif1 (NM_007512) X = 0.038; Truncation = N
+ H

− H

AAGACAAUGGC | UGGGGUAUGAA

R
e
a

d
s

Cops5 (NM_013715) X = 0.037; Truncation = N
+ H

− H

UCGGCCAUGGC | AGUGGUAUGGC

R
e
a
d
s

Gprc5a (NM_181444) X = 0.037; Truncation = N
+ H

− H

ACCAGAAUGAC | GCUUGCAUGUU

R
e
a
d
s

Ccdc6 (NM_001111121) X = 0.037; Truncation = N
+ H

− H

CCAGCCAUGGC | GCAGCCAUGCA

R
e
a
d
s

Lactb2 (NM_145381) X = 0.036; Truncation = N
+ H

− H

AGAGAGAUGGC | GGUCCCAUGAC

R
e
a
d
s

Pmm2 (NM_016881) X = 0.036; Truncation = Y
+ H

− H

GGAGAAAUGGC | UUCGACAUGGA

R
e
a
d
s

Anxa6 (NM_001110211) X = 0.036; Truncation = N
+ H

− H

GAGACCAUGGC | GGUGCCAUGUA

R
e
a
d
s

Thada (NM_183021) X = 0.036; Truncation = N
+ H

− H

UGUAAGAUGGG | AGAGAAAUGCA

R
e
a
d
s

Cct8 (NM_009840) X = 0.036; Truncation = N
+ H

− H

CGAGCCAUGGC | GCCCAGAUGCU

R
e
a
d
s

Chaf1a (NM_013733) X = 0.035; Truncation = Y
+ H

− H

GCGGAGAUGUU | UGUCACAUGGA

R
e
a
d
s

Mzt1 (NM_175245) X = 0.034; Truncation = N
+ H

− H

CUCUCCAUGGC | GAGACCAUGGA

R
e
a

d
s

Me2 (NM_145494) X = 0.034; Truncation = N
+ H

− H

GAGAAGAUGUU | CCACUCAUGUU
R

e
a
d
s

Mphosph6 (NM_026758) X = 0.034; Truncation = N
+ H

− H

UCCAACAUGGC | CUGCGCAUGAA

R
e
a
d
s

Commd10 (NM_178377) X = 0.033; Truncation = N
+ H

− H

UCAAGGAUGGC | CCCAGCAUGAA

R
e
a
d
s

Ezh2 (NM_001146689) X = 0.032; Truncation = N
+ H

− H

AUAAUCAUGGG | GAGUACAUGAG

R
e
a
d
s

Kpna4 (NM_008467) X = 0.032; Truncation = N
+ H

− H

CCGGCCAUGGC | GAGACUAUGAG

R
e
a
d
s

Snd1 (NM_019776) X = 0.031; Truncation = N
+ H

− H

CCACACAUGGC | GUCAAGAUGGU

R
e
a
d
s

Mrpl34 (NM_053162) X = 0.031; Truncation = Y
+ H

− H

CUGGAUAUGGC | GUCUGGAUGGG
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R
e
a
d
s

Tmem88 (NM_025915) X = 0.031; Truncation = N
+ H

− H

CAGGCCAUGGC | GUCAUCAUGUU

R
e
a
d
s

Thoc3 (NM_028597) X = 0.03; Truncation = N
+ H

− H

GGAGGCAUGGC | GGCUCGAUGGC

R
e
a
d
s

Agfg1 (NM_010472) X = 0.03; Truncation = N
+ H

− H

GCGGCCAUGGC | CUGAAGAUGCU

R
e
a

d
s

Pttg1ip (NM_145925) X = 0.03; Truncation = N
+ H

− H

CUCACCAUGGC | UGGGUGAUGCU

R
e
a
d
s

Wdr83 (NM_026399) X = 0.03; Truncation = N
+ H

− H

AAAAGUAUGGC | AAACGGAUGAA

R
e
a
d
s

Pabpn1 (NM_019402) X = 0.03; Truncation = Y
+ H

− H

GCGGCGAUGGC | AGGGAGAUGGA

R
e
a
d
s

Dnajc8 (NM_172400) X = 0.029; Truncation = Y
+ H

− H

GGGAAAAUGGC | GCAUUUAUGAC

R
e
a
d
s

Ppp1r11 (NM_029632) X = 0.029; Truncation = N
+ H

− H

UUAGCCAUGGC | CUAACUAUGAA

R
e
a
d
s

Selrc1 (NM_027250) X = 0.029; Truncation = N
+ H

− H

GGAAUCAUGGC | GAGAACAUGGA

R
e
a
d
s

Uba5 (NM_025692) X = 0.028; Truncation = N
+ H

− H

CCAGCCAUGGC | CAGGAGAUGAG

R
e
a
d
s

Hsbp1 (NM_024219) X = 0.028; Truncation = N
+ H

− H

GGGGAGAUGGC | AAGACCAUGCA

R
e
a
d
s

1600012H06Rik (NM_001083880) X = 0.027; Truncation = N
+ H

− H

CCAGCGAUGGC | CUGUUGAUGAU

R
e
a
d
s

Ppp1r7 (NM_023200) X = 0.026; Truncation = N
+ H

− H

GCCAAUAUGGC | CAGGAGAUGAU

R
e
a

d
s

Mcl1 (NM_008562) X = 0.026; Truncation = N
+ H

− H

CCGACCAUGUU | GAGGAGAUGGC
R

e
a
d
s

Commd1 (NM_144514) X = 0.025; Truncation = N
+ H

− H

UUAGCCAUGGC | GCGAAGAUGAG

R
e
a
d
s

Mrpl36 (NM_053163) X = 0.025; Truncation = N
+ H

− H

CUCGGCAUGGC | CGACAAAUGUA

R
e
a
d
s

Nt5c (NM_015807) X = 0.025; Truncation = N
+ H

− H

GUGGCAAUGGC | GUGGACAUGGA

R
e
a
d
s

Lsm12 (NM_172947) X = 0.024; Truncation = N
+ H

− H

CCCAAGAUGGC | UCCAAAAUGCU

R
e
a
d
s

Yy1 (NM_009537) X = 0.023; Truncation = N
+ H

− H

UCAGCCAUGGC | UCGGAGAUGCC

R
e
a
d
s

Mrps23 (NM_024174) X = 0.023; Truncation = N
+ H

− H

GUGGCCAUGGC | GAUCUGAUGCG
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R
e
a
d
s

Tmem126b (NM_026734) X = 0.023; Truncation = N
+ H

− H

GCUAAGAUGGC | AUCAAGAUGGC

R
e
a
d
s

Nfkbia (NM_010907) X = 0.023; Truncation = N
+ H

− H

ACAGCCAUGUU | UGGGCCAUGGA

R
e
a
d
s

Smarcd1 (NM_031842) X = 0.023; Truncation = N
+ H

− H

GGGAAGAUGGC | GUGCGAAUGGG

R
e
a

d
s

Hmgcr (NM_008255) X = 0.023; Truncation = N
+ H

− H

GCUACAAUGUU | UUCCGGAUGCA

R
e
a
d
s

Bop1 (NM_013481) X = 0.022; Truncation = N
+ H

− H

CGCAGCAUGGC | CCCCACAUGUC

R
e
a
d
s

Tanc1 (NM_198294) X = 0.022; Truncation = Y
+ H

− H

UUGAAAAUGCU | GUCUCUAUGUC

R
e
a
d
s

Nop10 (NM_025403) X = 0.021; Truncation = Y
+ H

− H

GCAGUUAUGUU | GACCCUAUGGG

R
e
a
d
s

Sirt1 (NM_001159589) X = 0.021; Truncation = N
+ H

− H

UGGAAGAUGGC | GCCGCCAUGGA

R
e
a
d
s

Gadd45b (NM_008655) X = 0.021; Truncation = N
+ H

− H

UGCAUCAUGAC | CAGAAGAUGCA

R
e
a
d
s

Rnf169 (NM_175388) X = 0.02; Truncation = N
+ H

− H

AACAAGAUGGC | GACGAGAUGGC

R
e
a
d
s

Ak2 (NM_001033966) X = 0.02; Truncation = N
+ H

− H

GAAGACAUGGC | GGGGACAUGCU

R
e
a
d
s

Mkrn1 (NM_018810) X = 0.02; Truncation = Y
+ H

− H

ACAGUAAUGGC | UACUUUAUGCA

R
e
a
d
s

Timm9 (NM_001024854) X = 0.02; Truncation = N
+ H

− H

AAGAAUAUGGC | UUAAAAAUGAC

R
e
a

d
s

Kdm4a (NM_001161823) X = 0.019; Truncation = N
+ H

− H

GACAAGAUGGC | CGGAUCAUGAC
R

e
a
d
s

Nr0b1 (NM_007430) X = 0.019; Truncation = N
+ H

− H

CAGGCCAUGGC | CUACUGAUGAG

R
e
a
d
s

Kif1a (NM_001110315) X = 0.019; Truncation = N
+ H

− H

ACAGAAAUGGC | CGGGAAAUGAG

R
e
a
d
s

Fbxo28 (NM_175127) X = 0.019; Truncation = N
+ H

− H

CCCAAGAUGGC | GAGCGGAUGGC

R
e
a
d
s

Tmem59 (NM_029565) X = 0.019; Truncation = N
+ H

− H

AACAAGAUGGC | UUGACUAUGGC

R
e
a
d
s

Pfdn2 (NM_011070) X = 0.019; Truncation = N
+ H

− H

GGGAAGAUGGC | CUGGAGAUGGA

R
e
a
d
s

Pdhx (NM_175094) X = 0.018; Truncation = N
+ H

− H

GGGAAGAUGGC | GUCCUAAUGCC
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R
e
a
d
s

Sntb2 (NM_009229) X = 0.018; Truncation = Y
+ H

− H

CCGGCCAUGGC | AACCGGAUGCC

R
e
a
d
s

4930471M23Rik (NM_175675) X = 0.018; Truncation = N
+ H

− H

ACCACUAUGGC | GGGCUUAUGCU

R
e
a
d
s

Glg1 (NM_009149) X = 0.018; Truncation = N
+ H

− H

CCCAAGAUGGC | CGGGGGAUGUU

R
e
a

d
s

Tagln (NM_011526) X = 0.017; Truncation = N
+ H

− H

CUCAACAUGGC | UACGGCAUGAG

R
e
a
d
s

Phax (NM_019996) X = 0.017; Truncation = Y
+ H

− H

GGGAAGAUGGC | GGCGACAUGGA

R
e
a
d
s

Atp6v0e (NM_025272) X = 0.017; Truncation = Y
+ H

− H

GCAGGCAUGGC | AUCGUGAUGAG

R
e
a
d
s

Appbp2 (NM_025825) X = 0.017; Truncation = N
+ H

− H

GGGAAGAUGGC | GCUCUGAUGGA

R
e
a
d
s

Tcerg1 (NM_001039474) X = 0.017; Truncation = N
+ H

− H

UCUGUAAUGGC | CUGAGGAUGGC

R
e
a
d
s

Terf1 (NM_009352) X = 0.016; Truncation = Y
+ H

− H

UUUAACAUGGC | AGAGAGAUGGA

R
e
a
d
s

Lpcat3 (NM_145130) X = 0.016; Truncation = N
+ H

− H

GUUAAGAUGGC | GGGGACAUGGG

R
e
a
d
s

Dtymk (NM_001105667) X = 0.015; Truncation = N
+ H

− H

CGGGCGAUGGC | CAGCUCAUGGA

R
e
a
d
s

Rala (NM_019491) X = 0.015; Truncation = N
+ H

− H

AACAGGAUGGC | GUCAUCAUGGU

R
e
a
d
s

Mthfd1 (NM_138745) X = 0.014; Truncation = N
+ H

− H

AAGGCCAUGGC | ACUCGGAUGCA

R
e
a

d
s

Cnih (NM_009919) X = 0.014; Truncation = Y
+ H

− H

CCGGCCAUGGC | UGCUAUAUGCU
R

e
a
d
s

Ctnnd1 (NM_001085449) X = 0.014; Truncation = Y
+ H

− H

CCCAGGAUGCA | GGAGCCAUGUC

R
e
a
d
s

Usp5 (NM_013700) X = 0.013; Truncation = N
+ H

− H

GGUGUCAUGGC | AUCUGCAUGAA

R
e
a
d
s

Fbxo21 (NM_145564) X = 0.013; Truncation = N
+ H

− H

GACAAGAUGGC | AGCGCUAUGGA

R
e
a
d
s

Trappc2l (NM_021502) X = 0.012; Truncation = N
+ H

− H

GCCAAUAUGGC | CACUACAUGGU

R
e
a
d
s

Rmi2 (NM_001162932) X = 0.012; Truncation = N
+ H

− H

CGCAGCAUGGC | GUGUGGAUGCA

R
e
a
d
s

Jam2 (NM_023844) X = 0.012; Truncation = Y
+ H

− H

GCGUAGAUGGC | CUCCUGAUGCU
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R
e
a
d
s

Leprot (NM_175036) X = 0.012; Truncation = N
+ H

− H

AGAGACAUGGC | UUUCUUAUGCU

R
e
a
d
s

Eci1 (NM_010023) X = 0.012; Truncation = Y
+ H

− H

UCCAAGAUGGC | GCAGUGAUGAA

R
e
a
d
s

Trmt11 (NM_028604) X = 0.012; Truncation = N
+ H

− H

GCUGCAAUGGC | UUGCUCAUGGC

R
e
a

d
s

Wdr20a (NM_027149) X = 0.012; Truncation = Y
+ H

− H

UCCAAGAUGGC | AAGGAGAUGAA

R
e
a
d
s

Spag7 (NM_001167669) X = 0.012; Truncation = N
+ H

− H

CCCAAGAUGGC | AGCUCCAUGGA

R
e
a
d
s

Arl8a (NM_026823) X = 0.011; Truncation = N
+ H

− H

GCGACCAUGAU | GAGGAAAUGGA

R
e
a
d
s

Akap1 (NM_001042541) X = 0.011; Truncation = N
+ H

− H

UCCAAGAUGGC | CCCGGAAUGCU

R
e
a
d
s

Ammecr1 (NM_019496) X = 0.011; Truncation = N
+ H

− H

UCCAAGAUGGC | CGGAAGAUGGU

R
e
a
d
s

Nup205 (NM_027513) X = 0.011; Truncation = N
+ H

− H

UCCAAGAUGGC | CUUGACAUGAU

R
e
a
d
s

Taf6 (NM_009315) X = 0.01; Truncation = N
+ H

− H

UCCAGCAUGGC | GAGUCCAUGAA

R
e
a
d
s

Alg5 (NM_025442) X = 0.01; Truncation = N
+ H

− H

UGCGGGAUGGC | ACAAAAAUGCC

R
e
a
d
s

Psmf1 (NM_212446) X = 0.01; Truncation = N
+ H

− H

ACAUCCAUGGC | CCAUCCAUGAG

R
e
a
d
s

Trp53inp1 (NM_001199105) X = 0.0099; Truncation = N
+ H

− H

UUAACAAUGUU | AAUAAAAUGUU

R
e
a

d
s

Acbd6 (NM_001145781) X = 0.0092; Truncation = Y
+ H

− H

GUGAACAUGGC | GGUGAUAUGGA
R

e
a
d
s

Haus4 (NM_145462) X = 0.0087; Truncation = N
+ H

− H

AACGAGAUGGC | GUAGAAAUGCU

R
e
a
d
s

Terf2 (NM_001083118) X = 0.0082; Truncation = N
+ H

− H

GGUAUCAUGGC | GACCCGAUGGC

R
e
a
d
s

Kdm3b (NM_001081256) X = 0.0081; Truncation = N
+ H

− H

CUGGCGAUGGC | CGGGCCAUGAG

R
e
a
d
s

Eif2a (NM_001005509) X = 0.0079; Truncation = N
+ H

− H

GACAAGAUGGC | CUGUACAUGGU

R
e
a
d
s

Ssrp1 (NM_001136081) X = 0.0075; Truncation = N
+ H

− H

GUGAACAUGGC | GGGUCCAUGAA

R
e
a
d
s

Impa1 (NM_018864) X = 0.0068; Truncation = Y
+ H

− H

GAGAUAAUGGC | GAGUGCAUGGA
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R
e
a
d
s

Tmem101 (NM_029649) X = 0.0066; Truncation = N
+ H

− H

CCCAAGAUGGC | CGCUGGAUGCU

R
e
a
d
s

Mvd (NM_138656) X = 0.0056; Truncation = N
+ H

− H

UCAGUUAUGGC | GACCUAAUGGU

R
e
a
d
s

Plaa (NM_172695) X = 0.0055; Truncation = N
+ H

− H

CUGGCCAUGGC | ACAGAAAUGCA

R
e
a

d
s

Park7 (NM_020569) X = 0.0051; Truncation = N
+ H

− H

AUAGAAAUGGC | GAGGAGAUGGA

R
e
a
d
s

Rnpc3 (NM_001038696) X = 0.0033; Truncation = N
+ H

− H

AGCUAGAUGGC | CCGCCGAUGCC

R
e
a
d
s

Maged1 (NM_019791) X = 0.0033; Truncation = N
+ H

− H

AGAGCUAUGGC | ACCUUGAUGGA

R
e
a
d
s

Chchd1 (NM_025366) X = 0.002; Truncation = Y
+ H

− H

UGCAAAAUGGC | ACGGAGAUGUC

R
e
a
d
s

Adnp2 (NM_175028) X = 0; Truncation = N
+ H

− H

UCCAAAAUGUU | GAGCUGAUGAA

R
e
a
d
s

Idh3g (NM_008323) X = 0; Truncation = N
+ H

− H

UUCGUCAUGGC | AAGGCAAUGCU

R
e
a
d
s

Ccndbp1 (NM_010761) X = 0; Truncation = N
+ H

− H

CCUGCGAUGGC | CGAGAAAUGUU

R
e
a
d
s

Dguok (NM_001162521) X = 0; Truncation = N
+ H

− H

GGUAGGAUGGC | AGGGCCAUGCA

R
e
a
d
s

Klhl22 (NM_145479) X = 0; Truncation = N
+ H

− H

GUCAGGAUGGC | AGAGGAAUGUU

R
e
a
d
s

Ubxn7 (NM_177633) X = 0; Truncation = N
+ H

− H

GGUAAGAUGGC | AAACAUAUGCU

R
e
a

d
s

Prnp (NM_011170) X = 0; Truncation = N
+ H

− H

GUCAUCAUGGC | GUGACUAUGUG
R

e
a
d
s

Psmb6 (NM_008946) X = 0; Truncation = N
+ H

− H

AGGAAGAUGGC | ACGAUCAUGGC

R
e
a
d
s

Sfr1 (NM_026377) X = 0; Truncation = Y
+ H

− H

GUGAGCAUGGC | UCCAAGAUGGA

R
e
a
d
s

Cldn6 (NM_018777) X = 0; Truncation = N
+ H

− H

CUCAUCAUGGC | CUGCCCAUGUG

R
e
a
d
s

Ctsz (NM_022325) X = 0; Truncation = N
+ H

− H

AGGAGCAUGGC | CUGCUGAUGUU

R
e
a
d
s

Msh2 (NM_008628) X = 0; Truncation = N
+ H

− H

UCGGAAAUGGC | GAGGGCAUGCC

R
e
a
d
s

Grwd1 (NM_153419) X = 0; Truncation = N
+ H

− H

UCGAAGAUGGC | GAACCCAUGGA
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R
e
a
d
s

Eif2b4 (NM_010122) X = 0; Truncation = Y
+ H

− H

ACAGUCAUGGC | UCCGAGAUGAA

R
e
a
d
s

Tagln2 (NM_178598) X = 0; Truncation = N
+ H

− H

CUCAGAAUGGC | UCUUCGAUGGC

R
e
a
d
s

Galk1 (NM_016905) X = 0; Truncation = N
+ H

− H

AGCGUCAUGGC | GCCUUCAUGGA

R
e
a

d
s

Tomm70a (NM_138599) X = 0; Truncation = N
+ H

− H

GUCGUCAUGGC | GCGGCGAUGGC

R
e
a
d
s

Pfn2 (NM_019410) X = 0; Truncation = N
+ H

− H

UCGAAGAUGGC | AACCUGAUGUG

R
e
a
d
s

Mpzl1 (NM_001001880) X = 0; Truncation = N
+ H

− H

AGCAGGAUGGC | GCCGCGAUGCU

R
e
a
d
s

Heatr2 (NM_001081265) X = 0; Truncation = N
+ H

− H

CUCAAGAUGGC | UUCCACAUGCA

R
e
a
d
s

Timm8b (NM_013897) X = 0; Truncation = N
+ H

− H

CCGACAAUGGC | CACUUCAUGGA

R
e
a
d
s

Hmgb3 (NM_008253) X = 0; Truncation = N
+ H

− H

GUCAGGAUGGC | GGCAAGAUGUC

R
e
a
d
s

Ndufa9 (NM_025358) X = 0; Truncation = N
+ H

− H

GAGAAGAUGGC | CUUCCAAUGUC

R
e
a
d
s

4931406C07Rik (NM_001199484) X = 0; Truncation = Y
+ H

− H

AGGAGAAUGGC | UUUCACAUGCC

R
e
a
d
s

Hnrnpm (NM_001109913) X = 0; Truncation = Y
+ H

− H

GAGAAAAUGGC | CCCAAAAUGGA

R
e
a
d
s

Lass5 (NM_028015) X = 0; Truncation = N
+ H

− H

CGUAAGAUGGC | GUGAGGAUGCU

R
e
a

d
s

Mms19 (NM_028152) X = 0; Truncation = Y
+ H

− H

AGCGUCAUGGC | GCGCCUAUGGG
R

e
a
d
s

Psmg2 (NM_134138) X = 0; Truncation = N
+ H

− H

GCAGUCAUGUU | CUCCUGAUGCC

R
e
a
d
s

Chd4 (NM_145979) X = 0; Truncation = Y
+ H

− H

AAGGGGAUGGC | GAGGAUAUGGA

R
e
a
d
s

Abcb7 (NM_009592) X = 0; Truncation = N
+ H

− H

CUCAAGAUGGC | GUCUCCAUGUG

R
e
a
d
s

Lman2 (NM_025828) X = 0; Truncation = N
+ H

− H

AGGAGAAUGGC | AGUUCCAUGCC

R
e
a
d
s

Lrpap1 (NM_013587) X = 0; Truncation = N
+ H

− H

AGGAAGAUGGC | CCGCUGAUGCU

R
e
a
d
s

Alkbh7 (NM_025538) X = 0; Truncation = N
+ H

− H

CUGAAGAUGGC | CUAGCGAUGCG
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R
e
a
d
s

2610528E23Rik (NM_025599) X = 0; Truncation = N
+ H

− H

ACGGGGAUGGC | ACGGAAAUGAC

R
e
a
d
s

Acadsb (NM_025826) X = 0; Truncation = N
+ H

− H

GCGAGGAUGGC | UGGCGUAUGGG

R
e
a
d
s

Ppil1 (NM_026845) X = 0; Truncation = N
+ H

− H

CUCAGCAUGGC | ACUAGCAUGGG

R
e
a

d
s

Sptlc1 (NM_009269) X = 0; Truncation = N
+ H

− H

CUGACCAUGGC | GUGGAGAUGGU

R
e
a
d
s

Cldn7 (NM_001193619) X = 0; Truncation = N
+ H

− H

AAGGAAAUGGC | UUUUCAAUGGC

R
e
a
d
s

Higd2a (NM_025933) X = 0; Truncation = N
+ H

− H

GUGGGUAUGGC | AACCCAAUGGU

R
e
a
d
s

Scand1 (NM_020255) X = 0; Truncation = N
+ H

− H

GUAGUCAUGGC | GUGGAGAUGCU

R
e
a
d
s

Tmem14c (NM_025387) X = 0; Truncation = N
+ H

− H

UGAACAAUGCA | CCAUUGAUGCC

R
e
a
d
s

Hmgcl (NM_008254) X = 0; Truncation = N
+ H

− H

GUGAAGAUGGC | UCCUCCAUGGG

R
e
a
d
s

Prmt1 (NM_001252476) X = 0; Truncation = N
+ H

− H

GUGAAGAUGGC | UGCAUCAUGGA

R
e
a
d
s

Akirin1 (NM_023423) X = 0; Truncation = N
+ H

− H

CGCGGGAUGGC | CGGCCCAUGGA

R
e
a
d
s

Ugcg (NM_011673) X = 0; Truncation = Y
+ H

− H

CGGGGGAUGGC | GAGGGAAUGGC

R
e
a
d
s

Pfdn1 (NM_026027) X = 0; Truncation = N
+ H

− H

UCCAAUAUGGC | GAGAUCAUGAC

R
e
a

d
s

Tmem222 (NM_025667) X = 0; Truncation = Y
+ H

− H

CGCGGGAUGGC | CCUCGGAUGGC
R

e
a
d
s

Armc8 (NM_001166138) X = 0; Truncation = N
+ H

− H

CUCAAGAUGGC | AUCCGCAUGAG

R
e
a
d
s

Emc3 (NM_175101) X = 0; Truncation = N
+ H

− H

GCGAAGAUGGC | GUGGGCAUGAU

R
e
a
d
s

Pelp1 (NM_029231) X = 0; Truncation = N
+ H

− H

GUGAAGAUGGC | GGGCUCAUGUG

R
e
a
d
s

Zdhhc20 (NM_029492) X = 0; Truncation = Y
+ H

− H

AGGAACAUGGC | UUUGUUAUGUU

R
e
a
d
s

Hist1h3a (NM_013550) X = 0; Truncation = N
+ H

− H

UUUGCUAUGGC | GCCGUCAUGGC

R
e
a
d
s

Vps51 (NM_001081041) X = 0; Truncation = Y
+ H

− H

GGAGCUAUGGC | CACGGGAUGCU
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R
e
a
d
s

Ppp2r4 (NM_138748) X = 0; Truncation = N
+ H

− H

GAGAAGAUGGC | CCAGAUAUGGG

R
e
a
d
s

Ube2c (NM_026785) X = 0; Truncation = N
+ H

− H

UCUGGGAUGGC | GAACUGAUGAU

R
e
a
d
s

Safb (NM_001163300) X = 0; Truncation = Y
+ H

− H

CCUGGAAUGGC | GUGCUGAUGGA

R
e
a

d
s

Chrac1 (NM_053068) X = 0; Truncation = N
+ H

− H

CGGAAGAUGGC | GUCAUCAUGAA

R
e
a
d
s

Xpnpep1 (NM_133216) X = 0; Truncation = N
+ H

− H

CACAGGAUGGC | CAAGCUAUGAG

R
e
a
d
s

Akr1b3 (NM_009658) X = 0; Truncation = N
+ H

− H

GCGAUCAUGGC | ACCAAGAUGCC

R
e
a
d
s

Pias1 (NM_019663) X = 0; Truncation = Y
+ H

− H

CGCAAGAUGGC | AAGCAAAUGGU

R
e
a
d
s

Qtrt1 (NM_021888) X = 0; Truncation = N
+ H

− H

CUGAAAAUGGC | CGAAUAAUGCG

R
e
a
d
s

Pcgf2 (NM_001163307) X = 0; Truncation = N
+ H

− H

GGCAUCAUGCA | CACCUCAUGUG

R
e
a
d
s

Polr1c (NM_009085) X = 0; Truncation = Y
+ H

− H

CGGAAGAUGGC | GAGGAGAUGCG

R
e
a
d
s

Adsl (NM_009634) X = 0; Truncation = N
+ H

− H

UUGAAAAUGGC | CGCGAGAUGUG

R
e
a
d
s

Ogt (NM_139144) X = 0; Truncation = N
+ H

− H

CUCCAGAUGGC | AAACGUAUGCU

R
e
a
d
s

Exosc4 (NM_175399) X = 0; Truncation = N
+ H

− H

UACAUCAUGGC | GCGCGGAUGGG

R
e
a

d
s

Zfp622 (NM_144523) X = 0; Truncation = N
+ H

− H

CCGGGGAUGGC | GCCGCCAUGGC
R

e
a
d
s

Klhl26 (NM_001122830) X = 0; Truncation = N
+ H

− H

CGGAAGAUGGC | AGGGCCAUGUU

R
e
a
d
s

Celf1 (NM_017368) X = 0; Truncation = N
+ H

− H

GAGGUGAUGGC | CCAGAAAUGAU

R
e
a
d
s

Hsf2bp (NM_028902) X = 0; Truncation = N
+ H

− H

GCGGCUAUGGC | CGGAACAUGGA

R
e
a
d
s

Gpc3 (NM_016697) X = 0; Truncation = N
+ H

− H

AGCAGGAUGGC | GUGGCGAUGCU

R
e
a
d
s

Hist1h3g (NM_145073) X = 0; Truncation = N
+ H

− H

CUUGCCAUGGC | GCCGUCAUGGC

R
e
a
d
s

Igbp1 (NM_008784) X = 0; Truncation = N
+ H

− H

CACAAGAUGGC | GCUGGAAUGUU
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R
e
a
d
s

Nek6 (NM_001159631) X = 0; Truncation = N
+ H

− H

UGCAGGAUGGC | AGCCACAUGCC

R
e
a
d
s

Krt19 (NM_008471) X = 0; Truncation = N
+ H

− H

CUCAUCAUGAC | UCAGCUAUGUC

R
e
a
d
s

Mpv17 (NM_008622) X = 0; Truncation = Y
+ H

− H

GGGAGCAUGGC | UCACUGAUGGG

R
e
a

d
s

Med7 (NM_001104530) X = 0; Truncation = N
+ H

− H

UCUACAAUGGG | CCUCCAAUGCA

R
e
a
d
s

Stat3 (NM_011486) X = 0; Truncation = N
+ H

− H

AGCAGGAUGGC | UUCCCCAUGGA

R
e
a
d
s

Bub1b (NM_009773) X = 0; Truncation = N
+ H

− H

UGCAGGAUGGC | GAAGCCAUGUG

R
e
a
d
s

Slc7a5 (NM_011404) X = 0; Truncation = N
+ H

− H

GAGAGCAUGGC | GAGAAGAUGUU

R
e
a
d
s

Arnt (NM_001037737) X = 0; Truncation = N
+ H

− H

UCGACCAUGGC | CCAGAAAUGAC

R
e
a
d
s

Pura (NM_008989) X = 0; Truncation = N
+ H

− H

AGCAUCAUGGC | CUCUCCAUGUC

R
e
a
d
s

Gng2 (NM_001038637) X = 0; Truncation = N
+ H

− H

GCUCCAAUGGC | CUGAAGAUGGA

R
e
a
d
s

Cd3eap (NM_145822) X = 0; Truncation = N
+ H

− H

GCUGGAAUGGC | ACGGAGAUGUC

R
e
a
d
s

Kctd5 (NM_027008) X = 0; Truncation = N
+ H

− H

AGGAUCAUGGC | GCUGGGAUGGG

R
e
a
d
s

Wbp2 (NM_016852) X = 0; Truncation = N
+ H

− H

GAGACUAUGGC | AUCCUAAUGUC

R
e
a

d
s

Prss23 (NM_029614) X = 0; Truncation = N
+ H

− H

CUCAGCAUGGC | GUGUUCAUGCA
R

e
a
d
s

Hadh (NM_008212) X = 0; Truncation = N
+ H

− H

UGAGCUAUGGC | CGCUCCAUGUC

R
e
a
d
s

Tmem47 (NM_138751) X = 0; Truncation = Y
+ H

− H

CCGGGCAUGGC | AGCGGCAUGGA

R
e
a
d
s

Gabarapl1 (NM_020590) X = 0; Truncation = N
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Smg6 (NM_001002764) X = 0; Truncation = N
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GCGAAGAUGGC | GAAAACAUGAA
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Srfbp1 (NM_026040) X = 0; Truncation = N
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CUGGAGAUGGC | UCCGCAAUGGU
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Ndufa13 (NM_023312) X = 0; Truncation = N
+ H
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GCAAGUAUGGC | CAGGACAUGCC
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Ube2t (NM_026024) X = 0; Truncation = N
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