
            

   

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

A  DROSHA 

Missense 
COSM1193574 
rs375227605 
COSM1067245 
COSM449525 
rs199846087 
COSM1661558 
COSM381026 
Frameshift 
COSM1436994 
Stop gained 
rs373494822 
COSM185379 

Missense 
rs181678202 
COSM738153 
rs201911246 
rs201276010 
COSM1067241 
COSM341977 
Frameshift 
COSM1436993 
Stop gained 
COSM1223870 
COSM1067239 
COSM1067237 
 

Missense 
rs267600599 
COSM274877 
COSM117394 
COSM76254 
COSM1186750 
COSM1067219 
COSM334648 
COSM1311088 

 

Missense 
COSM1287646 
COSM592191 
COSM1067215 
COSM1436989 
COSM1620220 
COSM1436988 
Stop gained 
COSM592192 

Missense 
COSM400644 
rs201161679 
COSM592193 
COSM280610 
COSM592194 
rs61751196 
rs376216811 
Stop gained 
COSM738165 

B  DGCR8 

Missense 
COSM1195273 
COSM1203436 
COSM1032184 
COSM725584 
Frameshift 
COSM1471408 

Missense 
rs143256550 
Frameshift 
COSM1535138 

RNA duplex 
unwinding 

 

Specific for 2- nt 3' 
overhangs, 

determines product 
length 

Domain of 
unknown function 

 

Intramolecular dimer 
process center, 

 pre-miRNA cleavage 

pre-miRNA 
binding 

Helicase ATP-ase 
Missense 
rs376657431 
COSM1516565 
COSM1238673 
Stop gained 
COSM297364 

Helicase C-terminal 
Missense 
rs368535616 
rs202029334 
rs4566088 
COSM1371856 
COSM24655 
rs143099538 
COSM225717 
rs148532788 
COSM959273 
COSM1477878 
Frameshift 
COSM959274 
Stop gained 
rs137852977 
COSM198659 
rs137852979 
 

Missense 
COSM388140 
COSM554122 
COSM959264 
COSM959263 
rs112390607 
COSM1608102 
COSM1608101 
Stop gained 
rs137852978 

Missense 
COSM388140 
COSM554122 
COSM959264 
COSM959263 
rs112390607 
COSM1608102 
COSM1608101 
Frameshift 
rs35252236 
rs34678453 
Stop gained 
COSM1579425 

Missense 
COSM244035 
COSM959250 
COSM959251 
COSM1371844 
COSM959249 
COSM304354 
COSM310568 
COSM1300934 
COSM213707 
COSM699753 
COSM120867 
COSM959247 
COSM959246 
COSM1371843 
COSM959244 
COSM959245 
COSM1203589 
COSM959243 
rs377685186 
 

Missense 
COSM699755 
COSM198650 
COSM959242 
 

pri-miRNA recognition 
and binding  

Drosha's Pro-rich 
domain binding 

Part of R–rich and RIIID domains 
= DGCR8 binding 

pri-miRNA 3' strand 
cleavage 

pri-miRNA 5' strand 
cleavage 

 

Intramolecular 
dimer process 

center 

dsRNA and DGCR8 
binding 

Pro-rich R-rich 

C  DICER DUF283 PAZ Helicase domain 

RIIIDa RIIIDb dsRBD 

WW dsRBD2 dsRBD1 

RIIIDa RIIIDb dsRBD 

http://www.ensembl.org/Homo_sapiens/Variation/Mappings?db=core;g=ENSG00000113360;r=5:31400604-31532303;t=ENST00000511367;v=COSM738165;vf=69127287;source=COSMIC
http://www.ensembl.org/Homo_sapiens/Variation/Mappings?db=core;g=ENSG00000100697;r=14:95552565-95624347;t=ENST00000526495;v=COSM959274;vf=69099672;source=COSMIC

