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This file contains: 

 Supplementary Figure S1: Clustering of sequences within ERV groups as defined 

using complete ERV sequences.  



 

 

Supplementary Figure S1: Clustering of sequences within the ERV groups as defined using complete 

ERV sequences. An unrooted Neighbour Joining tree was created from amino acid alignments of pol. 

Sequence IDs have been removed for clarity and only the group names are shown. The scale bar on 

the left indicates branch lengths and asterisks within the tree indicate bootstrap support values 

greater than 70%.  


