Additional File 3: Supplementary Figure S1

This file contains:

e Supplementary Figure S1: Clustering of sequences within ERV groups as defined

using complete ERV sequences.



o 9 &
s 98 &
m gm s
o W2 5
2 m< G
S 25
N /\
©
&
/ ©
"IN/ <
€&
¥y = o N9
G G(oOEP\
C,roCEP‘\/s
—
CrocERVS
CrocERV
CrocER\1/315
)CrOCERV4
JCrOCERVg
Cro
> CCr%EEK??
= %CERS\,)‘@Q
= U
N\ OCERI/40
2 o
7 SRy
Cr
9 o) é\"?l/ C’oc
cﬁ?\\ﬂ N ‘) &5 é\/ﬂﬁ
O fo)
70,
\ RN
S Vs
D %6
% Qoo 1/9‘9
SN o & 4\'?;
o % X >
oéo > j K %
&) ég AN \% fa 'iz L%\
N g
(}o Qé S o u % o%\ %
& = U D QR
S & =z o 9 ) Y %
o § & g ER- N S
S ¢ z o w0 2
S o G T 2 >
<l IS S 9 ©
— £ 5 ' %
04 z
»

Supplementary Figure S1: Clustering of sequences within the ERV groups as defined using complete
ERV sequences. An unrooted Neighbour Joining tree was created from amino acid alignments of pol.
Sequence IDs have been removed for clarity and only the group names are shown. The scale bar on

the left indicates branch lengths and asterisks within the tree indicate bootstrap support values
greater than 70%.



