Heterogeneous genetic diversity pattern in Plasmodium vivax genes encoding
merozoite surface proteins (MSP) -7E, -7F and -7L

Additional file 11 Inter-species positively and negatively selected sites detected for
pvmsp-7 genes.
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132, 133, 135,
136, 147, 151,
154, 161, 162,
164, 165, 169,
msp-7E - 171 172, 176, 319, 323, 371
178, 195, 200,
203, 211, 217,
239
msp-7F 6 212, 295 424
159, 246, 247,
msp-7L 11, 49 260 357
Negatively selected sites
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5’-end (pvmsp-7E: nucleotide 1-390, pvmsp-7F: nucleotide 1-432, pvmsp-7L: nucleotide
1-381), central (pvmsp-7E: nucleotide 391-747, pvmsp-7F: nucleotide 433-1,053, pvmsp-
7L: nucleotide 382-816) and 3’-end (pvmsp-7E: nucleotide 748-1,158, pvmsp-7F:
nucleotide 1,054-1,449, pvmsp-7L: nucleotide 817-1,275). Numbers based on Additional
files 4, 9 and 10.



