Additional file 12 pcmsp-7L putative donor and acceptor sites.
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* 20 * 40 * 60 *
ATGAAAAGMAAAAGTACTATTCHTCTTGCCEICCATTTTGETGCTACCACATTCGGTATGGTCAGAAACGAAAGGTC

ATGAAAATAAAAGTACTATTCATCTTGCCACCCATTTTGETGCTACCACATTCGGTATGGTCAGAAACGAAAGGTC
ATGAAAATAAAAGTACTATTCATCTTGCCACCCATTTTGETGCTACCACATTCGGTATGGTCAGAAACGAAAGGTC

80 * 100 * 120 * 140 *
CANCTGGGCCECCCHEOAARNTIMAGARNGCIRAAATGCTAACECACTACATTTOINT AAGI@GGCAAATTAGRA
CACCTGGGCCHECCCAAAACTECAGATGCCAAATGCTAACACACTACATTTECTAAAAGGCAAATTAGAACACCTAAA
CACCTGGGCCHECCCAAAACTEAGARGCCAAATGCTAACACACTACATTTECTAAAAGGCAAATTAGAACACCTAAA

160 * 180 * 200 * 220

TAAAATCAGCAAAGAGAAFGECAGTATCTCCAGATTTRAAAAAAAACATAGAACTGCTAAAAAAAAAAATEGAGGAR
TAAAATCAGCAAAGAGAATGCAGTATCTCCAGATTTAAAAAAAAACATAGAACTGCTAAAAAAAAAAATCGAGGAA

* 240 * 260 * 280 * 300
CT CEGCCIAAGGCAGAAAAGGATAANINCHWNIVVNG CCATGGCGRGGATACEAGACCCAINEGIMACAGCAAGINACIATG
CTAGAAGGGAAGGCAGAAAAAGATAAACE GGATGGGGEGGATACEAFACCCAGEGGACAGCAAGCATGTG
CTAGAAGGGAAGGCAGAAAAAGATAAACEA GGATGGGGEGGATACEATACCCAGIEGEGACAGCAAGEATGETE

* 320 * 340 * 360 * 380

AAAATGTGAGTCAAAACGGATTAGAAGAGAAGACACCATGTGEGCAGCAATGAGGGARAAAGCGEGAGGAAAAGAAAAC
AAAATGTGAGTCAAAACGGATTAGAAGAGAAGACACCAEGTGECAGEAATRGAGGGAAAAGCGEAGGAAAAGAAANC

* 400 * 420 * 440 *
TCAAGTCAAAAATGTCATTTTTAGMGEACGAAGGCGAINGAAGCGETINGATGAAGAAGET CRYAAAINEAAGACACCGCTE®TC

TCAAGTCAAAAATGTCATTTTTAEGAAAAAGGAGAAAGCGATEGATGAAGAAGETGEGEGAACAAAGACACCGCTATC
TCAAGTCAAAAATGTCATTTTTAEGAAAAAGGAGAAAGCGATEGATGAAGAAGETGEGCAACAAAGACACCGCTATC
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ATAACTGAAAAGRAAGAAATTGCCAARTGAGGAATCGCEEGGGAATGGATGEGAACGCAGEGCGAAGGAGAGEATCGAGG
ATAACTGAAAAGAAGAAATTGCCAARTGAGGAATCGCLEEGGGAATGGATGEGAACGCAGGCGAAGGAGAGEATCGAGSG

GAGAAGCEGTTACCCGGAGTTATAGTGGACAAGACAGEGTGARTCACCAAAGGGAGAAATCCTATCCGGATEGGAAAC
GAGAAGCEGTIACCCGGAGTTATAGTGGACAAGACAGETGARTCACCARAAGGGAGAARTCCTATCCGGATEGGAAAC

* l 620 * 640 * 660 * 680
CTTCAGCTG INECOCCAAATGAE CAOCTTAACAGCAGBACATAGEIECAGIAGAINCIE®AC
ANCGOCTTCAGCTGA OACINCCAAATGA ARNGTTAACAICANIACATAINNSCAGOAGAGACINEAC

* 700 * 720 740 * 760

*
ATGCCAGEAGATCRcANEA TINEGAGTAGE A2l e ClokNiiive . C A C 2 olehNeCl8lCACCCAAGCGGCGHEALINC
TCAGGCA@ACHCARACH TCAGATACE \GI\CIAAE- - ——-- ACACAEINGACIACACCCAAGCGGCCEANEC

780 * 800 820

* * *
CCEGCGCACCCCAACGAGACE oTTECCly EACEAAAATGCINAAINAGAAGAGC AGMGAAREANAACAURAT
CCRIGCGCACCCCAARAGACINCIECENT TI§CC INACRAAAATGCIRAAMAGAAGAGCIETCA AIGINAAACAGAT

840 * 860 * 880 * 900

*
Ale ARATGGCCTCTTAACCAATCAAAGCARMNAAMAAAAAGGAAATIRTHN AMCCATATTATGGC
C ACATGGCCTCTTAACCAATCAAAGCARRAAIRMAAAAAGGAAATIE ARINCCATATTATGGC
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An alignment was made between the Sal-I strain pvmsp-7L sequences, pcmsp-7L and the sequence resulting from GeneScan analysis (pcmsp-7L_mRNA). The

920
CCCTATTTTAACC

940 * 960 980

* *
ANeleleCGEe € TACTATAACTATIEGACCCCTATTATAATTATIECCCCIAGEGTAGMAACCCATHN AN
CCCTATTTTAACCApNE ONTACTATAACTATINACCCCTATTATAATTAT®CCCCEGINGTANNAACCCAT AN

* 1000 * 1020 * 1060
eccarnlecAA@GGATTACGAAGT TTGATGCTGCTTTAACAAAGGGGAAGGAGCCGATCCAA

OCCAARCAARGGATTACGAAGTGE NTTCATCCITGCCTTTAACAAACCGGAAGGAGCCGATCCAAR

* 1080 * 1100 * 1120 *

1140
TGTECCCTGCATAATTGACRTATTCAAAAAAGTGE®TAGACGACGAAMGGTTTCGAAACGAAGTIMAAAACTTTIATG

TGTACCCTGCATAATTGACHTATTCAAAAAAGTGETAGACGACGAAGGGTTTCGAAACGAATTEAAAACTTTEATG
TGTACCCTGCATAATTGACHTATTCAAAAAAGTGETAGACGACGAAGGGTTTCGAAACGAARTIHAAAACTTTEATG

* 1160 * 1180 * 1200 *
TATEACCTTTACGAATTTIMNEAAAAAGAATGACGTCTTAAGTGATGRMNGIMAAINGAAAAACGA[EGTTGATGAEGAT TEINT
TATAACCTTTACGAATTTGCCAAAAAGAATGACGTCTTAAGTGATGEGEGGAAGGAAAAACGAATTGATGAAATTCT
TATAACCTTTACGAATTTGCCAAAAAGAATGACGTCTTAAGTGATGEGEGGAAGGAAAAACGAATTGATGAAATTET

TCTTTGACAATGCCETTCEGGTTGATCAACACGATGTTGECACTACTGA
TCTTTGACAATGCCETTCEGTTGATCAACACGATGTTGCACTACTGA

red arrows indicate the putative donor and acceptor sites in pcmsp-7L.
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