Additional file 8. Metabolic profile of other compounds that presented significant
changes in leaves and roots of rice plants subjected to different nitrate treatments. Fold
change (ratio of means) are shown. Colored cells (red=increase; green=decrease)
indicate significant change for the indicated t-test (p<0.05).

Compound Pathway

Gama amino-butyrate Glutamate metabolism

Glutathione oxidized
(GSSG) Glutathione metabolism

5-oxoproline

2-aminoadipate

Lysine metabolism

N6-acetyllysine

Quinate Phenylalanine and tyrosine

metabolism
Putrescine Polyamine metabolism
1-kestose
erythritol 1.52 0.89 1.70

Galactose galactose, starch and 1.76 1.15 0.68

Sucrose 'PERNRWIN 004 (IR 0.6 | 0.63

Trehalose 2.76 130 | 081 [UFM0

Fructose-6-P 1.71 1.86

Glucose Glycolysis, 145 1.35

Glucose-6-P gluconeogenesis, pyruvate 1.35 1.77 1.77

Glycerate metabolism 2.01 0.72

Pyruvate 2.21 0.70

Gluconate 2.84 217 263 2.79

Ribose Nucleotide sugars, pentose m 0.75 199 1.97

Ribulose metabolism X 062 UGN 093 | 171 | 125 |

Xylose 110 | 092 | 0.86 [NEXCINIERTIIFYYY

Threonate Ascorbate and aldarate el 0.75 B
metabolism

Nicotinamide Nicotinate and
ribonucleotide (NMN) nicotinamide metabolism

203 4.41




Additional file 8. (continued)
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