
Additional file 13: 3D distribution of gene sequence SNPs according to their haplotypic GST value ; a: GST
value for three horticultural groups (mandarins, pummelos and citrons); b: GST values for three basic taxa 
(C. reticulata, C. maxima, C. medica) after introgression information corrections.
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Next generation haplotyping to decipher the nuclear genomic interspecific admixture in Citrus species; analysis of the Chromosome 2 - Curk et al. BMC genetics.


