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Figure S2 Alignment of laaM promoters including the 5’ untranslated regions from

different A. tumefaciens strains.

Nucleotide sequences of tryptophan monooxygenase (IaaM) promoters including the 5’ untranslated
regions of T-DNAs from the T-DNAs of the nopaline-type (pTiC58, pTiSAKURA), octopine-type
(pTi15955, pTiA6NC, pTiAchS) and agropine-type (pTiBo542) Ti plasmids. An arrow indicates the
position of the transcription start sites (TSS) +1. Negative numbers indicate the nucleotide positions
upstream and positive numbers downstream of the TSSs. TATA box and CAAT box sequences are written

above the aligned sequences.



