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Figure S5 Cis-regulatory elements within IGR1 and IGR2.

Positions of TATA boxes (TATAAA, blue bars), auxin responsive elements (AuxREs, TGTCNC or
TGTCTN, green bars), W-boxes (TGAC, red bars) and transcript start site (TSS arrow) in the sense
(above the line) and anti-sense strand (below the line) of the intergenic region (IGR1) and IGR2.



