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Supplementary	
  Figure1a.　The	
  4	
  clones	
  expressed	
  the	
  stem	
  cell	
  marker	
  Sox2	
  (red).	
  Scale	
  
bars	
  =	
  100	
  μm.	
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Supplementary	
  Figure1b.　The	
  4	
  clones	
  expressed	
  the	
  stem	
  cell	
  marker	
  Musashi	
  
(green).	
  Scale	
  bars	
  =	
  100	
  μm.	
  



Supplementary	
  Figure2.　FACS	
  analysis	
  of	
  EGFR,	
  CXCR4,	
  CD54	
  and	
  CD166.	
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Supplementary	
  Figure	
  3.　Full	
  length	
  of	
  blots	
  seen	
  in	
  Figure	
  3b.	
  	
  

1)AcXn,	
  2)p-­‐Stat3S,	
  3)p-­‐AktS,	
  4)p-­‐Smad1/5,	
  5)p-­‐AktT,	
  6)p-­‐Erk1/2	

	




Supplementary	
  Table1.　Fold-­‐changes	
  in	
  the	
  values	
  for	
  genes	
  were	
  calculated	
  as	
  
the	
  raXo	
  of	
  the	
  signal	
  values	
  of	
  the	
  bulk-­‐sphere	
  cells	
  (original	
  cells	
  before	
  
cloning)	
  to	
  the	
  values	
  of	
  each	
  clone	
  of	
  cells.	
  Only	
  gene	
  expression	
  changes	
  with	
  
2-­‐fold	
  significance	
  are	
  shown.	
  	
  



Supplementary	
  Table1.	
  (ConXnued)	




Supplementary	
  Table1.	
  (ConXnued)	



