
































Supplementary Table 1: Sequences of custom siRNAs used in this study 
 
 
 
siRNA Target 

Control #1 

Control #2 

VAD1 (e2 AK125723) 

VAD2 

VAD1 (ON-TARGETplus Dharmacon) 

VAD2 (ON-TARGETplus Dharmacon) 

p16/CDKN2A3.4 (ON-TARGET Dharmacon) 

H2A.Z  

Passenger Sequence (5'-3') 

ACUCAAACUCACGAAGGAC-UU 

GUCAGAGUAUCAUACGUAC-UU 

CUACUAUGGCGCUGUGUAC-UU 

GAACGAAAGUUUACAGAAC-UU 

CUACUAUGGCGCUGUGUAA-UU 

GAACGAAAGUUUACAGAAA-UU 

CCAACGCACCGAAUAGUUA-UU 

GUAGUGGGUUUUGAUUGAG-UU  

Guide Sequence (5'-3') 

P-UUCCUUCGUGAGUUUGAGU-UU 

P-UUACGUAUGAUACUCUGAC-UU 

P-UUACACAGCGCCAUAGUAG-UU 

P-UUUCUGUAAACUUUCGUUC-UU 

P-UUACACAGCGCCAUAGUAG-UU 

P-UUUCUGUAAACUUUCGUUC-UU 

P-UAACUAUUCGGUGCGUUGG-UU 

P-CUCAAUCAAAACCCACUAC-UU  
 
 
 



Supplementary Table 2: Sequences of primers used for strand specific RT 
 
 
 
Strand-specific RT Target 
 
p21/CDKN1A e4 mRNA 
p21/CDKN1A e4 AS 
p21/CDKN1A e5 mRNA 

p21/CDKN1A e5 AS 

DDAH1 pre-mRNA i1 
DDAH1 pre-mRNA i3-1 
DDAH1 pre-mRNA i3-2 

VAD 3'-1 

VAD 3'-2 

VAD e3 AK125723  

RT 

 
RV 
FW 

RV1 
FW1 

RV1 
RV 
RV 

RV 

RV1 

RV  

Sequence (5'-3') 
 
TGGATGCAGCCCGCCATTAG 
TCAGAACCCATGCGGCAGCA 

GGTGAATTTCATAACCGCCTG 
ATGAGAGGTTCCTAAGAGTGC 

GTGTCAGGGAATTGCTGTATGA 
ACCTGAAAACTACATGAAGCACA 
TCCCTGCTGAAATACCTTAGTG 

CAAACACACCTCTTCTCCACC 

CCTAGTTCACATTGGTGAATGG 

TCGGTGGCTTTGTGCATCATTT  

qPCR primers 

 
p21/CDKN1A e4 RV and FW 
p21/CDKN1A e4 RV and FW 

p21/CDKN1A e5 RV2 and FW2 
p21/CDKN1A e5 RV2 and FW2 

DDAH1 pre-mRNA i1 RV2 and FW2 
DDAH1 pre-mRNA i3-1 RV and FW 
DDAH1 pre-mRNA i3-2 RV and FW 

VAD 3'-1 RV and FW 

VAD 3'-2 RV2 and FW2 

VAD e3 AK125723 RV and FW  
 
 



Supplementary Table 3: Sequences of primers used for qPCR 
 
qPCR Target qPCR Sequence (5'-3') 

   

p21/CDKN1A e4 RV TGGATGCAGCCCGCCATTAG 

 FW TCAGAACCCATGCGGCAGCA 

p21/CDKN1A e5  RV2 TGACAGCGATGGGAAGGAGC 

 FW2 ATTTAAAGCCTCCTCATCCCG 

DDAH1 pre-mRNA i1 RV2 ACACACTCCATACCCTTGAACA 

 FW2 TTGTTACGCCATCACTCAGAAG 

DDAH1 pre-mRNA i3-1 RV ACCTGAAAACTACATGAAGCACA 

 FW CAAACACACCTCTTCTCCACC 

DDAH1 pre-mRNA i3-2 RV TCCCTGCTGAAATACCTTAGTG 

 FW TCGGTGGCTTTGTGCATCATTT 
VAD 3'-1 RV CAAACACACCTCTTCTCCACC 
 FW ACCTGAAAACTACATGAAGCACA 
VAD 3'-2 RV2 TTGTTACGCCATCACTCAGAAG 
 FW2 ACACACTCCATACCCTTGAACA 
VAD e3 AK125723 RV TCGGTGGCTTTGTGCATCATTT 
 FW TCCCTGCTGAAATACCTTAGTG 
Intg up DUSP10 RV GCATCCTTCTACCTATGATCTG 
 FW CAGGTAGGAACCATTATGATCC 
Intg down HTR1B RV CACATCTAAGAGCAACCTCAG 

 FW CGACTGCTGGTTGAAGTTTTG 

DDAH1-S mRNA (e3-e4) RV ATGCTTCTTTCATCATGTCAACC 

 FW GACTGCGTCTTCGTGGAGGA 

DDAH1-L mRNA (e1-e2) RV GAGCTCCTTTTCCATACAGATG 
 FW ACAGCCTCTCCATATACCATG 

DDAH1-L mRNA (e1) RV TGTCCGTCAACTTGGACTGAT 

 FW ACAGCCTCTCCATATACCATG 

VAD 5'-1 (i2 AK125723) RV AGGGCCTGAGAAAACTCTTGG 

 FW GAAATAGTCATCGCAGGAGGC 

VAD 5'-2 (i2 AK125723) RV GGCAGCTTCCGTATCTTTGG 
 FW GCCTTACACAGGGTCACAGT 
e1 AK125728 FW CGTTTCCTCAAGCCACGCCT 
e2 AK125728 RV TTCATCCACACTTCTCAGG 
 FW CTACTATGGCGCTGTGTAA 
e3 AK125728 RV TCGGTGGCTTTGTGCATCATTT 
 FW TCCCTGCTGAAATACCTTAGTG 
e4 AK125728 RV AGAGGCCAGTGGGAATATGA 
 FW CACAATGAGCATTTACCCAGC 
e5 AK125728 RV ATTTGCCAGTGAGTTGAACAG 
 FW CTGCCTTTCAAGGAAAGTAAC 
e6 AI138360 RV CAATGGGTGGATATTTACTGC 
 FW TGCATCCCTAAATTCATCCCT 
CYR61 mRNA (e4) RV CACAAATCCGGGTTTCTTTCAC 
 FW AAACAACTTCATGGTCCCAGTG 
ZNHIT6 mRNA (e10) RV AAGTACTATGCTGATCAAGTGC 
 FW TGCAGCAGACTCTGCATTGAT 
ZNHIT6 mRNA (e4-e5) RV GAATTCTCCTTCCTCTTGGTG 
 FW GGCAAGAACAGCGGACCATA 

SYDE2 mRNA (e3) RV TGTAAGTTCAGGTGAGTCTCC 



 FW CCGATACCATCTTGATACCAG 
C1orf52 mRNA (e3) RV CTTCTGGTAGAAGCCTAGCTT 
 FW TGAGACCTACACCACTGAGAA 
BCL10 mRNA (e3) RV AGGGCGTCGTGCTGGATTCT 
 FW CCAGATGGAGCCACGAACAA 
BCL10 mRNA (e3-2) RV CAGGTCTGGGAAGTGTAGTTG 
 FW CCAGATGGAGCCACGAACAA 
p15 mRNA (e2) RV AATATCCCTGGAAATCCGCTTC 
 FW TTTCTTACCCAATTTCCCACCC  
p16 mRNA (e1-e2) RV ACCACCAGCGTGTCCAGGAA 
 FW CTGCCCAACGCACCGAATAG 
p16/p14ARF (e2) RV GACCTTCCGCGGCATCTATG 
 FW CGATGTCGCACGGTACCTG 
p14ARF mRNA (e1) RV GCTGGCTCCTCAGTAGCATC 
 FW TTGGTGACCCTCCGGATTCG 
GAPDH mRNA  RV CTCTTCCTCTTGTGCTCTTGC 
 FW TGACAACGAATTTGGCTACAGC 
U6 snRNA5  RV AACGCTTCACGAATTTGCGT 
 FW CTCGCTTCGGCAGCACA 
pre-rRNA 45S6 RV GCGTCTCGTCTCGTCTCACT 
 FW GAACGGTGGTGTGTCGTTC 
HMGA1 (e3a-e4) RV TTAGGTGTTGGCACTTCGCTG 
 FW ATGAGTGAGTCGAGCTCGAAG 
HMGA2 (e3-e6) RV ATCCAACTGCTGCTGAGGTAG 
 FW AAGCCACTGGAGAAAAACGGC 
PRKCA1 (i1) RV ACAGCTGACCTCCTCTTAACC 
 FW AGCCACCTCTATGAGTGATTTC 
SND1 (i10) RV AGTCATACACCAACCTATCTGC 
 FW GTATTCACTGGGGTCACCTAC 
H2A.Z (e3-e4) RV CGAGGGGTAATACGCTTTACC 
 FW GGGCCGTATTCATCGACACC 
-235 nt SYDE2 RV GTCGGCGTCGTAGTCGTCT 
 FW AGAGCCATGGGCTCGCTCA 
+136 nt VAD RV CAGGCGTGGCTTGAGGAAAC 
 FW TGTCTCTGCGGCAGCCTATC 
-300 nt DDAH1-S RV AAGCAGCGAGGGCAAGAAGT 
 FW ACCTGCGACAGAACACAGGTA 
-1Kb up CYR61 RV TTCCTCACGGATGCAGGAGA 
 FW CTTGCGGTCTTTGCAGGTGA 
CYR61 (e1) RV TGGTCAAGTGGAGAAGGGTGA 
 FW CGCTGCACACCAGCTTGTTG 
CYR61 (e3) RV AACTTTGACCAGCCGAGGGTT 
 FW CAGACCCTGTGAATATAACTCC 
-100 nt ZNHIT6 RV GGAATAGCCTGCTTGACGCG 
 FW TTCGCCCAGAGAATCCGGCA 
p15 (e1) RV GGCCGTAAACTTAACGACACT 
 FW GGGAGGGTAATGAAGCTGAG 
p16 (prom, -915 nt)7 RV AAGCCTTAAGAACAGTGCC 
 FW CTCAAAGCGGATAATTCAA 
GAPDH (e1) RV GCGACGCAAAAGAAGATGCG 
 FW AAATTGAGCCCGCAGCCTCC  

 
 
 



Supplementary References 
 
 
1. Ge, X., Rubinstein, W. S., Jung, Y. C. & Wu, Q. Genome-wide analysis of antisense 

transcription with Affymetrix exon array. BMC Genomics 9, 27 (2008). 
 
2. Iacovoni, J. S. et al. High-resolution profiling of gammaH2AX around DNA double strand 

breaks in the mammalian genome. EMBO J 29, 1446-57 (2010). 
 
3. Jeanblanc, M. et al. Parallel pathways in RAF-induced senescence and conditions for its 

reversion. Oncogene 31, 3072-85 (2012). 
 
4. Narita, M. et al. A novel role for high-mobility group a proteins in cellular senescence and 

heterochromatin formation. Cell 126, 503-14 (2006). 
 
5. Galiveti, C.R., Rozhdestvensky, T.S., Brosius, J., Lehrach, H. & Konthur, Z. Application of 

housekeeping npcRNAs for quantitative expression analysis of human transcriptome by real-
time PCR. Rna 16, 450-61 (2010). 

 
6. Murayama, A. et al. Epigenetic control of rDNA loci in response to intracellular energy status. 

Cell 133, 627-39 (2008) 
 
7. Bracken, A.P. et al. The Polycomb group proteins bind throughout the INK4A-ARF locus and 

are disassociated in senescent cells. Genes Dev 21, 525-30 (2007). 
 
 


	Supplementary-information-1.pdf
	Supplementary-information-14-11-25.pdf
	FigS1
	FigS2
	FigS3
	FigS4
	FigS5
	FigS6
	FigS7
	FigS8
	FigS9
	FigS10
	FigS11
	FigS12
	FigS13
	FigS14
	FigS15
	FigS16
	Supplementary Table 1
	Supplementary Table 2
	Supplementary Table 3

	FigS4

	Supplementary-information-2
	Supplementary-information-14-11-25.pdf
	FigS1
	FigS2
	FigS3
	FigS4
	FigS5
	FigS6
	FigS7
	FigS8
	FigS9
	FigS10
	FigS11
	FigS12
	FigS13
	FigS14
	FigS15
	FigS16
	Supplementary Table 1
	Supplementary Table 2
	Supplementary Table 3

	FigS4

	Supplementary-information-3
	Supplementary-information-14-11-25.pdf
	FigS1
	FigS2
	FigS3
	FigS4
	FigS5
	FigS6
	FigS7
	FigS8
	FigS9
	FigS10
	FigS11
	FigS12
	FigS13
	FigS14
	FigS15
	FigS16
	Supplementary Table 1
	Supplementary Table 2
	Supplementary Table 3

	FigS4




