Supplementary Material

A. 3'UTR cDNA(-)
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Glesvaer/2/90 Fourrier TCGTTTC[IA(Q CGTGCTAAGT ATTAA

Glesvaer/2/90 Mérour  TCGTTTCIA( CGTGCTAAGT ATTAA
ADL-PM_3205_ISAV TCGTTTCIA] CETGCTAAGT ATTAA
390798 TCGTTTCIA] CGTGCTAAGT ATTAA
982708 TCGTTTC

RPC-NB-98-049 TCGTTTCIA] TTTGATGGGA CTGTG

HBISAO1 TCGTTTC CGTGCTAAGT ATTAA

B. 5'UTR cDNA(-)
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Glesvaer/2/90_Fourrier ATTAATACTT TCTTTTCGTT GATACAATIT TCAATTACTC ACATAAGATT ACACTAAAAT TAAAATTTCT A
Glesvaer/2/90 Mérour AATACTT TCTTTTC6TT GATACAATTT TCAATTACTC ACATAAGATT ACACTAAAAT TAAAATITCT A
ADL-PM_3205_ISAV AATACTT TCTTTCTGTT GATACAATTT TCAATTACTC ACATGAGATT ACACTAAAAT TAARAATTITCT A
390/98 ACTAATACTT TCTTTCT6TT GATACAATIT TCAATTACTC TCATAAGATT ACACTAAAAT TAAAATT CT A
982/08 ACTAATACTT TCTTTCCETT GATACAATIT TCAATTACTC AAATAAGATT ACACTAAAAT TAAAATTTCT A
RPC-NB-98-049 ACTAATGATT CTETTTGTT - TCAAAAGT TTATTAGTTT ACAAAAGATT ACATTACATT TTAAGIT TA 6
NBISAO1 ATGATT ~CTGTTTGTT - TCAAAAGT TTATTAGTTT ACAARAGATT ACATTACATT TTAAGIT TA €
110 120 130 140
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Glesvaer/2/90 Fourrier AAGAACTACA ACATGCAAAT GTCTTTTTCA CGTAAAAAAT GA
Glesvaer/2/90 Mérour  AAGAACTACA ACATGCAAAT GTCTTTT CA CGTAAAAAAT GA
ADL-PM_3205_ISAV AAGAACTACA ACATGCAAAT GTCTTTT CA CGTAAAAAAT GA
390/98 AAGAACTACA ACATGCAA T GTCTTTTTCA CGTAAAAAAT GA
982/08 AAGAACTACA ACATGCAAAT GTCTTTTTCA CGTAAAAAAT GA
RPC-NB-98-049 ARGAACTACA ACATGCAAAT GTCTTITTCA CGTAAAAAAT GA
HBISAO1 ARGAACTACA ACATGCAAAT GTCTTTT CA CGTAAAARAT GA

Figure S1. Sequence alignments of the 3’ and 5° UTR of segment 6 of
different isolated of ISAV. A. Alignments of the region 3’ UTR and 5 UTR of

segment 6 from different ISAV isolates.
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Figure S2. Root mean square deviation (RMSD) values of HE-EGFP-insert1
(black) and HE-WT (red) embedded into POPC membrane by Molecular

Dynamics.



Mock ISAV901_09 ISAV/S6/EGFP-HPR

Figure S3. Cytopathic effect of passage 4 of rISAVS®ECFPHPR i ASK cells.
Mock corresponds to uninfected ASK cell, ISAV901_09 indicates ASK cell infected
with WT ISAV901_09 and rISAVS®¥ECFPHPR correspond to ASK cell infected with the
EGFP rISAV (x200). Second rISAVSYECFPHPR infected monolayer is show as
inserted figure in right panel. Pictures were taken on an inverted microscope at day

3 post-infection at an MOI of 5.



Figure S4. Colocalization of EGFP and HE proteins in ASK cells infected with
rISAVS®ECFP-HPR " ASK cells infected with passage 4 of rISAVSYECFPHPR ot day 3
post infection were analyzed by confocal microscopy. EGFP is shown in green and
HE is shown in red. Blue depicts the nuclei of cells stained with DAPI.

Colocalization is shown in yellow in the merged image (right bottom panel).



