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Label Total miR-

138 signal 

(50 cells) 

Total 

CEP3 

signal 

(50 cells) 

miR-

138/cell 

CEP3 

signal/cell 

Parental  150 96 3.0 1.9 

Met-

derived 

151 97 3.0 1.9 
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16:5' agugcagcaaUAUAUU ACCAGCa 3'       VIM  3’UTR 

                              :  |  : |    :  |  |  |  |  |  |  

3' gccggacuaa----GUGUUGUGGUCGa 5'       miR-138 

112:5' caGCACUCACCCCUUCCACCAGCa 3'     PPIP5K1  3’UTR 
                |  |     |  |       |       |  :          |  |  |    |  |  |  |  

        3' gcCG-GACUAAGUGUUGUGGUCGa 5'     miR-138 

                                                    |   |   |  |  |  |   |  

213:5'         ucacuggccagcucuCACCAGCg 3'     PPIP5K1  3’UTR 

       5' acuUUUUAUUGCC UUCUCACCAGCu 3’ 

3' gccGGACUAA-----GUGUUGUGGUCGa 5’ 

EZH2  3’UTR  

miR-138 

C 

F 
G 

Supplemental Figure S6  


