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Supp. Figure S1. Oxygraphy of wt-TH and THD mutants. Oxygen 

consumption (○)  and L-DOPA formation (measured by HPLC) (●) by wt-TH 

(A), TH p.His246Tyr (B), TH p.Gly247Ser (C), TH p.Phe375Leu (D), TH 

p.Leu387Met (E), and TH p.Ser467Gly (F). (n = 3 ± SD for all experiments). 
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Supp. Table S1. Primers used for pcr-based mutagenesis using the QuikChange 

mutagenesis (Stratagene, La Jolla, CA, USA) 

p.Cys207Tyr Forward 5’-TGTCAGAGCTGGACAAGTATCATCACCTGGTCAC 

  Reverse 5’-GTGACCAGGTGATGATACTTGTCCAGCTCTGACA 

        

p.Asp227Gly Forward 5’-CGGGCTTCTCGGGCCAGGTGTACCG  

  Reverse 5’-CGGTACACCTGGCCCGAGAAGCCCG  

        

p.Ala241Thr Forward 5’-GCTGATTGCTGAGATCACCTTCCAGTACAGGCA 

  Reverse 5’-TGCCTGTACTGGAAGGTGATCTCAGCAATCAGC 

        

p.His246Tyr Forward 5’-CCTTCCAGTACAGGTACGGCGACCCGATT  

  Reverse 5’-AATCGGGTCGCCGTACCTGTACTGGAAGG  

        

p.Gly247Ser Forward 5’-CCAGTACAGGCACAGCGACCCGATTCC  

  Reverse 5’-GGAATCGGGTCGCTGTGCCTGTACTGG  

        

p.Glu259Gly Forward 5’-TACACCGCCGAGGGGATTGCCACCTGG  

  Reverse 5’-CCAGGTGGCAATCCCCTCGGCGGTGTA  

        

p.Pro301Ala Forward 5’-ACCGGGAAGACAATATCGCCCAGCTGGAGG  

  Reverse 5’-CCTCCAGCTGGGCGATATTGTCTTCCCGGT  

        

p.Phe309Ser Forward 5’-GGACGTCTCCCGCTCCCTGAAGGAGCG  

  Reverse 5’-CGCTCCTTCAGGGAGCGGGAGACGTCC  

        

p.Arg319Pro Forward 5’-CTTCCAGCTGCCGCCTGTGGCCG   

  Reverse 5’-CGGCCACAGGCGGCAGCTGGAAG   

        

p.Arg328Trp Forward 5’-CTGCTGTCCGCCTGGGACTTCCTGG  

  Reverse 5’-CCAGGAAGTCCCAGGCGGACAGCAG  

        

p.Cys359Phe Forward 5’-CCTGAGCCGGACTTCTGCCACGAGCTG  

  Reverse 5’-CAGCTCGTGGCAGAAGTCCGGCTCAGG  

        

p.Phe375Leu Forward 5’-GGCCGACCGCACCTTGGCGCAGTT  

  Reverse 5’-AACTGCGCCAAGGTGCGGTCGGCC  

        

p.Ala376Val Forward 5’-GACCGCACCTTCGTGCAGTTCTCGCAG  

  Reverse 5’-CTGCGAGAACTGCACGAAGGTGCGGTC  

        

p.Leu387Met Forward 5’-GCCTGGCGTCCATGGGGGCCTCG   

  Reverse 5’-CGAGGCCCCCATGGACGCCAGGC   
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p.Ile394Thr  Forward 5’-GGGCCTCGGATGAGGAAACTGAGAAGCTGTCC  

  Reverse 5’-GGACAGCTTCTCAGTTTCCTCATCCGAGGCCC  

        

p.Thr399Met Forward 5’-AAATTGAGAAGCTGTCCATGCTGTACTGGTTCACG 

  Reverse 5’-CGTGAACCAGTACAGCATGGACAGCTTCTCAATTT 

        

p.Gly414Arg Forward 5’-CTGTGTAAGCAGAACAGGGAGGTGAAGGCCT  

  Reverse 5’-AGGCCTTCACCTCCCTGTTCTGCTTACACAG  

        

p.Arg441Pro Forward 5’-GAGCCTGAGATTCCGGCCTTCGACCC  

  Reverse 5’-GGGTCGAAGGCCGGAATCTCAGGCTC  

        

p.Gln459X   Forward 5’-ACCAAGACCAGACGTACTAGTCAGTCTACTTCGTG 

  Reverse 5’-CACGAAGTAGACTGACTAGTACGTCTGGTCTTGGT 

        

p.Ser467Gly Forward 5’-CTACTTCGTGTCTGAGGGCTTCAGTGACGCCAA 

  Reverse 5’-TTGGCGTCACTGAAGCCCTCAGACACGAAGTAG 

        

p.Pro492Leu Forward 5’-CGTGAAGTTCGACCTGTACACGCTGGCCA  

  Reverse 5’-TGGCCAGCGTGTACAGGTCGAACTTCACG  

        

p.Asp498Gly  Forward 5’-CGCTGGCCATCGGCGTGCTGGACAG  

  Reverse 5’-CTGTCCAGCACGCCGATGGCCAGCG  

        

p.Leu510Gln Forward 5’-GCGGCGCTCCCAGGAGGGTGTCC   

  Reverse 5’-GGACACCCTCCTGGGAGCGCCGC   

 

Primers were bought from Invitrogen™. Nucleotide numbering uses +1 as the A of the ATG 

translation initiation codon in the reference sequence, with the initiation codon as codon 1. NCBI 

Reference Sequence: NM_199292.2. 


