Supplemental Figure 1: Distribution plot of members of the clusters generated with single nucleotide polymorphism-polymerase
chain reaction genotyping, SNP-PCR (a), pulsed-field gel electrophoresis, PFGE (b), and phage typing, PT
(c) of isolates of Salmonella enteroca serovar Enteritidis (n = 55).

100

F A ———— 100 F
- (a) SNP genotyping A L (b) PFGE
£ sof = sof
2} [ o) [
© i 5 i
= O0r z 0r
o [ o [
2 a0} 2 af
2
£ - = |
g 20f 3 2or
[ e "‘l | | \ | (O o r— L g A 1 . 1 . ] \ 1
10 5 0 5 10 15 20 200 -100 0 100 200 300
Clades PFGE

199 (c) Phage typing P
£ sof
= i
[&]
o i
S 60
c- -
0
2 40f
(_U L
3
§ 20f
0 _-r -------------- I“-'- 1 L \ I
-40 -20 0 20 " -



