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Figure S2

Akt activation
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Figure S3
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Figure S5




Figure S6
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Figure S7

pGL3-ErbB3 3’UTR (Scott et al., 2007)

hsa-miR-520a-3p / ERBB3 alignment

3“ ugucaGGUUUCCCUUCGUGAAa 5° hsa-miR-520a-3p

500: 5 uacuaUCAUAAUUCAGCACUUa 3“ ERBB3

3“ ugucagguuucccuUCGUGAAa 5° hsa-miR-520a-3p

650: 5¢ augccuguaaucucAGCACUUu 3“ ERBB3

ErbB3 mRNA (NM_001982)

hsa-miR-148b / ERBB3 alignment

3“ uguuucAAG-AC-ACUACGUGACuU 5“ hsa-miR-148b

5366:5“ cacuguUUCUUGUUUUUGCACUGa 3“ ERBB3

hsa-miR-326 / ERBB3 alighment

3“ gaccUCC-UUCCCGGGUCUCc 5° hsa-miR-326

4279:5° cccaAGGCUAAUGCCCAGAGa 3 ERBB3



Figure S8
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