
Sammons - Figure S1

Gene Ontology Term (Top 5) p-value
Cellular response to stress 4.90E-05

Regulation of programmed cell death 2.00E-04

Response to DNA damage stimulus
2.00E-04Programmed cell death
2.00E-04

Apoptotic process 2.00E-04

Gene Ontology Term (Top 5) p-value
Cell cycle phase 5.22E-78

Cell cycle process 1.16E-75
Cell cycle 2.23E-75

M phase
5.19E-65mitotic cell cycle
5.29E-54
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