Supplemental Material:

Table S1: Validation of copy number determinations by Real Time PCR

SNP ID Adjacent Gene Sample Copy Number by  Copy Number by
Real-Time PCR CCNT
SNP_A-1712744 CDKN2A HF505 0.10 0.47
HF1382 0.14 0.40
HF1122 0.19 0.50
HF1618 0.38 0.76
HF1313 0.47 0.53
HF1344 1.81 2.02
HF17 2.20 2.05
HF608 1.86 2.06
HF1220 2.04 1.93
SNP_A-1666130 EGFR HF990 42.27 56.20
HF811 52.61 53.96
HF118 71.73 37.36
HF1490 39.19 35.56
HF408 45.38 31.42
HF1540 106.59 31.38
HF1534 72.37 30.32
HF1380 1.61 2.09
HF471 2.06 2.08
HF453 2.06 2.08
HF953 1.97 2.07
HF218 2.49 2.09
HF1246 2.4 2.07
HF914 2.37 2.05
SNP_A-1713144 KIF21B HF1458 4.62 5.29
HF1178 4.18 5.25
HF1382-1 2.76 2.20
HF1628 2.26 2.12




Table S2: List of regions found homozygously deleted in more than 10% of the samples assayed (by
histopathological group).

Al _GBM ASTRO OLIGO MIXED
Chr Start Endbp S  Staring Ending Gene(s) max max max max max
bp N Band Band
P
#
I S S R I PTP4A2 % 4% 9% 12% 8%
2 11089 US89 1 pos1 o5l E2FBIGREBL  10%  10%  18% 6% 0%
2 23214 232’14 1 p233  p233 FLJ30851 2%  15%  24%  29%  17%
2 208 2081 g3 g33  NDUFAI0  16%  16% 1%  15%  25%
3 B0 8O 1 pr21 pan GBEL 19%  13%  15%  33%  17%
3 186743623 186743623 1 q261 6.1 Pfgr']‘]iitfr?{eg‘)t 0% 5% 9% 21% 0%
4 11‘358489 114958489 1 @321 3121 GY}DGA\/(?E(PB 16%  13%  18%  19% 8%
g AA® 27 213 p213 CDKNZB 12% 2% 6% 2% 17%
g 2L 2L 1 s pans '-OCLBAS\?Z(ZB’ E s 1% &% 2% 17%
o W 0 1 383 B3 RALGPSI 19% 1%  27%  27% 8%
10 418(7)5 41835 1 qll22  ql1.22 "OAC,\?fAGgO’ 0% 9% 150 8% 8%
0 ol ST 1 63 q263 CYP2EL 14%  13%  12%  17% 8%
o B 31 pisa pisa ZNF195 2% 1% 0% 0% 17%
12 ST ST 1 q312 q1312 KIAAL4E3 8% % 9% 8% 17%
13 AP0 A1 qus qu3 WDFY2 5%  24%  18%  31%  25%
15 123‘1‘8 12229 5 qll2  qll2 ORAM2 8%  12% 6% 6% 0%
7 P S qu q12 LASPé/lPLXD 6% 4% 9% 4% 17%
19 000 M2 1 q12 qea2 ZNF%T;’ NF 1 9% 12% 1% 17%




Table S3: List of regions found heterozygously deleted in more than 10% of the samples assayed (by
histopathological group).

All GBM ASTRO OLIGO MIXED

SN . .
Start End Length Staring  Ending
Chr bp bp (bp) z Band Band Gene(s) max  max max max max
1 M3 S0 ogarss 26 paesz  paesr NCLUSTR 7o osw 0w 10%  25%
1 00T 2590 go7s6 2 ps3  p3  OPRDL 5% 1% 0% 12%  17%
1 33?31 33?21 1 1 p3s2  p3s2  PTPAA2  23%  21%  21%  25%  33%
1 5237 52?7 1 1 p323  p323  MADHIP  11% 11%  12%  10%  17%
1 55?25 55325 1 1 p323  p323  ZCCHCIL  10% 10% 9% 0% 17%
1 952‘5‘2 95321 9478 2 p221  p221  RPLS/M96 9% 9% 3% 10%  25%
1 1210294f 121029419 1 1 pl3a2  pl3a2  CAPZAL  16% 20%  12%  13%  17%
1 104230320 104039460 99895 2 q2ll  q2ll  ZNF3s4  12% 10%  12%  13%  17%
1 10437&8 10437;8 1 1 @2L2  q2l2  FLI2528 6% 5% 0% 12% 8%
1 2;202872 254202872 1 1 044 qd4 AKT3 7% 1% 9% 10% 25%
2 liggg 11229 1 1 p2s1 p2si EZFG/EREB 28% 27%  36%  21%  25%
2 32226 3;320 214172 3 p223  p223  SRD5A2 7% 5%  12% 6% 17%
2 274007893 274007893 1 1 @373 @373  NDUFAL0  33% 32%  36%  31%  42%
* Cos el 1 p2l2  p2l2  VprBP 1A% 13%  12%  17%  17%
3 1495526f 149552619 1 1 g2 @9 FLII301  19% 15%  24%  23%  25%
4 192739762 192739762 1 1 q @7 KIAALL09 8% 9%  12% 6% 0%
g MM 1 qua gz CUACYP e 2w s s 25w
5 22327 22327 1 1 pla2  pld2  CSorfl7  15% 22% 9% 10% 8%
5 7;11‘26 7‘2“1‘26 1 1 ql33  q133 F'-Zjé?\ll%/ C ol 20% 6% 4% 0%
6 7‘1‘229 7411229 1 1 ql3 gl3a  COLI2Al  11% 13% 6% 12% 8%
6 o 1 1 g1 qua PTRSPHD e 1z 1sw 10w 25w
6 siggo siggo 1 1 ql43 q14.3 HTRIE 8%  11% 9% 6% 0%
6 95’1229 95’1229 1 1 g6l qlel EPHNAE7A/MA 13%  16%  12% 8% 17%
6 112833202 112833202 1 1 q231  q2231 TRBI':‘é“ZMP 15% 18%  15%  10% 8%
7 25814 25814 1 1 p223  p223  FAM20C 8% 6%  15% 8% 8%
8 32(2)26 32286 648 2 pll23 pll23  ADAM32 7% 4% 9% 8% 25%
g 04822 54888 ooie 2 1123 1123  RGS20  12%  10%  15%  10%  33%

894 299




10

10

10

10

10

10

10

10

10

10

10

10

10

14607
3119
49493
31
92852
81
11489
438
15384
347
16598
962
17365
677
18776
181
26945
661
31197
631
33299
913
34016
538
72765
829
88458
723
95438
913
10350
6143
12311
3824
24895
3
86529
1
31603
65
64070
56
62995
54
22280
825
24421
359
26457
174

28804
176

32257
715

43738
192

44926
540
49980
903

14608
6167
49493
31
11056
050
14769
526
15964
495
16989
398
18382
597
29850
957
27830
948
31362
120
33299
913
34016
538
73138
937
88538
294
95439
379
10372
9069
12311
3824
48733
1
58694
13
52776
05
81961
55
21277
444
23705
106
26030
905
28407
398

31966
468

35094
481

44445
115

45251
774
55670
995

13049

1

1770770

3280089

580149

390437

1016921

1107477
7

885288

164490

1

1

373109

79572

467

222927

1

238379

5004123

2117241

1789100

1497789
1

1424282

1609547

1950225

3162293

2836767

706924

325235

5690093

93
10

14

32
39

41

12

71

60
44

30

44

37

69

85

18

g24.3
p24.1
p23
p23
p22.3
p22.2
p22.2
p22.1
p21.2
p21.1
p13.3
p13.3
g21.13
q22.2
q22.33
g31.1
g33.3
p15.3
p15.3
p15.2
pl15.1
p15.1
pl12.31
pl2.2

pl2.1

p12.1

p11.22

ql1.21

ql1.21

q11.23

g24.3
p24.1
p23
p22.3
p22.3
p22.2
p22.2
p21.1
p21.2
p21.1
p13.3
p13.3
g21.13
q22.2
q22.33
g31.1
q33.3
p15.3
p15.1
p15.1
p14
p12.31
pl12.2
pl2.1

pl2.1

p11.22

p11.21

q11.21

q11.21

q21.1

ZNF7

JAK2/RCL1

TYRPL1/PTP
RD
MPDZ/NFI
B

SNAPC3

C9orf39/

SH3GL2

CDKN2B

TEK

FLJ31810

NFX1

UBAP2

RORB/TRP
M6

GADD45G

KIAA1529

CDW92

C90rf126

ZMYND11

ADARB2

AKR1C3

SFMBT2/FL
J14641
GATA3/CU
GBP2

PIPSK2A

PRTFDC1

RAB18

MAP3KS8/L
0C220929
0.15

PARD3

CXCL12/C1
0orf10/RAS
SF4
LOC338579/
ALOX5

PCDH15

8%

7%

7%

9%

8%

7%

8%

22%

12%

8%

6%

7%

12%

8%

9%

8%

12%

13%

12%

12%

11%

15%

12%

13%

13%

15%

14%

11%

12%

15%

2%

11%

12%

15%

13%

11%

12%

34%

18%

11%

11%

12%

16%

12%

13%

11%

16%

22%

21%

20%

20%

23%

22%

23%

23%

24%

24%

20%

21%

26%

9%

3%

3%

3%

3%

3%

6%

9%

3%

0%

0%

0%

6%

0%

3%

0%

6%

6%

6%

6%

3%

9%

3%

3%

3%

9%

6%

3%

3%

3%

15%

4%

2%

2%

2%

2%

4%

10%

8%

6%

2%

2%

8%

4%

2%

6%

8%

0%

2%

2%

0%

4%

0%

0%

0%

2%

0%

0%

0%

2%

8%

8%

8%

17%

17%

17%

17%

33%

17%

25%

0%

8%

25%

17%

25%

17%

25%

25%

25%

25%

25%

33%

25%

25%

25%

25%

25%

25%

25%

25%




10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

11

11

11

11

11

11

11

11

12

13

56131
037
71695
382
72462
702
75427
240
76996
784
79931
521
81697
585
87158
994
88927
564
95177
397
96960
509
99489
893
10019
7589
11221
0081
11473
1530
12039
3221
12423
4742
12652
1648
13132
6705
13152
7334
13282
2357
13531
50
36964
05
53509
77
10208
414
33384
473
56445
190
62613
871
12850
0322
10965
1774
38346
606

70695
614
72074
785
74402
960
76244
790
78872
221
79931
521
86659
327
87444
447
94715
137
96434
356
99078
789
99562
720
11202
4327
11418
4432
11929
6833
12284
1747
12439
8369
12808
4104
13143
5203
13166
6811
13479
6267
13531
50
36964
05
55833
17
10311
303
33384
473
56546
772
62842
498
12850
0322
10965
1774
38496
850

1456457
8

379404

1940259

817551

1875438

1

4961743

285454

5787574

1256960

2118281

72828

1182673
9

1974352

4565304

2448527

163628

1562457

108499

139478

1973911

1

1

232341

102890

1

101583

228628

1

1

150245

27

42
11

44

34

g21.1
q22.1
q22.1
q22.2
g22.2
q22.3
q22.3
q23.2
g23.31
q23.33
q24.1
q24.2
g24.2
025.2
q25.3
q26.11
426.13
q26.13
926.3
026.3
g26.3
pl15.5
p15.4
p15.4
pl5.4
p13
gl1
ql2.3
g24.3
q24.11

q14.11

g22.1
q22.1
q22.2
q22.2
q22.3
q22.3
q23.2
q23.2
g23.33
q23.33
q24.2
q24.2
g25.2
q25.2
q26.11
026.13
g26.13
26.2
q26.3
026.3
426.3
p15.5
p15.4
p15.4
pl5.4
p13
g1l
gql2.3
g24.3
q24.11

q14.11

CTNNA3

PRF1

ASCC1/CB
ARA1

MYST4

C10orf11

RPS24/RAI1
TIRPS24

MGC16186

GRID1/PTE
N
HHEX/SEC
15L1

CYP2C9

TLL2

C10orf28/C
RTAC1

NT5C2
VTI1A
ATRNL1

GRK5

C100rf88/C1
Oorf89

ADAM12

MGC33437

TXNL2/TC
ERGI1L

CYP2E1

TOLLIP/ST
K29
NUP98/NUP
98/NUP98

UBQLN3/
CMT4B2

HIPK3/G2

AGTRL1/FL
J31393
LOC387601/
MGC34821

RICS
PPP1CC

COG6

16%

12%

17%

17%

12%

10%

14%

12%

15%

15%

16%

15%

16%

15%

15%

19%

12%

14%

11%

11%

29%

7%

6%

4%

6%

3%

5%

8%

28%

18%

6%

27%

22%

26%

26%

21%

17%

23%

22%

26%

26%

27%

26%

26%

24%

24%

26%

22%

24%

17%

18%

34%

4%

4%

2%

5%

0%

2%

6%

23%

20%

11%

12%

3%

15%

15%

3%

3%

6%

3%

9%

9%

9%

6%

12%

9%

9%

12%

3%

6%

6%

6%

15%

12%

12%

12%

12%

12%

12%

15%

30%

15%

3%

2%

0%

4%

2%

0%

0%

2%

0%

2%

0%

2%

2%

2%

2%

2%

12%

0%

0%

0%

0%

27%

10%

6%

2%

2%

2%

6%

8%

37%

17%

2%

33%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

25%

33%

8%

8%

8%

8%

8%

0%

8%

8%

17%

0%




13

13

13

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

15

15

15

15

15

15

15

16

16

70611
837
73446
514
82100
930
33546
537
39940
055

41642
809

56193
192
67748
303
68405
286
71323
712
73257
459
74159
349
75138
528
76275
955
79549
006
80078
633
85731
066
87934
790
96232
984
97944
125
10086
5241
19848
871
32250
036
42440
343
47355
524
54452
264

57426
793

78299
749
41983
30
11274
531

73088
480
73952
056
82501
611
33860
837
39940
055

41949
251

67045
840
67855
322
70904
846
72753
412
73316
456
74510
410
75572
524
78845
222
79549
006
85372
109
87798
781
92428
523
96232
984
97944
125
10184
7578
19939
343
32250
036
42538
830
47355
524
54452
534

57427
747

78343
727
42152
97
11274
531

2476644

505543

400682

314301

1

306443

1085264
9

107020

2499561

1429701

58998

351062

433997

2569268

1

5293477

2067716

4493734

1

1

982338

90473

1

98488

271

955

43979

16968

99

16

42

30

79

18

52

85

q21.33
q22.2
q31.1
q13.2

g21.1

q21.2

q23.1
g24.1
q24.2
q24.2
q24.3
q24.3
g24.3
q24.3
q31.1
g31.1
g31.3
q32.11
q32.2
g32.2
g32.32
ql1.2
ql4
g15.3
g21.1

q21.3

q22.2

g25.1
p13.3

p13.13

q22.2
422.2
q31.1
q13.2

g21.1

q21.2

q24.1
g24.1
q24.2
q24.3
g24.3
g24.3
g24.3
q31.1
q31.1
q31.3
g32.11
q32.12
q32.2
g32.2
q32.32
ql1.2
ql4
g15.3
g21.1

q21.3

q22.2

g25.1
p13.3

p13.13

C13orf24

NA

SLITRK1

C140rf10

LRFN5

DKFZP434F
1017/LRFN
5

/C140rf105

GALNTL1

SMOC1

DPF3

C14o0rf170

NA

ESRRB/KIA
A1036

ADCK1

TSHR

/SEL1L

GALC

Cl40rf116

FLJ25773

CCNK

NA

NA

SLC12A6

HSPC129

FLJ32800

MNS1

/MYO1E/L
DHL/MGC2
6690
FAH/ARNT
2
SRL/ADCY
9

SOCSs1

7%

6%

7%

3%

3%

3%

6%

3%

4%

5%

3%

3%

6%

4%

3%

6%

5%

4%

3%

3%

6%

21%

8%

7%

15%

6%

7%

8%

4%

11%

12%

11%

11%

2%

2%

4%

7%

1%

2%

5%

2%

2%

5%

4%

2%

6%

5%

4%

4%

2%

6%

24%

13%

7%

15%

7%

11%

9%

4%

11%

0%

0%

3%

0%

0%

0%

3%

0%

3%

3%

0%

0%

6%

3%

0%

3%

3%

3%

0%

0%

3%

18%

3%

9%

18%

6%

6%

9%

12%

6%

4%

2%

6%

2%

2%

2%

4%

4%

4%

4%

4%

4%

4%

4%

4%

4%

4%

2%

2%

2%

6%

15%

2%

2%

10%

2%

2%

2%

2%

12%

0%

0%

0%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

17%

25%

17%

17%

25%

17%

8%

25%

0%

17%




16

16

16

16

17

17

17

17

17

18

18

18

18

19

19

19

19

19

19

19

19

19

19

20

21

22

22

17315
856
29175
680
48315
382
52690
211
29639
556
35324
872
44840
245
58050
451
63045
110
12792
416
31861
040
57740
362
74985
678
71339
63
14900
519
16012
223
19682
367
32615
675
38087
312
46477
122
55203
845
57117
898
59864
390
30650
914
99290
29
15876
534

23025
408

17315
856
29175
680
48441
975
52690
211
29785
153
35324
872
44843
820
58050
451
63091
410
12792
416
31861
040
57740
362
74985
678
71339
63
14900
616
16012
223
19682
367
32787
652
38087
312
48422
858
55242
623
57848
908
61780
662
30650
914
10019
847
15924
972

23025
408

1

1

126594

1

145598

1

3576

46301

1

171978

1

1945737

38779

731011

1916273

1

90819

48439

10

14

p12.3
pl1.2
ql2.1
ql2.2
gl1.2
g12
q21.31
q23.2
g24.1
pl1.21
ql2.2
021.33
g23
p13.2
p13.12
p13.12
pl13.11
g12
q13.11
q13.2
q13.33
q13.41
q13.42
ql1.21
pll.2

qil.1

gql1.23

p12.3
pl1.2
ql2.1
ql2.2
gll.2
gl2
q21.31
q23.2
g24.1
pl11.21
ql2.2
021.33
923
p13.2
p13.12
p13.12
pl3.11
g12
q13.11
g13.31
ql13.33
q13.41
q13.43
ql1.21
pll.2

qll.1

gl1.23

XYLT1

NA

SIAH1/FLJ3
1821

NA

NF1

LHX1/FLJ2
2578

NBR2

DHX40/FLJ
37451
LOC90799/
SMURF2

PTPN2
P15RS
PIGN
NA
INSR
IOR7AL7
FLJ25328

ZNF14

ZNF539/UQ
CRFS1

FLJ14640
CEACAMS

ZNF473

FLJ12644/Z
NF613
ZNF495/ZN
F582

DEFB118

TPTE

ILI7R/MGC
57211
KIAA0376/
DKFZP434P
211

4%

7%

4%

4%

14%

9%

11%

9%

15%

19%

12%

13%

7%

7%

13%

6%

38%

14%

32%

8%

22%

31%

21%

13%

13%

8%

11%

4%

7%

4%

4%

17%

9%

9%

9%

17%

18%

12%

12%

6%

4%

4%

0%

30%

5%

17%

7%

9%

16%

6%

9%

16%

7%

13%

12%

3%

12%

12%

12%

12%

15%

9%

9%

18%

21%

9%

3%

6%

12%
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30%

9%

27%

9%

21%

24%

18%

12%

12%

12%

15%

0%

12%

0%

0%

13%

8%

12%

12%

17%

23%

10%

17%

12%

13%

31%

15%

50%

33%

58%

27%

44%

56%

46%
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13%

10%

8%

0%

0%

0%

0%

0%

8%

8%

0%

8%
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17%

17%

8%

17%

17%

50%

17%
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17%

33%

50%

33%

33%

0%

0%
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Table S4: List of regions found amplified more than 5-fold in more than 10% of the samples assayed (by
histopathological group).

All GBM ASTRO OLIGO MIXED
Start End Length SNP Staring Ending

Chr bp bp (bp) 4 Band Band Gene(s) max max max max max
g 21086 21086 1 1 p3633  p36.33 Skl 20%  20%  30%  27%  33%
1 12?26 15218 622049 2 p36.22  p36.21  TNFRSF8  28%  38%  30%  13% 50%
1 3;2(137 32227 1 1 0352  p3s2  COL6AL 3% 5% 0% 0% 17%
1 1902 18 1 1 @21  ¢321  KIF21B  28%  37%  15%  23%  17%
o 1 1 @21  ¢321  NUCKS  30%  28%  33%  35%  25%
2 2;310 2;310 1 1 p233  p233 SNX17  53%  60%  45%  46% 58%
2 122 LT 52553 2 ql43  ql43 H56§6Té/ RA " 1506 12 15%  21% 17%
3 000 S0 joeaa3 2 p213l  p2131 GNAIZ 1% % 9% 19% 8%
g B0 60950 1 1 pl61  plel  PPP2R2C  37%  30%  45%  44%  25%
4 8639589 8639589 1 1 pl6l  plel GPR78  25%  20%  33%  29% 2506
7 2246741 2305725 88361 3 0223 p223  KIAAL023  21%  33% 9% 10% 17%
7 47520 AT 26100 2 pl23  pl23 HUS1 17%  23% 3%  15%  33%
7 OL0s4 o103 1 1 pl21  pl2l COBL 20%  30% 9% 8% 25%
7 AL %3235 10g3053 32 pu12  pil2 EGFR 26%  43%  15% 6% 33%
7 S0 S5 g7seea 17 pu12 pll2 sgggé%/gﬂ 26%  43%  15% 6% 33%
7 OO0 0L 01 > qli2l  qll2l  ZNF92  16%  26% 9% 4% 17%
7 07335 019 1 1 qll22 gl AUE%/SF D ow 13 12% 13% 8%
7 9?124 9%‘24 210241 4 @221 q221 TRSQEQSM 66%  72%  64%  62% 58%
7 e P 1 1 221 qe21 MOSag gk 12% 12% 17%
7 DA DM 2 362 gze2  DPLOARPSae m o o 42w
7 1354?91 13545;‘91 1 1 @63 63 ot gmﬂ 15%  18% 9% 10% 25%
g 12029 12029 1 1 0231  p23l  MGC16279 8%  13% 6% 2% 0%
g et L 1 1 g243  q243  PTP4A3 3%  35%  27%  29%  33%
o PnT 2n 1 1 3411 3411 Coorfsd  14%  18%  12% 8% 17%
10 T4 TS 1 1 g222 @22  SEC24C 3% 0% 0%  10% 0%
19 83292 80242 1 1 223 qe23  TOMRAL v aw 1o o 1w
10 13090 13090 -, g 2 4263  q26.3 MGMT  10% 6% 9% 19% 8%

1969 2117
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12

13

14

16

16

17

17

19

19

19

20

20

20

20

20

20

20

29493
82
33057
91
10915
9218
10337
6060
45589
08
17315
856
38633
209
77161
434
27055
48
76874
35
14490
150
69663
1
11956
243
31956
735
33753
012
43969
564
46975
672
49523
283

29647
04
33311
40
10915
9218
10473
3584
45589
08
17315
856
38633
209
77161
434
27058
40
76874
35
14510
264
69663
1
11974
195
32148
866
33753
012
43969
564
47162
057
49523
283

15323

25350

1

1357525

293

20115

1

17953

192132

1

1

186386

1

pl15.4
p13.32
q34
q32.33
p13.3
pl12.3
q21.1
g25.3
p13.3
pl13.2
p13.12
p13
pl2.1
ql1.21
ql1.22
q13.12
gl3.12

q13.13

pl5.4
p13.32
q34
932.33
p13.3
pl12.3
q21.1
g25.3
p13.3
pl13.2
p13.12
p13
pl2.1
ql1.21
ql1.22
q13.12
g13.13

q13.13

NAP1L4

HRMT1L3/
PP1057

ING1

Cl40rf78

HMOX2

XYLT1

THRA

FLJ40457

GNAll

FCER2

DNAJB1

C200rf55

BTBD3/C20
orf38
C20o0rf112/F
LJ33706

ITCH

ADA

SULF2/PRE
X1

PTPN1

13%

3%

9%

10%

13%

6%

34%

20%

22%

7%

15%

11%

10%

21%

6%

19%

16%

10%

15%

0%

7%

9%

13%

4%

45%

16%

29%

11%

18%

20%

18%

30%

11%

32%

26%

18%

12%

3%

9%

12%

15%

3%

21%

21%

12%

3%

15%

6%

3%

9%

0%

6%

3%

6%

13%

4%

13%

10%

10%

12%

27%

29%

13%

2%

10%

2%

4%

13%

0%

6%

10%

0%

8%

17%

0%

8%

17%

0%

25%

17%

42%

8%

8%

0%

0%

25%

8%

25%

17%

8%




Table S5: List of regions found with Loss of heterozygosity in more than 5% of the samples assayed (by
histopathological group).

Al GBM ASTRO OLIGO 'V”[;(E
Chr Start End Start End Length  SNP Gene max  max max max max
bp bp Band Band (bp) #
BACHICAMTAL
CLSTN1/CTNNBI
P1/DHRS3/FBXO
2IFLJ20321/FLI37
27085 42571 308632 118/FRAPUKIFL . . . .
1 208 AT p32 pas2 o002 gpg  DURMAARUL % 4% 0% 21% 0%
94/MIG6/PEX 14/
PGD/RERE/TNFR
SF1B/TNFRSF9/
UTS2/VPS13D
1 4;‘232 432;‘4 p34.1  p34l 482136 7  EIF2B3FLII0597 5% 0% 0% 17% 0%
ATPAF1/DMBX1
JFLI32011/MAST
1 42(1’28 42:3‘?7 p341  p33 1398944 14 2/IMGC22960/PIK 5% 0% 0% 17% 0%
3R3/TESK2/ZSWI
M5
1 42232 52235 p33  p32l 128229 263 DABL 8% 2% 0% 23% 0%
1 Gggfg 63228 321 p321 229258 5 MGC34837INFIA 5% 1% 0% 15% 0%
1 6?3?8 6;536 p321  p3l3 678070 16  MGC34837/NFIA 5% 1% 0% 15% 0%
AK3/IAKT/KIAA
1 63225 62325 p313  p3L2 5923058 150  1573/LEPRIMGC 8% 1% 0% 2506 9%
35130
DKFZP566D1346/
1 62;23 72;18 p3L1  p3Ll 384607 16  FLJ2033UKIAAL 6% 0% 0% 19% 0%
365/SFRS11
1 7?831 88880 p3L1  p3Lil 1647989 77 LPHN2 % 6% 0% 21% 0%
1 00 90 pain poan M302 0 gq COLMARVKIAAL g 1 aw 250 9%
1 93383 92227 0221 p221 54114 5 éff@ﬁggfg%’z 5% 0% 0% 15% 9%
1 9‘21231 9;‘229 p21.3  p21.3 98617 4  CNN3/MGCA5474 5% 1% 0% 15% 0%
1 957_’%5 170067675 p213  pl33 118813 2864  DPYDIPTBP2  10% 2% 0% 20% 9%
AHCYL1/CD53/C
SF1/EPS8L3/GPR
61/KCNA2/KCN
10780 11212 432186 A3/KCNC4/LOCL . . . .
L o1 se12 P33 pl32 2 126 64153MGCass3a 0% 1% 0% 21% 0%
IMGC54289/PSM
A5/RIF1/SLC16A
4/SORT1
1 181138211 121780228 p132  pl2 5062452 109  NGFB/TSPAN-2 6% 1% 0% 17% 9%
2 1&33285 199;522 ©B23 323 3275790 65 TMEFF2 6% 9% 6% 6% 0%
2 19699 19699 323  q32.3 1 1 DNAH7 5% 5% 9% 4% 0%
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11

11

11

11

12

12

12

13

13

13

13

13

13
13

5117

13004
6939

26557
415

51058
383
62856
649
79852
226
85177
902

86236
120

11788
8833
12526
7226
50094
612
23939
1
22369
5

11705
272

38225
627
40321
385
10457
5201
41763
838
42326
335
43291
091
39835
935
40194
618
45253
864

46029
992

51288
882
55615
870
60232

5117

13269
6233

29444
173

51112
593
63238
120
80133
067
85746
055

86657
613

11929
8514
12625
2244
52299
279
32506
864
13481
3136

13459
073

38349
147
40321
562
10582
6061
41849
394
43025
660
43291
091
40118
827
44916
652
45899
437

50091
533

51550
182
57296
330
62887

g21.3

p22.1

pl2.3

q11.1
q14.1

q21.11

q21.12

g31.31
q31.33
ql1.21
p24.3

p15.3

p15.3

pl2
pl2
g22.3
gl2
gl2
gl2
ql4.11
ql4.11

q14.2

q14.2

q14.3

q21.1
q21.31

q22.1

p22.1

p12.3

q11.1
q14.1

q21.11

q21.12

q31.31
q31.33
q11.22
p21.1

026.3

p15.3

pl2
p12
g22.3
g12
g12
g12
ql4.11
q14.13

q14.2

q14.3

q14.3

q21.1
q21.31

264929
5

288675
9

54211

381472

280842

568154

421494

140968
2

985019

220466
8
322674
74
134589
442

175380
2

123521

178

125086
1

85557

699326

1

282893

472203
5

645574

406154
2

261301

168046
1
265486

45

33

16

13

22

11

31

59

73

1159

2941

46

36

10

15

70

11

33
57

ATP2C1/CPNE4/
FLJ12057/FLJ358
80/HT001/LOC13
2241/NEK11/PIK
3R4/RHO/TRH
GPX5/OR5V1/RF
P/ZNF311/ZNF45
2

PKHD1/TFAP2B

GLULD1/KHDRB
S2

C60rf152/HMGN3
IPHIP

GRM3

ABCB4/C7orf23/
CROT/DMTF1/FL
J31340/TP53AP1

KCND2
GRM8

SNTG1

MPDZ/NFIB/CD
KN2A
IMPK/TFAM/ZW
INT/PTEN
ARNTL/FLJ14966
/IMGC71806/MIC
AL2/PARVA/PTH
ITEAD1
LOC119710/RAG
1/RAG2

API5

GRIA4/GUCY1A
2/KBTBD3

ADAMTS20

ADAMTS20/DKF
Zp434K2435

NELL2

KIAA0564/RGC3
2

DNAJD1

HTR2A/SUCLA2

DLEU1/FAMI0A
4/FLI11712/HTR2
A/SUCLA2
FLJ40296/GW112
IPCDH8
FLJ40296/PCDH1
7
FLJ25694/PCDH2

5%

6%

5%

6%

5%

5%

5%

6%

9%

9%

17%

21%

5%

5%

5%

5%

5%

5%

5%

5%

8%

6%

6%

5%

6%
6%

4%

7%

7%

5%

6%

4%

5%

4%

6%

7%

28%

28%

6%

5%

5%

6%

5%

5%

5%

9%

12%

10%

10%

7%

10%
11%

9%

3%

6%

9%

9%

3%

6%

9%

24%

9%

6%

27%

6%

6%

9%

9%

9%

12%

15%

3%

9%

3%

3%

3%

3%
0%

2%

4%

2%

6%

2%

8%

4%

6%

4%

10%

13%

10%

2%

4%

4%

4%

4%

2%

0%

2%

2%

2%

4%

4%

4%
2%

18%

9%

0%

0%

0%

9%

9%

9%

9%

18%

27%

27%

9%

9%

0%

0%

0%

0%

0%

0%

0%

0%

0%

0%

0%
0%
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14

14
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69747
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73470
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86740
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25413
972
28480
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28664
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35301
567
36567
572
38173
324
42299
753

42605
687

47309
465

56162
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60727
775
61073
472

68634
783

70821
047
77982
153
78112
876
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65139
738
68494
518
68900
530
70337
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70674
359

71594
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73450
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87764
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599
31221
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35504
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533
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761
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739
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68525
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75244
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78083
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81367
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g21.31
021.32
021.33

g21.33

q21.33

q21.33
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q31.2
gl2
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q21.1
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q31.1
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8
317003
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6
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0
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7
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9
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4
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4
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