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Supplementary Figure 1 | Morphology of cells spread on activity-specific anti-integrin mAbs.
(a,b) HFFs were spread on FN or stimulatory or inhibitory anti-B1 integrin mAbs for 1 h. Cell areas
(a) and perimeters (b) were measured using ImageJ. Box-and-whisker plots shows the median (line),
mean (plus sign), 25th and 75th percentiles (box) and 5th and 95th percentiles (whiskers) (n = 31,
31 and 33 cells for FN, stimulatory and inhibitory, respectively). Comparisons between the three
independent groups were determined by Kruskal-Wallis test with Dunn’s multiple comparisons test.
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Supplementary Figure 2 | Quantification and reproducibility of MS data. (a,b) Spectral counts of
proteins identified in active (red circles) and inactive (blue circles) integrin complexes were compared
between technical replicate (a) and biological replicate (b) analyses. Proteins detected in both
compared samples are displayed. Log—log lines (black lines) and associated 959%, confidence bands
(thin grey lines) were calculated by nonlinear regression analysis (least squares fit). Goodness of fit
(R?) and slope best fit values (95% confidence interval in parentheses) are displayed. Hougaard’s
measure of skewness was <0.10 (almost linear) for all slope best fits. (¢) Frequency distribution of
spectral counts of proteins identified in active (red) and inactive (blue) integrin data sets. Bins, 10
spectral counts. (d) Abundance ratios of proteins identified in active relative to inactive integrin
complexes were determined from normalised spectral counts and log, transformed. Colour bar
indicates higher relative abundance in the active (red) or inactive (blue) integrin data sets. Non-infinite
abundance ratios were normally distributed (non-Gaussian distribution P > 0.05; D’Agostino &
Pearson omnibus normality test), with median abundance ratio 0.52 (0.40-0.60, 95% confidence
interval). Box-and-whisker plot shows the median (line), mean (plus sign), 25th and 75th percentiles
(box) and 5th and 95th percentiles (whiskers).
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Supplementary Figure 3 | Adhesome components identified in activation state-dependent integrin complexes.

(a) Proportions of the literature-curated adhesome! identified by MS. Of the total reported adhesome (n = 232 proteins),
77 proteins (33%) were identified by MS. Adhesome divisions of reported intrinsic (core) components (46 proteins;
319%) and transiently or peripherally associated components (31 proteins; 37%) were represented to a similar extent in
the MS data. (b) Proportions of identified adhesome proteins reported as core or associated adhesome components. Of
the identified adhesome proteins enriched in active integrin complexes (n = 37 proteins), 24 proteins (65%,) were core
adhesome components; of those enriched in inactive integrin complexes (n = 28 proteins), a similar proportion (17
proteins; 61%) were core adhesome components. These proportions are similar to the 649, of the total adhesome
reported as core components (yellow box, reference adhesome). In contrast, identified adhesome proteins with similar
abundance in both data sets (unenriched) were fewer (n = 12 proteins) and had a smaller proportion of core adhesome
components (5 proteins; 42%). This may reflect a relatively transient or peripherally associated set of proteins recruited
to integrin complexes in an activation state-independent manner. (¢) Heat map shows relative protein abundance
(normalised spectral count) for identified adhesome components (grey, not detected). Clusters of differentially enriched
proteins are indicated, and protein order is preserved from the original hierarchical clustering analysis (see Fig. 1d and
Supplementary Table 1 for full, hierarchically clustered MS data). Heat bar (left) indicates the distribution of core and
associated adhesome components.
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Supplementary Figure 4 | Interaction network analysis of activation state-dependent integrin complexes.

(a—d) Quantitative MS data for all proteins identified in the integrin data sets were mapped onto a merged, multi-

source interactome database to generate active and inactive integrin interactomes (see methods for details). Of the
identified proteins reported to interact directly with B1 integrin (the one-hop interactions networks) (n = 29 and 28 for
active and inactive integrin, respectively), 13 proteins (45%) in the active integrin network (a) and 16 proteins (57%) in
the inactive integrin network (b) were reported adhesome components. Of these adhesome components, 699% were
intrinsic (core) adhesome components in the active (9 proteins) and inactive (11 proteins) integrin networks. Analysis of
the B1 integrin two-hop interaction networks (proteins reported to interact directly with B1 integrin or with B1 integrin—
binding partners) identified 751 proteins in the active integrin network (c, inset) and 636 proteins in the inactive integrin
network (d, inset), which represents 9% and 7% of the total reported B1 integrin two-hop interactome, respectively.
These networks were highly interconnected, with 5152 and 3556 protein interactions in the active (c¢) and inactive (d)
integrin networks, respectively. Nodes (circles) represent proteins identified by MS and are coloured according to protein
enrichment in active (red) or inactive (blue) integrin complexes (log, transformed). Edges (grey lines) represent reported
protein-protein interactions. Networks were clustered using the yFiles Organic algorithm implemented in Cytoscape.
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Supplementary Figure 5 | Topological analysis of integrin adhesion complex networks. (a,b) B1 integrin two-hop
interaction networks constructed from the active (a) and inactive (b) integrin data sets were clustered using the yFiles
Organic algorithm implemented in Cytoscape. Self-interactions were removed and topological parameters were
computed using NetworkAnalyzer: D, network density; <€>, average shortest path length; <C>, average clustering
coefficient. Shortest path length represents the ability of two nodes (proteins; circles) in a network to interact via the
smallest number of edges (protein-protein interactions; grey lines). For both integrin networks, this value was smaller
than those expected by random network simulations (<2>,,.4, grey font), indicating highly interconnected (navigable)
networks. Nodes are sized according to degree (number of interactions; k) and coloured according to betweenness
centrality. Betweenness centrality represents the potential of a node to be part of the shortest path length between
different pairs of nodes in the network and is a measure of the load on or the flow of network traffic through the node.
High betweenness centrality equates to a network bottleneck (high-traffic node). The clustering coefficient represents
the capacity for groups of nodes to interact. A high clustering coefficient equates to highly interconnected clusters in
the network. Clustering coefficients of both networks were larger than those of random simulations (<C>,.4, grey font),
indicating that the proteins identified by MS have a tendency to form groups within the networks, in line with the
proposed modular nature of the adhesome?3. Random networks were generated from 10° degree-preserving edge
shuffles of each network. Results are mean + s.d. (n = 10* rounds of randomisation). *P < 0.05, ****P < 0.0001; two-
tailed one-sample Z test. (c¢,d) Plots show the relationship between degree and the degree distribution, P(k) (c), or
betweenness centrality (d) for the active and inactive integrin networks. Highly connected proteins correlated with
increased betweenness centrality, suggesting that hubs may influence the adhesion networks through both direct and
indirect interactions.
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Supplementary Figure 6 | Pathway and functional interaction network analyses of activation state-dependent integrin
complexes. (a) Overrepresented canonical pathways that contain a number of adhesome proteins were selected

(P < 0.0001; Fisher’s exact test). Coloured nodes (shapes) represent proteins identified by MS and are coloured
according to protein enrichment in active (red) or inactive (green) integrin complexes (log, transformed). Nodes with
multiple colours comprise quantitative contributions from multiple identified subunits or members of a complex or
group. Grey nodes represent pathway members not identified in the integrin data sets. Edges (grey lines) represent
direct functional interactions (no arrowhead, binding only; pointed arrowhead, acts on, including binding; blunt
arrowhead, inhibits, including binding; blunt arrowhead with pointed arrowhead, inhibits and acts on, including binding;
circular arrowhead, leads to). (b) Functional interaction networks for overrepresented adhesion and cytoskeleton Gene
Ontology terms were selected (P < 0.05; Fisher’s exact test). Nodes (ovals) represent proteins identified by MS, and
node borders are coloured according to protein enrichment in active (red) or inactive (green) integrin complexes (log,
transformed). Edges (lines) represent reported protein-protein interactions (blue solid lines), literature co-occurrence
(brown dashed lines) or Gene Ontology term association (grey dotted lines). A number of the adhesion-related enzymes
in the integrin signalling pathway (a) and the cell adhesion and actin filament networks (b) (e.g. RhoA, Racl, Cdc42 and
Arf6) were enriched in inactive integrin complexes. Furthermore, excluding tubulin, most (41 proteins; 80%) of the
proteins in the overrepresented microtubule-based process network (b) were enriched in active integrin complexes.
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Supplementary Figure 7 | Microtubule growth in cells spread on stimulatory and inhibitory anti-B1 integrin mAbs.
(a) K562 cells were stained for a-tubulin (red) and vinculin (green). (b) U20S cells were stained for actin (red) and
a-tubulin (green). (c) Hela cells expressing EB1-GFP were imaged to visualise microtubule plus ends. Two
representative images are shown. Inverted contrast images correspond to areas highlighted in white dotted boxes; black
dotted lines indicate cell periphery. Scale bars, 10 um. (d) HFF cells were stained for EB1. Regions away from the cell
periphery with areas of at least 40 um? were selected at random, and the amount of EB1-positive signal was
determined as a percentage of the total measured area. Box-and-whisker plot shows the median (line), mean (plus sign),
25th and 75th percentiles (box) and 5th and 95th percentiles (whiskers) (n = 26 and 29 cell areas for stimulatory and
inhibitory, respectively). Comparison between the two independent groups was determined by two-tailed Mann-Whitney
test.
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Supplementary Figure 8 | Microtubule growth in cells spread on additional stimulatory anti-B1 integrin mAbs.

HFF cells were spread on the inhibitory and stimulatory mAbs used throughout this study (4B4 and 12G10, respectively)
in addition to other stimulatory anti-B1 integrin mAbs (TS2/16, HUTS4 and 9EG7). Cells were stained for a-tubulin and
imaged to visualise microtubule growth to the cell periphery. Inverted contrast images are also shown. Scale bar, 10 pm.
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Supplementary Figure 9 | Microtubule growth dynamics in cells spread on activity-specific anti-integrin mAbs.
(a—c) Hela cells expressing EB3-GFP were spread on FN, stimulatory and inhibitory mAbs and imaged by live TIRF
microscopy. Microtubule plus-end dynamics were tracked and analysed using plusTipTracker* (see Supplementary
Movies 3-5). Median values for displacement (a), lifetime (b) and speed (c) of +TIP comet track growth were
determined for each cell from at least 700 tracks per cell. Box-and-whisker plots show the median (line), mean (plus
sign), 25th and 75th percentiles (box) and 5th and 95th percentiles (whiskers) (n = 6, 5 and 6 cells for FN, stimulatory
and inhibitory, respectively). Arrowheads indicate obscured median lines. *P < 0.05; Kruskal-Wallis test with Dunn’s
multiple comparisons test.
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Supplementary Figure 10 | Original blots. Dashed boxes indicate cropped regions shown in Figure 4a. Arrowheads
indicate expected band position for each protein probed. MW, molecular weight (kDa), grey font; T, total cell lysate;
M, molecular weight marker.
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Supplementary Table 1 | Hierarchical clustering analysis of proteins identified in active or inactive integrin adhesion complexes.
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P04406 GAPDH Glyceraldehyde-3-phosphate dehydrogenase 36 20; 2 050
Q09161 NCBPL Nuclear cap-binding protein subunit 1 %2 0521 0.580 030 -
P02008 HBZ Hemoglobin subunit zeta 16 14302 15,861 030 -
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043617 TRAPPC3  Trafficking protein particle complex subunit 3 20 0414 0.456 091
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QgHODS XRN2 Isoform 1 of 5'-3' exoribonuclease 2. 109 0208 0217 094
Q8NFHS NUP3S Nucleoporin NUPS3 35 0584 0620 094
Q9vaRs TELO2 Telomere length regulation protein TEL2 homolog 92 0.067 0072 093
P08238 HSPIOABL  Heat shock protein HSP 90-beta 8 9.928 9760 102
$33992 McMs DNA replication licensing factor MCMS. 82 1344 1329 101
P05787 KRT8 Keratin, type Il cytoskeletal 8 54 6.229 6216 100
P63272 SUPT4H1  Transcription elongation factor SPT4 13 0836 0834 100
P28070 PSMBa Proteasome subunit beta type-4 29 0.708 0704 101
P62826 N GTP-binding nuclear protein Ran 2 5233 5082 103
Q99623 PHB2 Prohibitin-2 3 2066 2017 102
043320 EEFIEL Eukaryotic translation elongation factor 1 epsilon-1 20 900 0381 102
Q8NFHA NUP37 Nucleoporin 37 0195 0.1%0 103
aswvi2 NUDCD2 NudC domain-containing protein 2 18 0.244 0238 103
P62937 PPIA Peptidylprolylcis-trans isomerase A 18 8.868 9275 096
Q92499 ooX1 ATP-dependent RNA helicase DDX1 82 0976 1020 096
Q9uKM9 RALY Isoform 1 of RNA-binding protein Raly 30 2600 2709 096
QgszL1 uBls. Ublquitin-like protein § 9 1679 1750 096
P69891 HBG1 Hemoglobin subunit gamma-1 16 20032 20879 096
075431 mIX2 Metaxin2 30 0331 0345 096
015247 cuca Chloride intracellular channel protein 2 23 0365 0384 095
p28072 PSMBE r subunit beta type-6 2 1141 1177 097
Q04837 ssBp1 Single-stranded DNA-binding protein, mitochondrial 17 2.499 2598 096
auaon CIRBP Cold-inducible RNA-binding protein 19 1274 1321 096
Q99436 PSMB7 Proteasome subunit beta type-7 30 0322 0334 096
Q16698 DECR1 noyl-CoA reductase, mitochondrial 36 1214 1226 099
Qo1081 2AFL Splicing factor U2AF 35 kDa subunit 3 206 2049 099
095757 HSPAGL Heat shock 70 kDa protein 4L 9 0070 0071 099
Qis36s [ Poly(rC)-binding protein 1 37 4024 4028 100
014929 HATL e e e T 50 0527 0528 100 -
014979 HNRPDL sof eterogeneous nuclear ribonucleoprotein D-like 46 2010 2018 100 -
P35606 cops2 e 102 0225 0226 100 -
Qoai3 NSUN2 1RNA (cytosine-5-)-methyltransferase NSUN2 86 0.866 0879 099 -
Pa3246 MsH2 DNA mismatch repair protein 105 0676 0687 098 -
P09211 GsTP1 Glutathione S-transferase P 2 1700 1731 098 -
043175 PHGDH D-3-phosphoglycerate dehydrogenase 57 1048 1068 098 -
Pagees KRT6C Keratin, type Il ytoskeletal 6C 60 3669 3741 098 -
QoNXKe FaxL12 Isoform 1 of F-box/LRR-repeat protein 12 37 0.058 0,060 097 -
Q9H2HE PPIL3 Peptidylprolyl cis-trans isomerase 33 0065 0.067 097 -
P62269 RPS18 405 ribosomal protein S 18 13833 16218 085 -
P05783 KRT18 Keratin, type | mmgwmn 18 8 3139 3703 085 -
o754 PRPFAOA Isoform 1 of Pre-mANA-processing factor 40 homolog A 109 0473 0558 085 -
48059 v Partcularly interesting new Cys-His protein 38 0320 0378 085 ves
asuass CDK11A PITSLRE serine/threonine-protein kinaseCDC2L1 % 0140 0.166 084 -
ais717 ELAVLL ELAV-like protein 1 39 3563 4235 084 -
p37802 TAGLN2 Transgelin-2 2 3.005 3566 084 -
asevz3 HRNR Hornerin 282 0,040 0,047 085 -
P00338 LoHA Isoform 1 of Liactate dehydrogenase A chain 37 1160 1327 087 -
Q9BXPS SRRT Isoform 2 of Serrate RNA effector molecule homolog 100 0.442 0510 087 -
Quesa7 LasP1 Isoform 1of LIVl and SH3 domain protein 1 30 05686 07% 087 ves
Ps6192 MARS Methiony!-tRNA synthetase, cytoplasmic 101 0692 005 086 -
043447 PPIH Peptidyl-prolyl ci-trans isomerase 1 1933 2237 086 -
Qge6FF9 cocas Sororin % 0129 0.149 087 -
Q9vaio C220rf28  UPF0027 protein C220rf28 55 1275 1448 088 -
Q9UNE? sTUBL Isoform 1 of STIP1 homology and U box-containing protein 1 35 0.492 0558 088 -
Qis3se PCap2 poly(rC) binding protein 2 isoform b 8 am 4802 089 -
46783 RPS10 405 ribosomal protein 10 1 7035 7.944 089 -
62263 RPS14. 405 ribosomal protein 14 16 7624 85605 089 -
P04040 T Catalase ) 0.126 0142 089 -
060573 EIF4E2 Eukaryotic translation initiation factor 4€ type 2 28 0741 0838 088 -
p24752 ACATL Acetyl-CoA acetyltransferase, mitochondrial a5 0.489 0553 088 -
014773 TPPL Putative uncharacterized protein TPP1 0 0.088 0099 089 -
QssLvs Uspag UsPag protein 121 0057 0.064 089 -
82979 SARNP 18 kDa protein 18 9.747 11692 083 -
075323 GBAS Protein NipSnap homolog 2 3 0642 0769 083 -
PO7195 LoHB Llactate dehydrogenase B chain 37 0979 1179 083 -
P35250 RFC2 Isoform 1 of Replication factor C subunit 2 39 0507 1094 083 -
PA0616 ARLL ADP-ribosylation factor-like protein 1 20 0342 0413 083 -
Q13547 HDACT Histone deacetylase 1 55 0936 1144 082 -
Q3MHD2 Lsm12 Isoform 1 of Protein LSM12 homolog 2 0861 1047 082 -
Q92530 PSMFL Proteasome inhibitor PI31 subunit 30 0134 0165 081 -
Q99598 TSNAX Translin-associated protein X 33 0.4 0177 o081 =
asvTR2 RNF20 €3 ubiquitin-protein ligase BRELA 14 0047 0058 081 -
043633 cHMP2A Charged multivesicular body protein 2a 2 0072 0088 082 -
060884 oNAIA2 Dnal homolog subfamily A member 2 a6 0.424 0528 080 -
Qodg28 AKRICL Aldo-keto reductase family 1 member C1 37 059 0743 080 -
P14625 HSP90BL Endoplasmin 92 0.226 0282 080 -
P41223 BUD31 Protein BUD31 homolog Y 0555 05695 080 -
asivaL MTHEDIL P ke 106 0056 0.070 080 -
P31689 DNAA: Dnal homolog subfamily A member 1 as 1339 1649 o081 -
Q12996 csTR Cleavage stimulation factor subunit 3 8 0316 0389 081 -
Q9vsRe TRAPPCL  Trafficking protein particle complex subunit 1 17 0326 0.402 081 -
Pas735 1DH2 Isocitrate dehydrogenase [NADP), mitochondrial 51 0059 0073 081 -
QINRSO EIF283 Isoform 1 of Translation initiation factor elF-28 subunit gamma 50 0366 0.453 o1 -
096000 NDUFB10 jquinone] 1 10 21 0165 0204 081 -
PO7814 PRS Bifunctional aminoacy-RNA synthetase 1 1078 0876 123 -
P50995 ANXATL Annexin ALL 46 1512 1227 123 -
000299 cuct Chloride intracellular channel protein 1 27 7164 5.80 123 -
P40227 cToA T-complex protein 1 subunit zeta 58 1326 1075 123 -
P32119 PROX2 Peroxiredoxin2 2 390 3.197 123 -
$23396 RPS3 405 ribosomal protein 53 27 15.149 1233 123 -
P67809 Yexi Nuclease-sensitive element-binding protein 1 36 2388 1944 123 -
P61077 UBE203 Isoform 1 of Ubiquitin-conjugating enzyme E2 3 7 0521 0.425 123 -
P13010 XRecs ATP-dependent DNA helicase 2 subunit 2 83 2231 1795 124 -
Qasoss2 162 Filaggrin-2 28 0047 0038 120
P21964 comT Isoform Membrane-bound of Catechol O-methyltransferase 30 069 0559 125
P14868 DARS Asparty-RNA synthetase, cytoplasmic 57 1720 1422 121
PO8708 RPS17 405 ribosomal protein 16 5702 4740 121
P25787 PSMA2 Proteasome subunit alpha type-2 26 1726 1425 121
Qs TRMTLIZ  tRNA methyltransferase 112 homolog 1 3426 2819 122
P28482 APKL Mitogen-activated protein kinase 1 a 0820 0677 122 vEs
Qis643 TRIPLL Thyroid receptor-interacting protein 11 28 0.009 0.007 129
P43355 MAGEAL Melanoma-associated antigen 1 3 0339 0278 122
Q9vae2 EXOSCL 35" exoribonuclease CsL4 homolog 21 0988 0.807 122
P27348 YWHAQ 14-3-3 protein theta 28 2.160 1771 122
Q9uKLo RCOR1 REST corepressor 1 53 0.159 0.130 122
Q9H3GS UL Probable serine carboxypeptidase CPVL 54 0.119 0097 123
P35268 RPL22 605 ribosomal protein L22. 15 10537 8790 120
Quasas CAPRINT Isoform 1 of Caprin-1 78 0616 0515 120
Q99714 HSD17810  Isoform 1 of 3-hydroxyacyl-CoA dehydrogenase type-2 27 2.800 2326 120
arion HIST2HIA  Histone H3.2 15 20,160 20002 121
P5a819 a2 Isoform 1 of Adenylate kinase 2, mitochondrial 2% 0183 0151 121
060869 EDF1 Isoform 1 of Endothelia differentiation-related factor 1 16 0297 0246 121
060271 5PAGY 145 kD protein 145 0035 0029 121
Q9vss9 RBMS) Isoform 1 of RNA-binding protein 8A 20 1235 1024 121
075832 PSMD10 265 proteasome non-ATPase regulatory subunit 10 u 0177 0.147 120
P05388 RPLPO 605 acidic ribosomal protein PO 3 5.490 4203 129
p27708 o CAD protein 23 0391 0303 129
P62829 RPL23 605 ribosomal protein L23 15 12025 9301 129
P62304 SNRPE small nuclear ribonucleoprotein £ 1 5237 4066 129
Q9p210 cpsr2 Clevage an plyadenyation specctyfcor subunit 2 88 0.228 0177 129
15233 NON -POU domain-containing octamer-binding protein 54 4309 3309 130
QsT749 KPRP Keralmacyte proline-rich protein 64 0323 0248 130
27 QRicHL Glutamine-rich protein 1 86 0.025 0019 132
P35637 Us Fus-ike protein (Fragment) B 1128 0895 126
$30050 RPLI2 Isoform 1 of 605 ribosomal protein L12 18 8149 6.457 126
Q06187 Tk Tyrosine-protein kinase BTK 76 0272 0216 126
P04075 ALDOA Fructose-bisphosphate aldolase A 39 1754 1397 126
$24928 POLR2A DNA-directed RNA polymerase Il subunit RPB1 27 0.088 0070 126
P10809 SPD1 60 kDa heat shock protein, mitochondrial 61 4256 3397 125 -
075419 cocast CDCAs-related protein 66 0.189 0151 125 -
P37198 NUPE2 Nuclear pore glycoprotein p62 53 0190 0152 125 -
P62280 ps11 405 ribosomal protein $11 18 7.292 5731 127 -
Qo7666 KHDRBS1  Isoform 1 of KH , RNA-bindi protein 1 8 0726 0570 127 -
Q16763 use2s Ubiquitin-conjugating enzyme £2 S 2 0174 0.137 127 -
Qonzis 1GF28P1 Insulin-fike growth factor 2 mRNA-binding protein 1 6 2138 1682 127 -
QguNie DUSP12 Dual specificity protein phosphatase 1: 38 0074 0058 128 -
Q9H944 MED20 Mediator of RNA polymerase I transcription subunit 20 2 0310 0243 128 -
Qisoss PDIAG Isoform 2 of Protein disulfide-isomerase AG s4 660 0520 128 -
Qisoas. ARS Isoform Cytoplasmic of LysyHRNA synthetase 68 0674 0527 128 -
Q92896 6L61 golgi apparatus protein 1 isoform 2 136 0019 0014 136 -
PE1163 ACTRIA Alpha-centractin 38 0.066 0052 127 -
P62249 RPS16 405 ribosomal protein S16 16 12323 11718 105 -
Q92890 UrDIL Putative uncharacterized protein UFD1L 39 0397 0377 105 -
13283 Gagp1 Ras GTPase-activating protein-binding protel 52 1569 1.4% 105 -
Qgvsks UcHLs Isoform 2 of biuitin carboxyl-terminal hydrolase isozyme L5 36 0736 0702 105 -
Qoos34. ke Cell division protein kinase & 37 1127 1076 105 -
Q99729 HNRNPAB  Isoform 2 of Heterogeneous nuclear ribonucleoprotein A/B. 36 2132 2060 103 -
000422 P18 in3A-associated protein, 18kDa 20 1336 1288 108 -
Q14103 HNRNPD Isoform 1 of Heterogeneous nuclear ribonucleoprotein DO 38 3133 3014 108 -
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Table 1 (cont.) | lustering analysis of proteins identified in active or inactive integrin adhesion complexes.
Relative abundance (mean _ Fold enrichment
Protein s i Sp 3
1Pl Accession _Uni Gene name __Protein name MW (kDa) ~Active integrin integrin)* i integrin_Cluster’ _ Adhesome"
826 IPI00430812  P62633 NBP Isoform 1 of Celular nucleic acid-binding protein 19 1121 1078 104 -
428 IPI00021926  P62333 PSMCE 265 protease regulatory subunit “ 1054 1012 108
429 1PI00021926  P62333 PSMCS 265 protease regulatory subunit $108 a 1054 1012 104
641 IPI00007019  Q9Y3C PPILL Peptidyl-prolyl ci-trans isomerase-fike 1 18 1580 1514 108
1696 IPI00328658  Q9UBL3 Ast2L Isoform 1 of Set1/Ash? histone methy/ransferase complex subunit ASH2 ) 0042 0040 105
43 IPIOOAIBATL  POBSTO vim Vimentin 54 5789 5413 107 ves
1466 IPI0O001134  Q9YS80 RBM7 RNA-binding protein 7 3 0221 0206 107
185 1PI00026202 Q02543 RPLIBA 605 ribosomal protein L18a 2 4742 4419 107
2002 IPIOOISS601  QUBQGY MACRODI  MACRO domain-containing protein 1 3 0098 0091 108
1017 1PI00016339 51148 BsC Ras-related protein Rab-5C. 2 0654 0607 108
658 IPI00172580 Q72384 NUPS4 Nucleoporin 54kDa variant (Fragment) 56 049 0.465 107
1415 1PI00017767 Q99735 MGST2 Microsomal glutathione S-transferase 2 Y 0.9 0.465 107
784 IPI00063729 Q96101 THOC3 THO complex subunit 3 @ o411 0387 106
1650 IPIO0018192  QBRFHS WOR74, Isoform 1 of WD repeat-containing protein 74 @ 0099 0094 105
1125 IPI0000S162 015145 ARPC3 Actin-related protein 2/3 complex subunit 3 2 0504 0477 106 ves*
1316 IPI00215006  QBEWXE RPSIOBP  Active regulator of SIRTL 15 0643 0.608 106
57 IPI00413108  POBS6S RPSA otein 3 8620 7804 110
425 IPloc017334  P3s232 PHB Prohibitin 30 1745 1589 110
848 IPI00299048 Q13576 16AP2 Isoform 1 of Ras GTPase-activating-ike protein IGGAP2 181 0054 0049 110
471 1PI00299155 25789 PSMAG Proteasome subunit alpha type-4 2 1527 1384 110
1305 1PI00017376 Q15437 sec238 Protein transport protein Sec238 8 0093 0084 111
1720 1PI0000S791 014777 NDC8O Kinetochore protein NDC80 homolog 7 0050 0085 11
314 IPIO0382470  PO7900 HSPIOAAL  Isoform 2 of Heat shock protein HSP 90-alpha 98 4937 4433 111
1587 1PI00024698 060828 PQBP1 Isoform 1 of Polyglutamine-binding protein 1 30 0170 0153 11
624 IPI00291946 Q14694 usP10 Ubiguitin carboxykterminal hydrolase 10 88 0350 0321 109
1089 1PI00217472  P09105 HBa1 Hemoglobin subunittheta-1 16 0891 0316 109
1030 IPI0006754  P61962 DeAF7 DDB1- 2nd CUL4-associated factor 7 39 0332 0306 108
1763 110057959 36 kDa protein 3 0050 0046 109
133 1PI00419373  P51991 HNRNPA3  Isoform 1 of Heterogeneous nuclear ribonucleoprotein A3 o 3932 3377 116
1131 1PI00030781 42228 STATL Isoform Alpha of Signal transducer and activator o transcription 1-alpha/beta 87 00% 0083 116
1253 1PI00002966  P34932 HSPAS Heat shock 70 kDa protein 4 o 0118 0101 117
177 1PI00746004  Q7LUMS RPS27L 405 ribosomal protein 527-like ) 15,863 13558 117
1582 1100953925 000170 A Aryl hydrocarbon receptor interacting protein 3 0068 0058 117
541 IPIO0031514 40937 RFCS Replication factor C subunit 5 3 0942 0837 113
728 IPIO0219861  P24666 ACPL Isoform 1 of Low molecular weight phosphotyrosine protein phosphatase 18 1440 1278 113
36 1PI00848226 63244 GNB2LL 1 3 10477 9276 113 ves
1056 1PI00375370  053GB2 eci3 Protein SEC13 homolog 3 0398 0351 113 -
1226 1PI0O167572 Q5200 FAM8S Protein FAM9 37 344 0304 113 -
388 IPIO0G4G304  P23284 prig Peptidyl-prolyl cis-trans isomerase B 2 2307 2087 115 -
650 IPIO0O1S833  QUNX63 CHCHD3. c i 2 2% 1135 09% 114 -
1087 1PI0000SS37  P52815 MRPLL2 Mitochondrialdicarboxylate carrier ® 0251 0220 114 -
589 IPI00328985  QE6WA2 THOCS Isoform 1 of THO complex subunit 6 homolog, 3 0858 0781 116 -
1624 1PI00018235  Q9UBVE pEFL peflin 30 0170 0147 116 -
149 1PI00759560 Q04637 EIFaG1 EIF4GL protein m 0687 0595 115 -
1585 1PIOO009%01 61970 NUTF2 Nuclear transport factor 2 1 0216 0188 115 -
1674 1PI0015SSE2  Q9BVES RNF126 Isoform 2 o RING finger protein 126 u 0178 0154 116 -
30 1PI00217471 02100 HBEL Hemoglobin subunit epsilon 16 21577 30239 071 -
242 IPIO0016832  P25786 PSMAL Isoform Short of Proteasome subunit alpha type-1 30 2420 3.400 071 -
422 1PI00152695  QSUXND WORS2 WD repeat-containing protein 82 3 1047 1461 on -
1021 1PI0O783097 41250 ARS Glycyl-tRNA synthetase 8 0139 0193 on -
273 IPIO0011913 Q13151 HNRNPAO  Heterogeneous nuclear ribonucleoprotein AD 31 25% 3582 on -
780 IPIO0010219  QSHBM1 spC2s Kinetochore protein Spe2s 2 684 0948 on -
1146 1PI00019755  P78417 GsTo1 Glutathione S-transferase omega-1 2 0342 0475 o7 -
543 IPIO0012998 Q16630 cPsF Isoform 1 of Cleavage and polyadenylation specifciy factor subunit 6 50 0569 0814 070 -
583 IPIOO04S90 22392 NME2 Nucleoside diphosphate kinase 3 0698 1000 070 -
637 IPIO000S492 61964 WORS WD repeat-containing protein 5 3 0568 0811 070 -
1569 1PI00024915  P30044 PROXS Isoform Mitochondrialof Peroiredoxin-5, mitochondrial 2 0252 0358 070 -
731 IPIO0010201  PAgSSS PSMD8 proteasome 265 non-ATPase subunit 8 0 0387 0584 071 -
925 IPI00304435  QIBPWE NIPSNAPL  Protein NipSnap homolog 1 3 0262 0368 071 -
849 IPIO0014399 Q13643 FHL3 Four and a half LIM domains protein 3 31 0474 0667 071 -
1080 1PI00019918  QINUU7 DDX19A ATP-gependent RNA helicase DDX19A s4 0187 0264 071 -
87 1PI00376379 Q72794 KRT77 Kkeratin 77 & 2614 3876 067 -
1049 1PI00013949 043765 S6TA i i o & protein alpha 3 0324 0.480 068 -
282 IPIO0SS04S1  PE2136 PPPICA PPL.alpha 38 1726 2568 067 -
1048 1PIO0010717 Q03426 VK Mevalonate kinase 2 0168 0250 067 B
699 IPI00292020  P19623 R Spermidine synthase u 0646 0952 068 -
903 IPIO0002349 Q72417 NUFIP2 Xmental g protein2 7 0193 0285 068 B
156 IPIO08B9S41 Q92841 oDX17 Isoform 4 of Probable ATP-dependent RNA helicase DDX17 8 3354 4927 068 -
893 IPIOO00S408  QSY314 NoSIP Nitrc oxide synthase-interacting protein 3 0410 0602 068 5
643 IPIO0A29689  PE2714. PPP2CB 3 0692 1014 068 ves
906 IPIO0304693 52594 AGFGL Isoform 2 of Arf-GAP domain and FG repeats-containing protein 1 sa 0237 0318 068 B
1805 IPI00216308  P21796 VDACL Voltage-dependent anion-selective channel protein 1 31 00%8 0143 069 -
50 IPI00SS4676  P69892 HBG2 Hemoglobin subunit gamma-2 16 21329 30825 069 -
279 IPIO0246058  QBWUM PDCDGIP  Programmed cell death G-interacting protein 9% 0627 0903 069 -
622 IPI00059292  Q96AT2 MAGOHB  Protein mago nashi homolog 2 Y 1363 1950 069 -
1038 1PI00013810 043709 WBSCR22  Isoform 1 of Uncharacterized methytransferase WBSCR22 » 0225 0328 069 -
1499 IPIOOSS2584  Q9GEV2 RBV33 Isoform 1 of RNA-binding protein 33 130 0028 0040 070 -
2076 IPI0O0783133  QOHCES METTLI4  Methyltransferase-like protein 14 52 0035 0050 070 -
20 IPIO001230 Q13242 SFRS9 Splicing factor, aginine/serine-rich 9 2% 3110 3977 078 -
16 1PI00396378  P22626 HNRNPAZB1  Isoform B of Heterogeneous nuclear ribonucleoproteins A2/81 3 13757 17.446 079 -
447 1PI00028006  PasT21 SMB2 Proteasome subunt beta type- 23 1666 2114 079 -
907 IPIO0013939  P15927 RPA2 Isoform 1 of Replication protein A 32 kDa subunit 2 0509 0642 079 -
327 IPIO0031820 Q5285 FARSA Phenylalanyl-tRNA synthetase alpha chain 58 0960 1240 077 -
1438 1PI00418497  Q37CQ8 TIMMSO Isoform 2 of import inner TIMS0 50 0120 0155 077 -
752 IPIO0011770 000483 NDUFA NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunt 4 ) 2184 2817 078 -
1057 1PI00021167 075569 PRRA Isoform 1 of Interferon-inducible double stranded RNA-dependent protein kinase activator A 3 0343 0413 077 -
721 IPI0030S152 094979 SEC31A Isoform 3 o Protein transport protein Sec31A 122 0138 0180 077 -
727 IPI00295081 23258 TUBGL Tubulin gamma-1 chain 51 0340 0413 077 -
167 1PI00003BE1  P52597 HNRNPE Heterogeneous nuclear ribonucleoprotein F s 3983 5186 077 -
1588 1PI00294486 Q99956 oUSPY Dual specificity protein phosphatase 9 @ 00% 0125 o077 -
1574 1PI00180292  Q9UQBS BAIAP2 Isoform 5 of Brain-specific angiogenesis inhibitor 1-associated protein 2 57 0071 0092 077 -
1811 1PIO002955E 095298 NDUFC2 NADH dehydrogenase [ubiquinone] 1 subunit C2 1 0180 0234 o077 -
379 IPI00A79145  POST27 KRT19 Keratin, type | ytoskeletal 19 w saa1 5868 076 -
711 IPIO00076B2  P38606 ATPGVIA  V-type proton ATPase catalytic subunit A o 0289 0382 076 -
61 1PI0017994  P26599 PTBPL Isoform 1 of Polypyrimidine tract-binding protein 1 57 3683 4855 076 -
1547 1PI00075081 Q9B FANCD? Isoform 1 of Fanconi anemia group D2 protein 166 0028 0037 076 -
792 IPI00218236  PE2140 PPPICE phosphatase PP 37 1734 2275 076 -
1564 PI00000606 095801 TICa Tetratricopeptide repeat protein 4 as 0104 0137 076 -
209 IPI00022462 02786 TFRC Transferrin receptor protein 1 8 1000 1337 075 -
1149 1PI00106698  Q9BRX2 PELO Protein pelota homolo a 0214 0287 075 -
1250 IPIO0410590  QBNDSG LsM14A Isoform 2 of Protein LSM14 homolog A s1 0103 0137 075 -
676 IPI00939544  PE9892 HBG2 17 koa protein Y 17.414 2123 075
1152 1PI00009101  Q6ZRS2 SRCAP Isoform 2 o Helicase SRCAP 337 0007 0009 078
391 IPI00024320  P9B179 RBV3 Putative RNA-binding protein 3 Y 2999 4040 07a
747 1PI00003927 Q08752 PPID Pepticyl-prolyl cis-trans isomerase D a 0479 0651 07
476 IPIO000S822  PE1011 SRPSa Signal recognition particle 54 kDa protein 56 0675 0914 07
1176 I1PI00162563 075150 RNF40 Isoform 1 of E3 ubiquitin-protein igase BRE1B 114 0054 0073 07
60 IPI00215637 000571 DDX3X ATP-dependent RNA helicase DDX3X 7 3392 4601 073
635 IPI00219219 09332 LGALSL Galectin-1 15 1387 1897 073
504 IPI00014263 Q15056 EIFan Isoform Long of Eukaryotic translation initiation factor 4H 2 1197 1635 073
1092 1PI00016746 Q13951 cBra Isoform 1 of Core-binding factor subun 2 0504 0688 073
1663 IPI00016725  QSUKNS GTFCH General transcription factor 3C polypeptide 4 2 0035 0048 073
191 IPIO0031647 Q9BRPL PDCD2L Programmed cell death protein 2-ike 39 0083 0113 073
153 IPI00G46917 043809 NUDT2L Cleavage and polyadenylation specifcity factor subunit 2% 3791 6666 057
204 IPIO0410714  PE990S HBAL Hemoglobin subunitalpha 15 4973 8710 057
21 1PI00183294  P3S65E NUP214 Isoform 1 of Nuclear pore complex protein Nup214, 214 1755 3037 058
223 IPIO00IS952  P7E3as EIFaG2 Eukeryotic translation intiation factor 4gamma 2 110 0638 1113 057
578 IPI00290952 Q14684 RRP1B Isoform 1 of Ribosomal RNA processing protein 1 homolog B 2 0219 0381 057
987 IPI00745433  QOUKVS €IF2C2 Isoform 1 of Protein argonaute-2 97 0113 019 058
1370 1PI0010B10  P138( ETFA Ioh: 35 0193 0336 057
121 1PI00103994  QOP2IS wars LeucyHtRNA synthetase, cytoplasmic 134 0808 1382 058
480 IPIO0291510  P12268 IMPDH2 Inosine-5"monophosphate dehydrogenase 2 56 0618 1062 058
999 IPIOO0108G0 000233 PSMDI Isoform p27-L of 265 proteasome non-ATPase regulatory subunit 2 0458 0789 058
618 IPIO001S383  PS1S70 GALKL Galactokinase s 0507 0356 059
211 1PI00018522 Q99873 PRMTL HMTL hnRNP methyltransferase-like 2 isoform 1 @ 1502 3223 059
1203 1PI00016620  Q9HO39 pSTPIP2 Isoform 1of 2 39 0203 035 059
192 1PI00019733  P78406 RAEL MRANA export factor a 1860 3320 056
733 IPIO000S137 095639 cPsFa Isoform 1 of Cleavage and polyadenylation specificity factor subunit 4 30 0586 1046 056
8% IPIO000S724 043813 LaNcLL LanClike protein 1 a5 0219 0391 056
452 IPIO0002894  P28340 PoLDL DNA polymerase delta catalytc subunit 12 0260 0461 056
411 100221108 PO481 TYms Thymidylate synthase 3 1082 1919 056
913 IPIO0003348  PE2879 aNg2 Guanine nucleotide-binding protein G()/G(S)/G(T) subunt beta-2 37 0282 0500 056
1500 1PI0013981  P07947 ves1 Proto-oncogene tyrosine-protein kinase Yes 61 0322 0569 057
750 IPI00012835 Q13363 cTopt Cterminal-binding protein 1 8 0372 0669 056
1058 1PI00021626  Q9BTDB RaM42 Isoform 1 of RNA-binding protein 42 50 0135 0244 055
346 IPIO0025019  P20618 PsMBL Proteasome subunit beta type-1 2% 1521 2761 055
1290 1PI00011997 Q9H7ED cBorf33 Isoform 1 of UPF048 protein CBor{33 2 0242 0439 055 -
1667 IPI00152658  QBTOX? NEK7 Serine/threonine-protein kinase Nek? 3 0113 0205 055 -
114 1PI00783185 075179 ANKRD17  Isoform 2 of Ankyrn repeat domain-containing protein 17 274 0424 0782 054 -
263 IPIO000S8E7  P13647 KRTS Keratin, type Il ytoskeletal 5. ) 3383 6253 054 -
210 1PI00012795 Q13347 €iF31 Eukaryotic ranslation intiation factor 3 subunit 37 1966 3640 054 -
1081 1PI00180675  Q71U36 TUBALA Tubulin alpha-14 chain 50 1123 20593 055 True ves®
1PI00220327  P0A2S KRTL Keratin, type Il cytoskeletal 1 6 15973 20935 053 -
1437 1PIOO002580 000443 PIK3C2A 3-kinase C2 Ioh: 191 0021 0040 053 ves
1301 1PI00023095 Q15773 wLF2 Myeloid leukemia factor 2 28 0257 0479 054 -
1777 1PI00010271 63000 RACL Isoform A of Ras-related C3 botulinum tosin substrate 1 2 0288 1656 054 vEs
395 IPIO000S1SO  PE1160 ACTR2 Actin-related protein 2 45 0891 1682 053 -
882 IPIO00I8O71  P19474 TRIM2L 52 kDa Ro protein sa 0229 0433 053 -
926 IPI002985S8  QUBULS PDCO10 Programmed cell death protein 10 2 0354 0675 052 -
1251 1PI00028438  QBIV22 P c-Maf-inducing protein isoform C-mip 8 008 0110 053 -
1200 1PI00022239  Ps3582 METAPL Methionine aminopeptidase 1 e 0159 0304 052 -
750 IPI00180154 Q99700 ATIN2 Isoform 1 of Ataxin2 140 0132 0254 052 -
1317 1PI00022820 Q00403 GTF28 Transcription iitation factor I3 3 0150 0289 052 -
47 IPIOO0007S  P26641 EEFIG Elongation factor 1-gamma s 3473 6867 051 -
478 IPIO0470879 095758 ROD1 Isoform 1 of Regulator of differentiation 1 57 1233 2435 051 -
1584 1PI0017079 Q9UBQO ) Isoform 1 of Vacuolar protein sorting-associated protein 29 2 0106 0210 050 -
107 1PI000I3214  P25205 w3 MCM3 minichromosome maintenance deficient 3 (5. cerevisiae),isoform CRA_b 9% 1170 2323 050 -
1071 1PI00028266 095067 ceng2 G2/mitoticspecifc cycin-B2 s 0179 0355 050 -
1326 IPI004S0768 Q0469 KRTL7 Keratin, type | cytoskeletal 17 @ 2519 4995 050 -
175 1PI00003269  QS62R1 AcTBL2 Beta-actin-ike protein 2 2 16,135 32273 050 -
648 IPIO00GS671 Q98D ucka Isoform 1 of Uridine-cytidine kinase 2. 2 0745 1484 050 -
800 IPIO01S4451  QS6TT6 s MWIS19ike protein 116 0102 0203 050 -
1614 1PI00032140  PSO4S4 SERPINHI  Serpin HL 6 0078 0156 050 -
3 1PI00013881 31943 HNRNPHI  Heterogeneous nuclear ribonucleoprotein H s 5681 11,050 051 -
1072 1PI00007691 Q9296 TRAPPC4  Traffcking protein particle complex subunit 4 2 0348 0679 051 =
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Table 1 (cont.) | lustering analysis of proteins identified in active or inactive integrin adhesion complexes.
Relative abundance (mean _ Fold enrichment
Protein i i Spe i
#_IPl Accession_ Uil Genename __Protein name MW (kDa) _Active integrin integrin)* [ integrin__ Cluster’ _ Adhesome”
682  IPI00027996  P57737 CORO7 Isoform 1 of Coronin-7 101 0.185 0361 -
1874 1PI00021739 075420 GIGYFL PERQ amino acid-rich with GYF domain-containing protein 1 115 0018 0034 053
359 IPID0031570  Q9BSD7 Clorfs7 Nucleoside-triphosphatase Clorf57 21 2157 4.230 051
419 IPI00015947  P25685 DNAJBL Dnal homolog subfamily B member 1 38 0.942 1.849 051
1750  IPI00554711  P14923 Jup Junction plakoglobin 82 0.086 0.168 051
802 IPID0179026 QSULC4 MCTs1 Isoform 1 of Malignant T cell-amplified sequence 1 21 0.559 1.100 051
1801 IPI00012833  PE0S10 PP 3 0072 0142 051
208 IPIO0030783 42229 STATSA Signal transducer and activator of transcription SA 91 0747 1239 060
479 IPI00001738 Q99567 NUP88. Nuclear pore complex protein 84 0.403 0.667 0.60
301 IPI00456631 060341 Kom1 Isoform 1 of Lysine-specific histone demethylase 1 93 0558 0918 0.61
254 IPIO0479306  P28074 PSMBS Proteasome subunit be(a type-! 28 2410 3.976 0.61
1020  IPI00247295  Q8NF91 SYNEL Isoform 4 of Nesprir 1005 0.002 0.003 0.67
1024 1PI00007935  Q9GHCA PDLIMS. A e 6 0116 0150 061
364 IPI00001661  P18754 RCC1 regulator of chromosome condensation 1 isoform a 48 0.930 1.558 0.60
704 IPI00010157  P31153 MAT2A s-adenosylmethionine synthetase isoform type-2 a4 0.394 0.662 0.60
705 IPIO0O07155  QIUK4L 528 Vacuolar protein sorting-associated protein 28 homolog 2 0662 1108 060
143 IPI00083708 19Y520 PRRC2C Isoform 7 of Protein BAT2-like 2 317 0336 0.560 0.60
1105 IPIO0SIS7I3 Q13428 TCOF1 Isoform 4 of Treacle protein 156 0053 0089 060
18  IPI00017617  P17844 DDXS. Probable ATP-dependent RNA helicase DDX5 69 5.706 9.123 063
633 IPIOO00B44S  QSUNIS FipLL Isoform 3 of Pre-mRNA 3end-processing factor FIPL 58 0.420 0675 062
23 IPI00217963  PO8779 KRT16 Keratin, type | cytoskeletal 16 51 6723 10.935 0.61
188 IPI00300725  PO2S38 KRTEA Keratin, type Il cytoskeletal 64 60 4422 7197 061
975  IPI00218505 Q8WW33 GTSF1 sametocyte-specific factor 1 19 0.602 0.982 061
718 IPI00217357  QBIXI2 ccarL Isoform 1 of Celldivision cycle and apoptoss regulator protein 1 133 0084 0136 062
1303 1PIO0033030 Q16186 DRM1 Proteasomal ubiquitin receptor ADRM1 a2 0156 0253 062
375 IPIO0410067 Q7Z2W4 ZC3HAVI  Isoform 1of Zinc finger CCCH-type antiviral protein 1 101 0.404 0652 062
1109 1PI00019269 Q96753 DR6L WD repeat containing protein 61 3 0191 0309 062
1PI00217442  QBIWZ2 HCG_2045902  ANKHDI-EIFAEBPS protein 277 0347 0551 063
732 IPIO016S361  QUBTE7 UNIDS  DCNL-lke proteins 2 0576 0914 063
874 IPIO0007321 075608 LpLAL Acyl-protein thioesterase 1 2 0586 0929 063
716 IPIO0007611  Pag047 ATPSO ATP synthase subunit O, mitochondrial 2 0833 1312 063
181 IPI00795318  P33991 M DNA replication licensing factor MCM4 9 051 1335 064
1513 IPI0007605  QIUKKG NXTL NTF2related export protein 1 16 0315 0.494 064
165 IPI00007188  POS1AL SIS ADPIATP aslocase 2 33 2981 4610 065
1225 1PI00165171  Q96DFE DGCRI: Protein DGCRL 53 0128 0198 065
178 IPI00216184 Q13492 pICALM Isoform 2 2 69 1414 2201 064
1586 IPI00205585  Q9UFWS coGePL CGG triplet repeat-binding protein 1 19 0155 0242 064 -
714 IPIOOS14550 QENIKS DNM2 dynamin 2 isoform 2 o8 0164 0256 064 vEs
1133 1PI00O7811  P11802 coKa Celldivision protein kinase 4 3 1008 1574 064 -
104 IPIOO00B73  P26640 vags Valy-RNA synthetase 140 082 1473 067 -
915 IPIO0009253  P54920 NAPA Alpha-soluble NSF attachment protein 33 0.6 o682 067 -
41 IPI0002SS12  P04792 HSPBL Heat shock protein beta-1 2 10911 16447 066 vEs
531 IPIO028189 22061 T Isoform 2 of 30 1073 1617 066 -
1375 IPIO039B13L  QEZN17 U288 Isoform 1 of Protein lin-28 homolog 8 2 0149 0225 066 -
958 IPIO0022373  QOULI NOB1 RNA-binding protein NOBL s 0250 0377 066 -
79 IPIO00IS262 Q99439 o Calponin-2 s 0515 0778 066 -
345 IPIO0002460 20073 A7 Isoform 1 of Annexin A7 53 1031 1573 066 -
1353 1PI0003309  PS2434 POLR2H DNA-directed RNA polymerases |, and Il subunit RPABC3 17 032 0492 065 -
311 IPIO0219616 60891 PRPS Ribose-phosphate pyrophosphokinase 1 3 5% 2422 066 -
1351 IPIOOS16060 Q144 HBEL Epsilon-globin (Fragment] 4 13.072 19914 066 -
1277 1100182469 060716 CTNNDI Isoform 148 of Catenin delta-1 107 0035 0053 066 -
1427 1PI00031397 095573 csi3 Longaivttyacid-Con e 80 0082 0124 066 -
1921 1PI0080795  QBWVIO Caorf7s UPF0B40p 9 0336 0510 066 -
798 IPI00291930 Q14677 Tt Clathrin nteractor 1 0 0258 03% 065 -
1227 1PI000280S9 49757 NUMB Isoform 1 of Protein numb homolog. n 0128 01% 065 -
1161 1PI0000S040  PLI310 AcADM Isoform 1o specific acyl-C a7 0216 0331 065 -
1040 1PI005S6369 096015 sma1 411kDa protein an 0006 0009 067 -
1421 1PI00028160  PO8397 HBs o L f Porphbilnogen dearirase 39 011 0170 065 -
1503 IPIOO001%60 Q9696 cucs Chioride intracelular channel protein 4 2 0161 0248 065 -
1906 IPIOO430803  QEGMV3 Caorf79 Uncharscersed rovein Coors 16 0113 0173 065 -
1632 IPIOO46S211  Q9EMX6 WoR92 126 8 0030 0085 067 -
1637 1PIO00000S  PO111L NRAS GTPase NRas 21 0189 0289 065 -
1 1PI00021440  P63261 AcT6L Actin, cytoplasmic 2 a2 49.453 107.033 046 Inactive  VES
12 IP0001935Y  P3SS27 KRTo Keratin, type | cytoskeletal 9 & 8198 17.771 046 Inactive -
358 1PI00290078  P19013 KRT4 keratin 4 6 059 1305 046 Inactive =
521 IPIO0023530  QUS3S coKs Celldivision protein kinase 5 3 1353 2957 046 Inactive B
71 1PI00013468 043684 6UB3 Holorm o Mkt heckpoln proten BU83 37 4.063 8950 045 Inactive =
19 IPIO0021428  PE8133 ACTAL Actin, alpha skeletal m a2 32.231 70888 045 Inactive  YES*
73 IPI00S14856 Q14157 UBAP2L Ioform L of Ublguti-sssocstedprote ke 115 1319 2895 046 Inactive
66 IPI009SS014  POG493 coc2 cell division cycle 2 soform 1 3 4382 9630 046 Inactive 5
933 IPI00217494 Q92540 sM67 Isoform 1 of Protein SMG7 127 0091 0200 046 Inactive S
299 1PI00029048 Q14166 T Tubulin--tyrosine ligase-ike protein 12 2 0516 1139 045 Inactive -
13 1PI00021304 35908 kT2 Keratin, type ll ytoskeletal 2 epidermal & 9840 22099 045 Inactive =
221 1Pi00218693  PO7741 APRT Adenine phosphoribosyltransferase 20 3223 7.236 045 Inactive -
234 IPIO0641706  QUBUFS TuBBS 46 kDa protein 6 12.385 27688 045 Inactive =
675 IPIO0023598  PO4350 TuBBA Tubulin beta-4 chai 50 21501 48,079 045 Inactive -
1237 IPI00021692  QONRSG BNLL Ioform 1 of Musdebing ke protein 1 2 1136 2535 045 Inactive =
1115 IPIO0002922  Q9BZK TBLIRL F-boxlike/WD repeat:-containing protein TBLIXRL 56 0132 0294 045 Inactive -
1468 1PI00003480 Q99627 copss COPY signalosome complex subunit 8 23 0172 0383 045 Inactive =
723 IPIO0S0BAGY  QUBUFS TUBBS Tubulin beta-5 chain a7 12272 27.810 044 Inactive -
862 IPI00027485  POGT30 EIFaE Eukaryotic translation intiation factor 4E » 0.432 0977 044 Inactive =
3 IPI0038RE  P52272 HNRNPM  Isoform 2 of Heterogeneous nuclear ribonucleoprotein M 7 17.816 37612 047 Inactive -
5 IPI00396485  P68104 EEF1A1 Elongation factor 1-alpha 1 50 18.176 38.404 047 Inactive -
409 IPI00410118  Q96PUS. K form 4 of Protein quaking. 40 0.940 1.987 0.47 Inactive -
316 IPI00337397  P52948 NUP98 Isoform 5 of Nuclear pore complex protein Nup98-Nup96. 196 0229 0.482 0.48 Inactive -
7 IPI00792677  P68363 TUBA1B Tubulin alpha-ubiquitous chain a6 17.880 37.664 0.47 Inactive YES
1444 1PI00478960  QSTEF2 UBAP2 Ubiquitin associated protein 2 (UBAP2),transcript variant 1 7 0235 0.9 048 Inactive -
992 IPI00473047  P5619 PRKAG1 5"-AMP-ACTIVATED PROTEIN KINASE, GAMMA-1 SUBUNIT 3 0264 0557 047 Inactive  YES
1418 1PI00107122  Q9BVL2 NUPLL Isoform 1 of Nucleoporin p58/pd5. 61 0047 0100 047 Inactive -
418 IPI00375441  QSGAEd FUBPL Isoform 1 of Far upstream element-binding protein 1 & 0777 1631 048 Inactive -
1229 IPI00016513  P61026 RAB10 Ras-related protein Rab-10 23 0.870 1825 0.48 Inactive -
734 IPI0000S: 96X EWsR1 Ewing sarcoma breakpoint region 1 soform 1 6 0249 0538 045 Inactive -
1086  IPIO0005948  Q9BV20 MRI1 Isoform 1 of Methyithioribose-1-phosphate isomerase 39 0.185 0397 0.47 Inactive -
130 IPI00377261 Q96124 FUBP3 Isoform 1 of Far upstream element-binding protein 3 62 1.889 4.022 0.47 Inactive -
1697  IPI00020985 Q09472 EP3( Histone acetyltransferase p300 264 0.008 0.017 0.47 Inactive -
170  IPI00550821  Q8N684 CPSF7 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 7 52 1.606 3330 0.48 Inactive -
270 IPID0456359  Q8WWM7 ATXN2L Isoform 1 of Ataxin-2-like protein 113 0.420 0.869 0.48 Inactive -
659  IPI00024523 075190 DNAJBE Isoform A of DnaJ homolog subfamily B member 6 36 0.530 1.091 0.49 Inactive -
1689  IPI00739539  ASA3EQ POTEF POTE ankyrin domain family member F 121 1.902 3917 0.49 Inactive -
412 IPI00329629 Q99615 DNAJC7 Dnal homolog subfamily C member 7 56 0.645 1.349 0.48 Inactive -
835  IPI00306436  P40763 AT3 Isoform Del-701 of Signal transducer and activator of transcription 3 88 0.106 0222 0.48 Inactive YES
494 100009946 Q15785 TOMM34 Mitochondrial import receptor subunit TC 35 0.872 1815 0.48 Inactive
1169  IPI00015164 043929 ORCAL. Origin recognition complex subunit 4 50 0135 0.282 0.48 Inactive
1158  IPI00027032 095372 LYPLA: Acyl-protein thioesterase 2 25 0.199 0.413 0.48 Inactive
9 IPI00023122  QSNR12 PDLIM7 Isoform 1 of PDZ and LIM domain protein 7 50 0177 0363 0.49 Inactive
325 IPI00013871  P23921 RRM1 Ribonucleoside-diphosphate reductase large subunit 90 0.448 0917 0.49 Inactive
470 IPI00384444  P0O2533 KRT14 Keratin, type | cytoskeletal 14 52 5.271 10.765 0.49 True Inactive
923 IPI00218529 Q01196 RUNX1 Isoform AML-11 of Runt-related transcription factor 1 50 0.202 0.412 0.49 Inactive
1398  IPI00025753 Q02413 DsG1 Desmoglein-1 114 0.049 0.099 0.49 Inactive
2160  1PI00018364  P61225 RAP2B Ras-related protein Rap-2b 21 0.051 0.105 0.49 Inactive
5¢ PI00027442  P49588 RS ‘Alanyl-tRNA synthetase, cytoplasmic 107 0.186 0379 0.49 Inactive
1006  IPIO0042604  Q9BUTY FAM195A Isoform 1 of Protein FAM195A 18 0.608 1239 0.49 Inactive
1833 IPI00293665  P04259 KRT6B Keratin, type Il cytoskeletal 68 60 4.266 8.688 0.49 True Inactive
376 IPI00102856 Q8WU79 SMAP2 Isoform 1 of Stromal membrane-associated protein 2 47 0703 1.691 0.42 Inactive
105  IPIO0003704  Q9BWF3 RBM4. Isoform 1 of RNA-binding protein 4 40 2588 6234 0.42 Inactive
803 IPIO0300026  PS0225 SULTIAL  Sulfotransferase 1AL a 0172 0414 042 Inactive
137 IPI00034015 Q92879 CUGBPL Isoform 1 of CUG-BP- and ETR-3-like factor 1 52 1.695 4.107 041 Inactive
49 IPIOOOI347S Q13885 TUBB2A Tubulin beta-2A chain 50 23452 56,635 041 Inactive —
139 I1PI00019182  P78337 pITXL Pituitary homeobox 1 u 0133 0322 041 Inactive
1279 1PIO000S702  QEP2H3 ceoca1 Isoform 2 of Coiled-coil domain-containing protein 21 8 0059 0143 041 Inactive
56 IPI00299904  P33993 mcm7 Isoform 1 of DNA replication licensing factor MCM7 81 2014 4.790 0.42 Inactive
136 1PI000077S2  PGE3TL TuBB2C Tubulin beta-2C chain s0 26511 62.980 042 Inactive
1514 1100220 15126 PMVK Phosphomevalonate kinase 2 0147 0350 042 Inactive
110 IPI0C013174  QIEPKS REM14 Isoform 1 of RNA-binding protein . 6 1506 3602 042 Inactive
2064 IPI00G43141 Q92997 ovi3 e pus 7 0039 0093 042 Inactive
106 1PI00034049 Q92900 UpFL Isoform 1 of Regulator of nonsense transcripts 1 124 0769 1884 041 Inactive
998  IPI00220578  PO8754 GNAI3 Guanine nucleotide-binding protein G(k) subunit alpha a1 0227 0554 041 Inactive
244 IPIO0G44708 Q01085 TIALL TIA-L related protein soform 2 2 1182 2909 041 Inactive
1114 1PI00022434  PO2768 13 Putative uncharacterized protein AL 7 7670 18873 041 Inactive
706 IPIO0OIS9S4  QONR3L SARIA GTP-binding protein SARLa 2 0645 1587 041 Inactive
920 IPI00219910 22 kba protein 2 0.4 1216 041 Inactive
232 IPIO0784233  QEY7WE Glove2 Isoform 1 of PERQ amino acid-rich with GYF domain-containing protein 2 150 0391 0971 040 Inactive
1318 IPIOO003318  Q9UHRG 2NHIT2 Zinc finger HIT domain-containing protein 2 e 0126 0313 040 Inactive
119 1Pi00479185  Pld61s P2 Isoform M2 of Pyruvate kinase isozymes M1/M2 s 1820 4210 043 Inactive
219 IPIO0306043  QOYSA9 YTHDF2 Isoform 1of YTH domain family protein 2 & 0897 2074 043 Inactive
558 IPIO0O11285  PO73E4 CaPNL Calpain-1 catalytic subunit 8 0284 0656 043 inactive  YES
432 IPIO0028481  P61006 BEA Ras-related protein Rab-8A 2% 1185 2722 04s Inactive -
467 IPIO0026230  PS5795 HNRNPH2  Heterogeneous nuclear ribonucleoprotein H2 49 3162 7264 044 Inactive -
2 1PI00309140  PO7437 TuBs Tubulin beta chain s0 32811 75554 043 Inactive -
14 IPIO009BSS P13645 KRT10 Keratin, type | cytoskeletal 10 59 10343 23784 043 Inactive -
1554 1PI00428954  Q86UTO LoB1 Isoform 3 of LIVl domain-binding protein 1 e 0034 0077 04a Inactive -
1673 I1PI00S14971 075935 ot Isoform 3 of Dynactin subunit 3 18 0120 0276 043 Inactive -
795 IPI00291398  P31483 TIAL Isoform Long of Nuclealysin TIA-1 isoform p40 r 0754 1774 043 Inactive -
1075 1PIOO016676 Q15388 TOMM20  Mitochondrial import receptor subunit TOM20 homolog 16 0.416 1.047 043 Inactive -
1097 1PI00782092 Q9UQ3S SRRM2 Isoform 1 of Serinearginine repetitive matrix protein 2 300 0020 0048 042 Inactive -
539 IPIO0032633 Q9229 coas Ubiquinone biosynthesis monooxygenase COQ6 51 0138 032 043 Inactive -
912 IPIO0797945  Q6T! UHRFL €3 ubiquitin-protein igase UHRFL % 0118 0275 043 Inactive -
1070 1PI00219953  P3008S cmPKL UMP-CMP kinase 1 isoform a 2 0319 0744 043 Inactive -
1772 1100432493 Q08117 AES Amino-terminal enhancer of spit 2 00%8 0220 043 Inactive -
15 IPI00479786 Q9294 KHsRP Kttype splicing regulatory protein 7 5132 13.047 039 Inactive -
35 IPI00410277 095319 cuaer2 Isoform 3 of CUG-B- and ETR-3-ike factor 2 s 0920 2313 039 Inactive -
67 IPIO0297455  QOULKE AKAPBL Ackinase anchor protein 8 like 7 0251 0639 039 Inactive -
407 100759613 QEWZ42 N titin isoform N2-A 3713 0004 0009 04a Inactive -
176 IPI00171127  QSTER2 uBAP2 Ubiquitin-associated protein 2 17 0650 1669 039 Inactive -
1583 IPIOO033770  QINXWS ALKBH4 Isoform 1 of Alkylated DNA repair protein alk homolog 4 3 0106 0272 039 Inactive -
899 IPIO00I0433  QOUPWS B2 DNA-binding protein SATB2 8 0110 0282 039 Inactive -
1391 1PIO0396406  Q9HO0O MKRN2 Probable E3 ubiquitin-protein igase makorin-2 a7 0032 0082 039 Inactive -
14 IPI00013070 QIBUI2 HNRNPULL  Isoform 1 of Heterogeneous nuclear ribonucleoprotein U-ike protein 1 9% 0835 2162 039 Inactive -
880 IPIOO0I8434 Q99816 SG101 Isoform 1 of Tumor susceptibilty gene 101 protein a4 0249 0642 039 Inactive =
189 IPI00217661  QBIVE7 RAVERL RAVERL 80 0784 2038 038 nactive  YVES
1041 1PI00016381 51159 RAB27A Isoform Lon of Ras-related protein Rab-27A 2 0302 0786 038 Inactive -
616 IPIO0337426  QONSYL MP2K Isoform 1 of BMP-2-inducible protein kinase 129 0138 0359 038 Inactive -
88 1PI00217920 QBIZ83 ALDH16AL  Isoform 1 of Aldehyde dehycrogenase family 16 member AL 85 0236 0620 038 Inactive -
337 IPIO029652  QOUPNG cars Putative RNA-binding protein 16 141 0244 05640 038 Inactive -
1007 IPIO0410684 095628 cnor. Isoform 4 of CCRA-NOT transeription complex subunit 4 7 0114 0297 038 Inactive =
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Table 1 (cont.) |

analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Sp
# 1P Accession _Unif Gene name __Protein name MW (kDa) _Active integrin integrin)* I integrin_ Cluster® _Adhesome"
847 IPIO0033130  QOUBED SAEL SUMO-activating enzyme subunit 1 38 0.262 0.683 Inactive -
1493 IPIO0375652  QI7RYO cpeBa Isoform 1 of 80 0.044 0115 038 Inactive
155 IPI00165230 Q9GEPS DAZAPL Isoform 1 of DAZ-associated protein 1 a 1783 4813 037 Inactive
22 1PI00013877  P31942 HNRNPH3  Isoform 1 of Heterogeneous nuclear ribonucleoprotein H3 37 7551 20190 037 Inactive
1112 1PI00025084  P04632 CAPNS1 Calpain small subunit 1 28 0255 0.681 037 Inactive  YES*
297 IPI00026952  QOY446 PKP3 Plakophilin-3 87 0.465 1249 037 Inactive
1059 1PI00789324  P14923 uP Junction plakoglobin 63 0752 2015 037 True Inactive
510 IPI00290142  P17812 crps 67 0325 0.885 037 Inactive
72 1PI00025815 Q13148 TARDBP ToP43 r 2792 7.591 037 Inactive
949 IPI00328938  QBWVD3 RNF138 Isoform 1 of €3 ubiquitin-protein ligase RNF138 28 0357 0972 037 Inactive
142 1PIO0946481 QINRS6 MBNLL Putative uncharacterized protein MBNLL 36 1986 5.440 037 Inactive
1008 1PI00022597  P61081 UBE2M NEDD8-conjugating enzyme Ubc12 21 0384 1051 037 Inactive
1911 1PI00024097 Q9UGIS TEs Isoform 1 of Testin 8 0.021 0058 036 Inactive ves —
217 1PI00010700  P48634 BAT2 Isoform 1 of Large proline-rich protein BAT2 29 0.223 05616 036 Inactive
719 IPI00216008  P11413 G6PD Isoform Long of Glucose-6-phosphate 1-dehydrogenase 64 0.169 0.464 036 Inactive
1721 1PI00220079 QY NCOA3. Isoform 2 of Nuclear receptor coactivator 3 150 0.007 0019 037 Inactive
1627 1PI00003326  P36404 RL2 ADP-ribosylation factor-like protein 2 2 0120 0330 036 Inactive
366 IPI00004273  P49TS6 RBM25, Isoform 1 of RNA-binding protein 25 100 0279 0781 036 Inactive
195 IPI00SS4777 08243 s Asparagine synthetase [glutamine-hydrolyzing] 64 0.901 2515 036 Inactive
1003 1PI00305978 043488 AKRTA2 Aflatoxin B1 aldehyde reductase member 40 0241 0673 036 Inactive
852 IPI00242630  QB6YS6 HEATR2 Isoform 1 of HEAT repeat-containing protein 2 93 0.104 0291 036 Inactive
1557 1PI00304932 043159 RRPS Ribosomal RNA-processing protein 8 51 0042 0119 035 Inactive
382 IPI00789806  P28838 LaP3 Isoform 2 of Cytosol aminopeptidase 53 0399 1881 021 Inactive
576 IPI00027175  P30626 SRI Sorcin 2 0,609 288 022 Inactive
700 1PI00003923  P11172 umps Isoform 1 of Uridine 5-monophosphate synthase 52 0174 0816 021 Inactive
44 1PI00306604  POB64B 1TGAS Integrin alpha- 15 1082 5174 021 True Inactive ves
1153 1PI00216805 094788 ALDHIA2  Isoform 1 of Retinal dehydrogenase 2 57 0.066 0317 021 Inactive
570 IPI00412880  QB6XSS RM1 Isoform 1 of Histone-arginine methyltransferase CARM1 63 0194 0973 020 Inactive
1113 1PI00018627 Q96221 NATI3 Isoform 1 of N-acetyltransferase 19 0231 1158 020 Inactive
1570 1PI00784107  Q96G46 DUs3L Isoform 1 of tRNA-difydrouridine synthase 3-ike 7 0020 0,008 020 Inactive
38 IPI00217563  POSSS6 681 Isoform Beta-1A of Integrin beta-1 88 1549 7572 020 Inactive Vs
1716 IPIO0GSB145  QEPIGE Crorf27 Isoform 1 of HEAT repeat-containing protein C7orf27 88 0.008 0040 020 Inactive
1193 1PI0000791 076071 1A01 Probable cytosolic iron-sulfur protein assembly protein CIAOL 38 0.047 0233 020 Inactive
1549 1PIO0002324  QONZL9 AT2 Isoform 1 of Methionine adenosytransferase 2 subunit beta 38 0.047 0233 020 Inactive
967 1PI00022822  P39060 coL18Al Isoform 2 of Collagen alpha-L(XVIll) chain 158 0.035 0173 020 Inactive
1961 1PI00013160  P41214 LGTN Isoform 1 of Ligatin 65 0016 0076 021 Inactive
326 IPI00000S97  PA26: HeLz HELZ protein 219 0.100 0532 019 True Inactive -
555 IPI00215963 Q14687 GsEL Isoform 1 of Genetic suppressor element 1 136 0.086 0.455 019 Inactive -
1235 1PI00013999  P15976 GATAL Isoform 1 of Erythroid transcription factor 2 0.082 0.443 019 Inactive -
1352 1PI00010080 095747 OXSR1 Serine/threonine-protein kinase OSR1 8 0.043 0238 018 Inactive -
1760 1PIO0300096 Q15286 RAB3S Ras-related protein Rab-35 23 0219 1201 018 Inactive -
740 1PI00023103 014641 oV Segment polarity protein dishevelled homolog DVL-2 79 0.088 0.454 019 Inactive -
1542 1PIO0884996  Q9COGE DNAHG Isoform 1 of Dynein heavy chain 6, axonemal 476 0.002 0011 018 Inactive -
415 1PI0041384 015027 SECI6A SEC16 homolog A 252 0.077 0304 025 Inactive -
547 1PI00298935  QULBCE KOM3B Isoform 1 of Lysine-specific demethylase 38 192 0.060 0243 025 Inactive -
548 IPIO0I4871 QOYS30 Coorf130 Uncharacterized protein C6orf130 17 0893 3616 025 Inactive -
661 IPI00005780 0152 o6t Isoform 3 o 17 0.100 0382 026 Inactive -
697 IPI00013933  P15924 Dsp Isoform DPI of Desmoplakin 3 0.027 0.105 026 Inactive -
1507 1PI00303568  Q9H7Z7 PTGES2 Prostaglandin E synthase 2 ) 0.069 0.263 026 Inactive -
1532 1PI00024802 014981 BTAFL TATA-binding protein-associated factor 172 207 0010 0037 027 Inactive -
817 IPI00549389 Q9BV86 METTLIIA  Protein of DUF8S8, 2 0314 1211 026 Inactive -
1154 1PI00924503  Q9H3ST PTPN23 Tyrosine-protein phosphatase non-receptortype 23 165 0.031 018 026 Inactive -
1047 1PIO0020944  P37268 FOFT1 Squalene synthetase 8 0122 0474 026 Inactive -
1360 1PIO0008771 Q03014 HHEX Hematopoietically-expressed homeobox protein HHEX 30 0.084 0328 026 Inactive -
1590 1PIO000709  Q9HA96 TORIAIP2  interferon alpha responsive 15 0.101 0394 026 Inactive -
305 1PI00022977  P12277 8 reatine kinase B a 05605 2756 022 Inactive -
245 IPI00954006  QONTZ6 RBM12 Putative uncharacterized protein DKFZp667H197 (Fragment) 100 0293 1327 022 Inactive -
604 IPI00396218  Q6P3WT scr2 SCY1-like protein 2 104 0102 0.462 022 Inactive -
1390 1PIO0878754  QBGUAT PRPF39 Isoform 1 of Pre-mRNA-processing factor 39 7 0.009 0.042 021 Inactive -
466 1PI00478231  P61586 RHOA Transforming protein RhoA 2 0779 3392 023 Inactive Vs
766 IPI00022184  Q8TB72 PUM2 Isoform 3 of Purmilio homolog 2 14 0221 0.962 023 Inactive -
884 IPI00218343  Q9BQE3 TUBAIC Tubulin alpha-1C chain ) 7557 32785 023 True Inactive  VES*
672 IPI00395347 Q7IRC2 LARPA, Isoform 1 of La-related protein 4 81 0.149 0659 023 Inactive -
878 IPI00020454  P27707 DCK Deonycytidine kinase 3 0223 0.980 023 Inactive -
511 IPI00016669 Q15382 RHEB GTP-binding protein Rhe 20 0677 2.968 023 Inactive -
1928 1PI00024281 014893 sip1 Isoform 1 of Survival of motor neuron protein-interacting protein 1 2 0,031 0138 022 Inactive -
941 IPI00003505 Q15645 TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 a9 0.109 0.484 023 Inactive -
1120 IPI00002857 Q16539 MAPKLG Isoform CSBP2 of Mitogen-activated protein kinase 14 a 0.105 0472 022 Inactive -
1180 1PI00789069  QONVI2 RLB ADP-ribosylation factor-like protein 88 2 0192 0812 024 Inactive -
1751 1PI00328846  QB6UYS FAVI3A Isoform 1 of Protein FAM83A a7 0,043 0182 024 Inactive -
1327 1PI00290305 Q96544 TPS3RK TP53-regulating kinase % 0116 0.492 024 Inactive -
1774 1PI00027838  Q9BQOA RBM4B RNA-binding protein 48 40 0529 2204 024 Inactive -
1664 1PIO0013212  P41240 sk Tyrosine-protein kinase CSk s1 0,020 0162 025 Inactive ves -
2080 IPI00013929 15923 T3 Isoform E12 of Transcription factor E2-alpha 68 0015 0061 025 Inactive -
435 1PI00019046  QONWGA RBM22 Isoform 1 of Pre-mRNA-splicing factor REM22 a7 05502 1492 034 Inactive -
842 IPI00L7509 QBNSM4 Tese Tetratricopeptide repeat protein 9C 20 0385 1143 034 Inactive -
212 1PI00332371  P17858 PRKL Isoform 1 of 6-phosphofructokinase, liver type 85 05634 1884 034 Inactive -
914 1PI00745793  P14635 cong G2/mitotic:specific cyclin-B1 8 0.152 0.450 034 Inactive -
1838 IPI00219617 11908 PRPS2 Isoform 1 of Ribose-phosphate pyrophosphokinase 2 35 0329 0979 034 Inactive -
833 IPI00411706  P10768 EsD s-formylglutathione hydrolase 31 0235 0701 034 Inactive -
775 IPIO00077S0  PG366 TUBAGA Tubulin alpha-4A chain 50 7680 22899 034 Inactive -
1752 1PI00102096  QBIVBS SMAPL Isoform 1 of Stromal membrane-associated protein 1 50 0071 0210 034 Inactive -
1128 IPIO0168112  QBNB37 PDDC1 Isoform 1 of Parkinson disease 7 domain-containing protein 1 23 0204 0,600 034 Inactive -
561 IPIO0019345  P62834 RAPIA Ras-related protein Rap-1A 2 0923 2683 034 Inactive -
1872 IPI00872071  P50224 suLT1A3 Isoform 1 of Sulfotransferase 143/1A4 3 0085 0204 035 Inactive -
148 IPI00247871 014776 TCERGL Isoform 1 of Transcription elongation regulator 1 124 0438 1416 o3 Inactive -
729 IPI003060S7  QSHOZ9 RBM38 Isoform 1 of RNA-binding protein 38 2 0.443 1424 031 Inactive -
499 IPI00030357  PO0374 DHFR Dihydrofolate reductase 2 0857 2789 o3 Inactive -
1159 1PI00219628  POS771 PRKCB Isoform BetarIl of Protein kinase C beta type 7 0058 0.189 031 Inactive  YES*
1028 1PI00024284  P9B160 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein 469 0015 0,049 031 Inactive -
443 1PI00289499  P31939 ATIC Bifunctional purine biosynthesis protein PURH 65 0365 1132 0 Inactive -
684 IPIO0014Z08 Q15102 PAFAH1B3 Platelet-activating factor acetylhydrolase I8 subunit gamma 2 0.443 1369 032 Inactive -
308 IPI00386120 Q15637 1 Isoform 6 of Splicing factor 1 62 0557 1746 0 Inactive -
1374 1PI00217355  QSIWRO 2C3HTA Isoform 1 of Zinc finger CCCH domain-containing protein 7A 111 0.027 0,086 031 Inactive -
660 IPI00221345  QUBVIS YTHDF1 Isoform 1 of YTH domain family protein 1 61 0.412 1251 033 Inactive -
825 IPI00215914  P84OT7 ARFL ADP-ribosylation factor 1 2 0453 1373 033 Inactive Yes
1102 1PI00328737  QS6UK7 2NF598 Isoform 1 of Zinc finger protein 598 99 0070 0.213 033 Inactive -
1771 1PI00290192 075792 RNASEH2A  Ribonuclease H2 subunit A 3 0031 0.093 033 Inactive -
111 IPI00032355 Q14671 UM Pumilio homolog 1 (Drosophila), soform CRA_¢ 130 0659 2021 033 Inactive -
1215 IPI00031655  Q9BRG1 vPs25 Vacuolar protein-sorting-associated protein 25 2 0.223 0684 033 Inactive -
1989 IPI00018009  Q96F86 03 Enhancer of MRNA-decapping protein 3 56 0.013 0,039 033 Inactive -
2049 IPI00023736 Q92828 CORO2A Coronin-2A 60 0012 0037 032 Inactive ves
2250 IPI00012669 QSHOWS C15orf61 Isoform 1 of Protein SMG9 58 0012 0038 032 Inactive
1626 1PI00645078  P22314 UBAL Ublquitin-Iike modifier-activating enzyme 1 118 0021 0.066 032 Inactive
387 IPI009S3461  QU2615 LARP4B La-related protein 48 81 0315 1087 029 Inactive
296 IPI00012069  P15559 NQO1 NAD(PH dehydrogenase [quinone] 1 31 1126 382 029 Inactive
291 IPI00009790 Q01813 PFKP. 6-phosphofructokinase type C 86 0568 1935 029 Inactive
550 IPI00465179  POS237 PFKM phosphofructokinase, muscle isoform 1 9 0199 0678 029 Inactive
1269 IPI00795676  P62491 RABLIA 22 kDa protein 2 0177 0,603 029 Inactive
1497  1PI00013185 41229 KOMSC Isoform 1 of Lysine-specific demethylase 5C 176 0016 0053 030 Inactive
762 IPI00016373  P51153 RAB13 Ras-related protein Rab- 23 0692 2426 029 Inactive
1117 1PI00023234  Q9UBT2 uBA2 SUMO-activating enzyme subunit 2 n 0.056 0.195 029 Inactive
414 IPI00010270  P15153 =3 Ras-related C3 botulinum toxin substrate 2 2 1172 4389 027 Inactive
77 1PI00218342  P11586 MTHFDL C1-tetrahydrofolate synthase, cytoplasmic 102 0.887 3.295 027 Inactive
1658 1PI00216492  P31942 HNRNPH3  Isoform 2 of Heterogeneous nuclear ribonucleoprotein H3 35 4347 16155 027 True Inactive
693 IPI00301S61 Q15654 TRIPG. Thyroid receptor-interacting protein 6 50 0212 0.760 028 Inactive vs
863 IPI00032955  QOYS08 RNF114 Isoform 1 of RING finger protein 114 2 0318 1102 028 Inactive
953 IPI0000S719  P62820 RABIA Isoform 1 of Ras-related protein Rab-1A 23 0517 1849 028 Inactive
1931 1PIO0184997 Q15398 DLGAPS discs large homolog 7 isoform b 9 0011 0.041 027 Inactive
2001 IPI00182106 000255 MENL Isoform 2 of Menin 67 0016 0058 028 Inactive
1482 IPI00073713  Q9GDH6 Msi2 Isoform 1 of RNA-binding protein Musashi homolog 2 35 0.051 0.185 028 Inactive
751 1PI00022202 Q00325 sLcasa3 Isoform A of Phosphate carrier protein, mitochondrial 40 0.207 0754 027 Inactive
1288 1PI00847896  Q9BQGT RWD1 Glutamate-rich WD repeat-containing protein 49 0.066 0241 027 Inactive
1837 IPI00876841  ATE2VA KIAA913  Isoform 3 of Zinc finger SWIM domain-containing protein KIAA0913 198 0.004 0013 031 Inactive
866 IPI00102897 QSHYIS 813 Rab-like protein 3 2 0313 1149 027 Inactive
1636 1PIO0030782 42226 STATE Isoform 1 of Signal transducer and activator of transcription 6 9 0019 0071 027 Inactive
1905 1PI00004397  P11234 RALB Ras-related protein Ral-8 2 0.069 0.255 027 Inactive
216 IPI00383SE1 Q14697 GANAB Neutral alpha-glucosidase A8 13 0.208 1500 014 Inactive
1322 1PIO0001641  Q9YSNG ORC6L Origin recognition complex subunit 6 28 0.077 0557 014 Inactive
1062 1PIO0016786  P609S3 coca2 Isoform 2 of Cell division control protein 42 homolog 27 0200 1755 014 True Inactive
1147 1PI00032426  Q9Y316 MEMO1 Protein MEMO1 3 0.066 0.466 014 Inactive
402 1PI00017342  PBA0DS RHOG Rho-related GTP-binding protein RhoG 2n 0.706 5285 013 True Inactive
1657 1PIO0401264  Q9BS26 ERP44. Endoplasmic reticulum resident protein 44 7 0.023 0171 013 Inactive
1399 1PI00396131 Q72739 YTHDF3 YTH domain protein 3 65 0.155 1188 013 True Inactive
776 1PI00289861  QSTAX3 2ccHen Isoform 1 of Terminal uridylyltransferase 4 185 0.031 0.209 015 True Inactive
900 IPI00797249  Q7ZAWL DOXR 26 kDa protein 2% 0174 1166 015 True Inactive
1448 1PI00026833  P30520 ADSS Adenylosuccinate synthetase isozyme 2 50 0.042 0.287 015 Inactive -
1719 1PI00023729  Q9H4TS FN3K Fructosamine-3-kinase 35 0.029 0.195 015 Inactive -
485 IPI00SS3131 Q14376 GALE UDP-glucose 4-epimerase 38 0330 2123 016 Inactive -
1393 1PI00003949  P61088 UBEN Ublquitin-conjugating enzyme E2 N 17 0.089 0571 016 Inactive -
1841 1PIO0020898  P51812 RPS6KA3 Ribosomal protein S6 kinase alpha-3 84 0.030 0191 016 Inactive -
982 IPI00639879  QSVTS2 RPRD2 Isoform 3 of Regulation of nuclear pre-mRNA domain-containing protein 2 153 0026 0172 015 Inactive -
1543 1PI00216565  ABMPS7 Yoic Isoform 1 of UPF0249 protein ydiC homolog 3 044 0294 015 Inactive -
756 IPI00013862  P23919 DTYMK Thymidylate kinase 2 0297 1708 017 True Inactive -
344 1PI00021842  PO2649 APOE Apolipoprotein £ 36 0558 3197 017 Inactive -
1321 1PI00178899 Q13309 KP2 Isoform 1 of S-phase kinase-associated protein 2 48 0.068 0387 018 Inactive -
1034 1PI00258168 043251 RBFOX2 Isoform 8 of RNA-binding protein a7 0.086 0501 017 Inactive -
1445 1PI00295386  P16152 cBR1 Carbonyl reductase [NADPH] 1 30 0.084 0.493 017 Inactive -
1753 1PIO038S511  Q9UPQY TNRCE! Putative uncharacterized protein TNRC6B 187 0.005 0032 016 Inactive -
1511 1PI00792993  Q9EPMI ZNF385A zinc finger protein 3854 isoform a 40 0.027 0157 017 Inactive -
755 IPI0002S616  P49005 POLD2 DNA polymerase delta subunit 2 51 0119 0714 017 Inactive -
1785 1PI00220424 075925 PIAS Protein inhibitor of activated STAT protein 1 7 0.021 0128 016 Inactive -
1453 1PI008S3093  QEP1Q9 METTL28 Isoform 1 of Methyltransferase-like protein 28 a3 0.047 0279 017 Inactive -
1538 1PI00215920  P62330 ARF6. ADP-ribosylation factor 6 20 0,090 0554 016 Inactive -
1539 1PI00022018 060762 oPM1 Dolichol-phosphate mannosyitranserase 30 0.048 0297 016 Inactive -
823 IPI000IB873  P43490 NAMPT Nicotinamide phosphoribosyltransferase 56 064 0621 010 Inactive -
890 IPI00017305 Q15418 RPSGKAL Ribosomal protein S6 kinase alpha-1 83 0.035 0339 010 Inactive -
284 1PI00302458  QOUIAS xp07 Exportin-7 124 0012 0125 010 True Inactive -
1306 1PI00514295  Q9ULV3 az CDKN1A interacting zinc finger protein 1 isoform 1 100 0018 0184 010 Inactive -
1345 1PI00168884 075787 ATP6AP2 Renin receptor 39 0,037 0368 010 True Inactive -
954 IPI0000GAS1  P46AST NSF Vesicle-fusing ATPase 83 0033 0345 010 True Inactive -
1093 1PIO001S148  P61224. RAPIB Ras-related protein Rap-1b. 2 0326 3491 009 True Inactive -
1397 1PIO0479432  QBN6RO METTLI3 Isoform 3 of Methyltransferase-like protein 13 69 0016 0.168 010 True Inactive -
1255 IPI00290684  Q96TEO PNKP. Bifunctional polynucleotide phosphatase/kinase 57 002 0335 007 Inactive -
917 IPI00026969  QOY6YS sec23ip Isoform 1 of SEC23-interacting protein 1 0.023 0.268 009 True Inactive -
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Table 1 (cont.) |

analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Sp
#_IPI Accession _uni Gene name __Protein name MW (kDa) _Active integrin integrin)’ i tegrin_Cluster’ _Adhesome*
1661 IPI00027547  PB1605 = Dermcidin 11 0092 1074 009 True nactive -
1309 1PI00027434  POB134 RHOC Rho-related GTP-binding protein RhoC 2 0229 2501 009 True Inactive
1541 1PI00384180  Q86U90 YROC YrdC domain-containing protein, mitochondrial 29 0.025 0.286 009 True Inactive -
1055 IPIO0184821 Q13057 COASY Isoform 1 of Bifunctional coenzyme A synthase 62 0052 0.419 012 Inactive
807 IPIO06S7645 QBIZH2 XRNL Isoform 2 of 53 exoribonuclease 1 193 0029 0233 012 True Inactive -
1729 1PI00023556  Q9NPT7 5072 Isoform 1 of RNA polymerase Il subunit A C-terminal domain phosphatase S5U72 23 0.047 0384 012 Inactive
940 IPI00411356  QOUN37 VPsan Vacuolar protein sorting-associated protein 44 49 0053 0.448 012 True Inactive -
712 IPI00014361 Q13630 TSTA3 GDP-L-fucose synthase 36 0.140 1212 012 Inactive
1515 IPIO0018783  Q9BY32 TPA Inosine triphosphate pyrophosphatase 21 0072 0618 012 Inactive -
1955 IPI00291928  P61106 RABLA Ras-related protein Ral 2 0105 0921 o1 Inactive
1546 IPI00100980  QONZNA EHD2 EH domain-containing protein 2 61 0012 0.109 on Inactive -
690 1PI00023647  AOAVTL UBAG Isoform 1 of Ubiquitin-like modifier-activating enzyme 6 118 0018 0356 005 Inactive
709 1PI00301204  QENBN7 RDH13 Retinol dehydrogenase 13 36 0.082 125 007 True Inactive -
1194 IPIO0014539 17482 HOXBS iomeobox protein Hox-89 28 0051 0768 007 Inactive
1085 IPIO0029737 060488 AcsLa Isoform Long of Long-chain-fatty-acid--CoA ligase 4 79 0019 0317 006 True Inactive
1395 1PI00101782  Q96IE GMPPA Isoform 1 of Mannose-1-phosphate guanylransferase alpha % 0.022 0358 006 True Inactive
1385 IPIO0409659  Q9UHDI usaiN2 Ublquilin-2 66 0016 0259 006 True Inactive
630 IPI00374068 Q6UY14 ADAMTSL4  Isoform 1 of ADAMTS-like protein 4 17 0.017 0.428 004 True Inactive —
871 IPI00178375 043314 PPIPSK2 Isoform 2 of Inositol inase 2 138 0007 0216 003 True Inactive
591 IPI00027505  PO756 meAv Isoform 1 of Integrin alpha-V 116 0.009 0522 002 True Inactive  YES
877 1PI00012728  P33121 AcsLL Isoform 1 of Long-chain-fatty-acid-CoA ligase 1 I 0013 0.483 003 True Inactive
888 IPI00742996 QBND24 RNF214 RING finger protein 214 78 0.013 0.482 003 True Inactive
1566 IPIO0023876  P55212 P6 Isoform Alpha of Caspase-6 £ 0 0233 ND (inactive) True Inactive
1739 IPI00179713  QOYEM1 1GF28P2 Isoform 1 of Insulin-like growth factor 2 mRNA-binding protein 2 66 0 0293 ND (inactive) True Inactive
1359 IPIO0181702 0951 SFRs1s Isoform 1 of Splicing factor, arginine/serine-rich 15 126 0 0.105 ND (inactive) True Inactive -
1608 IPIO0011726 000442 Tco1 Isoform 1 of RNA 3-terminal phosphate cyclase 39 0 0291 ND (inactive) True Inactive
1274 1PIO00060S0  Q9YAC2 FAMI1SA  Isoform 1 of Protein FAM115A 102 0 0152 ND (inactive) True Inactive -
1536 1PI00147874  QINRAS NS Sialic acid synthase 0 0 0309 ND (inactive) True Inactive
1930 IPIO0291800  QONRAS EIFAENIFL Isoform 1 of Eukaryotic translation initiation factor 4€ transporter 108 0 0030 ND (inactive) Inactive -
1974 1PI00328798  Q86UUO BCLOL Isoform 1 of B-cell CLL/lymphoma 9-lke protein 157 0 0037 ND (inactive) True Inactive
1982 1PIO0004924  QUHAET DEF6 Differentially expressed in FDCP 6 homolog 7 0 0112 ND (inactive) True Inactive  VES
2166 IPI00294618 Q92733 PRCC Proline-rich protein PRCC 52 0 0,064 ND (inactive) Inactive
1599 1PI00744702  QUGEYS FAMI25A  Isoform 1 of Multivesicular body subunit 1A 29 0 0430 ND (inactive) True Inactive -
1977 1PIO0031411 Q14517 FATL 507 kba protein 507 0 0,009 ND (inactive) True Inactive
1963 IPIO0013466 043681 ASNAL ATpase ASNAL 39 0 0142 ND (inactive) True Inactiv -
1873 IPIO0241562  P7850 RELN reelin isofor a8 0 0015 ND (inactive) True Inactive
2071 1PI00002487  P42898 MTHER Methylenetetrahydrofolate reductase 75 0 0096 True Inactive -
1368 IPIO0013301  PA1273 TNFSFO v necross factor ligand superfamily member 9 27 0 0675 True Inactive -
1603 1PI00159322  Q9UGUO TcF20 Isoform 1 of Transcription factor 20 m 0 o011 Inactive -
1814 1PIO0007182  Q9BV MLsT8 Isoform 3 of Target of rapamycin complex subunit LST8 2 0 0115 Inactive -
2032 IPI00915008  Q9UBPG METTLL 34kDa protein 3 0 0211 True Inactive -
2062 IPI00100239  QIH1A3 METTLY Isoform 1 of Methyltransferase-like protein 9 37 0 0217 True Inactive -
533 1PI00878440  P43487 RANBPL Putative uncharacterized protein RANBP1 19 0 0380 Inactive -
1206 1PI00021328  QENXRO IRGC Interferon-inducible GTP 50 0 0053 Inactive -
1467 1PI00001735  Q9Y618 NCOR2 Isoform 1 of Nuclear receptor corepressor 2 275 0 0025 True Inactive -
1530 1PI00SS2671  QOUIW2 PLXNAL Plexin-AL m 0 0.045 True Inactive -
939 1PI00026268  P62873 NBL GlI)/GIS)/¢ 37 [ 0071 Inactive - B
258 1PI00382804 Q14222 EEFIAL EEF1A protein (Fragment) 2 0 4.266 Inactive -
2257 IPI00002149  Q9Y6BE SAR1B GTP-binding protein SARLb 2 0 0377 Inactive -
1168 IPIO0413730  QONRLY Acss2 Acetyl-coenzyme A synthetase, cytoplasmic 7 0 0280 True Inactive -
492 IPI00218030  QPFW1 PPIPSKI Isoform 5 of Inositol kinase 1 133 0 0.084 Inactive -
265 1PI00023137 014657 ToR18 Torsin-1 38 0 0073 Inactive -
1693 IPI00215919  PBACBS ARFS ADP-ribosylation factor 5. 2 0 0552 Inactive -
770 1PI00930130  QIBUFS TUBBE Tubulin beta-2C chain 5 0 60.600 True Inactive -
2258 1PI0001S671  AGNHL2 TUBALS Isoform 1 of Tubulin alpha chain-ike 3 50 0 1502 Inactive -
2205 1PI00011488 Q13043 Tka Isoform 1 of Serine/threanine-protein kinase 4 56 0 0,069 True Inactive -
1230 IPI00215918  P1808S ARFA ADP-ribosylation factor 4 2 0 2065 True Inactive -
2225 1PI00306439  QIBVV7 ClBorfss  TIM2Llike protein, mitochondrial 28 0 0118 Inactive -
2256 IPI00024502  QINRRS usaLn Ubiquilin-4 64 0 0,086 Inactive -
2182 IPI00643808  QONZIO oL Isoform 1 of Denticleless protein homolog 79 0 0056 True Inactive -
1768 1PIO0014311 Q13617 cuz Cullin-2 % 0 0,008 True Inactive -
2211 IPI00004S67  QONVMA PRMT7. Isoform 1 of Protein arginine N-methyltranserase 7 7 0 0.042 Inactive -
2243 1PI00939594 Q701G Mo82 Isoform 1 of Mps one binder kinase activator-fike 2 27 0 0.082 Inactive -
1054 1PI00031420 060701 UGDH UDP-glucose 6-dehydrogenase 55 0 0581 True Inactive -
2117 IPI00292827 Q9P289 MsT4 Serine/threonine-protein kinase MST4 a7 0 0047 Inactive -
1726 1PI00182938 043865 AHCYLL Isoform 1 of Putative adenosylhomocysteinase 2 59 0 0.103 True Inactive -
1951 IPIO0023162 Q9223 GNE Bifunctional kinase 7 0 0,098 True Inactive -
1956 1PI00024540  QONRAG SH3GLB2 Isoform 1 of Endophilin-B2 a4 0 0.085 Inactive -
1647  IPIO000B475  QO1581 HMGCS1 Hydroxymethylglutaryl-CoA synthase, cytoplasmic 57 0 019 True Inactive -
1728 1PI00071509 Q13835 PKPL Isoform 2 of Plakophilin-1 83 0 0.060 True Inactive -
1404 IPIOO060143  Q96C06 IRAKL interleukin-1 receptor-associated kinase 1 isoform 3 8 0 0284 True Inactive -
2159 1PI00219067  P28161 GsTM2 Glutathione S-transferase Mu % 0 0.085 Inactive -
1875 IPI00295741  PO7858 B Cathepsin B 8 0 0.167 True Inactive -
2045 1PI00001640  QOYSNS N6AMTL N(6)-adenine-specific DNA methyltransferase 1 23 0 0.168 True Inactive -
2046 PI00001640  QOYSNS N6AMTL N(6)-adenine-specific DNA methyltransferase 1 23 0 0.168 True Inactive -
1678 IPI00477227  QBNING KRT78 Isoform 1 of Keratin, type Il cytoskeletal 78 57 0 0587 Inactive -
1980 IPIO0157365  Q9YSAT NUB1 NEDDS 1 of ubiay proteins 1) tigen NY-REN-18). lsoform 2 72 o 0.107 True Inactive -
1651 IPI00220030  PA9023 PXN Isoform Alpha of Paxillin 61 0 0136 True Inactive VS
957 1PI00013232 Q13422 IKzFL Isoform Ik1 of DNA-binding protein Ikaros 58 o 0,067 Inactive -
1789 IPI00954527 62736 AcTA2 ACTA2 protein (Fragment) 37 o 27,609 True Inactive  VES®
1806 IPIO0464951  Q9POW2 HMG208 Isoform 1of regulator of € member 1-related 36 o 0082 Inactive -
1828 IPIO0017993  P35326 SPRR2A small proline-rich protein 2A 8 3 0502 Inactive -
1835 IPIO0300086 Q15274 QpRT 31 0 0.206 True Inactive =
2255 IPIOOI66394  QBN2F6 ARMC10 Isoform 1 of Armadillo repeat-containing protein 10 38 0 0,058 Inactive -
2261 1PI0C031545  Q1AS71 1TPR2 Isoform Long of Inositol 1,4,5-trisphosphate receptor type 2 308 o o011 Inactive -
2265 I1PI00SA2512  P12035 KRT3 Keratin3 6 0 0.760 Inactive -
2004 PI00743931  QGHBYS GORASP2  Golgi reassembly-stacking protein 2 a9 o 0056 Inactive -
1294 IPIO0886911 Actin alpha 1 skeletal muscle protein 51 0 0051 Inactive -
2232 IPI00939845  QINVET PANKS Pantothenate kinase 4 86 0 0051 True Inactive -
1770 IPIO0007401 015397 P08 Importin-8 120 0 0.087 True Inactive -
1821 IPI00784029 Q9BUP3 HTATIP2 Isoform 1 of Oxidoreductase HTATIP2 27 0 0225 True Inactive -
1864 IPIO0307591 015014 ZNF609 Zinc finger protein 609 151 0 0054 Inactive -
1556 IPI00401900  Q7Z7FO KIAAOS07  Isoform 1 of UPFO469 protein KIAAOSO7 65 0 0195 True Inactive -
2110 IPI00022449 Q92608 DOCK2 Isoform 1 of Dedicator of cytokinesis protein 2 212 0 0013 Inactive -
2199 IPI00439948  QBWUFS PPPIRI3L  Isoform 1 of RelA-associated inhibitor 89 0 0,044 Inactive -
2226 IPI00306439  QIBVVT C18orfss  TIM21-like protein, mitochondrial 23 0 0118 Inactive -
1917 IPI00174190  QSWUKO PTPMTL Isoform 1 of Protein-tyrosine phosphatase mitochondrial 1 23 0 0.408 True Inactive -
2079 IPI00102128  Q96LAS PRMTG Isoform 1 of Protein arginine N-methyltransferase 6 a2 0 0132 True Inactive -
2179 IPI00294787  Q9Y4B4 RADSAL2 Helicase ARIP4 163 0 0.024 True Inactive -
2027 IPI00013909  Q9BRQS AIFM2 Isoform 1 of Apoptosis-inducing factor 2 a1 0 0.189 True Inactive -
2140 IPI00328268 Q50421 EIFAG3 EIF4G3 protein 147 0 0085 Inactive -
1010 IPIO0004671 Q14789 GOLGB1 Golgin subfamily B member 1 376 0 0.009 Inactive
2217 IPI00L03487  Q8WX94 NLRP7 Isoform 1 of NACHT, LRR and PYD domains-containing protein 7 12 0 0020 Inactive -
1800 IPI00000104 060942 NG Isoform 1 of MRNA-capping enzyme 69 0 0083 True Inactive
1769 IPIO0025447 68104 EEFIAL Elongation factor 1-alpha a8 0 7711 Inactive -
1868 IPI00397768  QOHCI3 RAVER2 Isoform 2 of Ribonucleoprotein PT8-binding 2 73 0 0132 True Inactive
1894 IPIO001S560 Q6 ELP2 Isoform 1 of Elongator complex protein 2 92 0 0.084 True Inactive -
1518 IPIO0152688  QSTEAL NSUN6. Putative methyltransferase NSUNG 52 0 0.167 True Inactive
2223 1PI00028385  QUBWH2 FUNDC2 Putative uncharacterized protein FUNDC2 15 0 0.184 Inactive -
1926 1PI00012966 Q99081 TCF12 Transcription factor 12 73 0 0072 True Inactive
1981 IPIO0016568 271! Ka Adenylate kinase isoenzyme 4, mitochondrial 2 0 0110 Inactive -
2029 1PI00746777  P11766 ADHS Alcohol dehydrogenase class-3 0 0 0.110 True Inactive
1967 IPIO0940874 49750 Yiem1 Isoform 1 of YLP motif-containing protein 1 220 0 0027 True Inactive -
2056 1PI00G40177  P14859 POU2FL POU domain, lass 2, transcription factor 1 7 0 0099 True Inactive
1653 IPIO0045839  Q32P28 LEPREL Isoform 3 of Prolyl 3-hydroxylase 1 91 0 0121 True Inactive
1293 1PI00220070 Q16877 PFKFBA 54 0 0387 True Inactive
2136 1PI00179438  P98082 DAB2 Isoform 1 of Disabled homolog 2 82 0 0027 Inactive
1680 IPIO0289758 17655 capna Calpain-2 catalytic subunit 80 0 0.104 True Inactive  YES
1682 IPIO0375578  QBUVIO SASS6 Spindle assembly abnormal protein 6 homolog 7 0 0142 True Inactive
1257 IPIO0014474 043823 AKAPB Ackinase anchor protein 76 0 0234 True Inactive
2233 IPI00387168  QBNBP7 PCSK9. Isoform 1 of Proprotein convertase subtilsin/kexin type 9 7 0 0052 True Inactive
1275 1PI00107855  Q9BAS7 HEPH Isoform 1 of Hephaestin 130 0 0.149 True Inactive
2236 IPI00020510  QINZ4S cisp1 CDGSH iron sulfur domain-containing protein 1 12 0 0184 Inactive
1893 1PI00074270 Q9H2P9 DPHS Isoform 1 of Diphthine synthase 32 0 0173 True Inactive
1593 1PI00013219 Q13418 [ Integrin-finked protein kinase s1 0 0054 Inactive  YES
2216 IPI00289491 015234 casca Protein CASC3 3 0 0035 Inactive
1710 1PIO000SS78  Q9H223 EHDA4 EH domain-containing protein 4 61 0 0.181 True Inactive -
1929 1PI00071180 QSUMXO usaiN1 Isoform 2 of Ubidquilin-1 59 0 0122 Inactive
1757 1PI00179473 Q13501 sasTM1 Isoform 1 of Sequestosome-1 48 0 0.109 True Inactive -
2047 1P100930066 kappa-actin 108 0 3251 Inactive
1562 1PI00217272  QB6V21 Ancs Isoform 1 of Acetoacetyl-CoA synthetase 75 0 0199 True Inactive -
2088 1PI0000S184 015164 TRIM24 Isoform Long of Transcription intermediary factor 1-alpha 17 0 0028 Inactive
1865 IPIO0018597 43405 svK Isoform Long of Tyrosine-protein kinase SYK 2 0 0031 Inactive  VES
1923 1PI00016480  QONX02 NLRP2 Isoform 1 of NACHT, LRR and PYD domains-containing protein 2 21 0 0041 True Inactive
1993 1PI00376199 Q77519 1RF28P2 Isoform 1 of Interferon regulatory factor 2-binding protein 2 61 0 0072 Inactiv -
2084 1PI00295849  PS3611 RABGGTB  Geranylgeranyl transferase type-2 subunit beta 37 0 0119 True Inactive
1676 1PIO001S609  QONXF7 DCAF16 DDB1- and CUL4-associated factor 16 2 0 0.492 True Inactive -
1724 1PI00220767  P25791 w02 Isoform 2 of Rhombotin- 18 0 0.146 Inactive -
1758 1PI00003848  QOUDY4 DNAJBS DnaJ homolog subfamily 8 member 4 38 0 0387 True Inactive -
1914 1PIO0020191 Q12974 PTPAA2 Isoform 1 of Protein tyrosine phosphatase type IVA 2 19 0 0345 True Inactive -
1075 1PIO000S034  QOULC3 823 Ras-related protein Rab-2 27 0 0123 Inactive -
2083 IPI0001S809  QINPF4 0sGEP Probable O-sialoglycoprotein endopeptidase 36 0 0123 True Inactive -
1361 1PI00157304  QIBWWA 558P3 Isoform 1 of Single-stranded DNA-binding protein 3 40 0 0.180 True Inactive -
1718 1PI00061528  QIGEK9 KT Protein KTI12 homolog 39 0 0217 Inactive -
1734 1PIO0006SSS  Q9Y371 SH3GLBL Isoform 1 of Endophilin-81 @ 0 0.160 True Inactive -
1780  1PIO0004068 Q93074 ED12 Mediator of RNA polymerase I transcription subunit 12 27 0 0,009 Inactive -
1927 1PI00002926  QSHOH4 VPs378 Vacuolar protein sorting-associated protein El 0 0209 True Inactive -
1348 1PIO0GASEOS  QBIUBL 1RF28P1 Interferon regulatory factor 2-binding protein 1 62 0 0247 True Inactive -
204 1PI00003145  P4S9E3 APK Isoform 1 of Mitogen-activated protein kinase 8 s 0 0138 Inactive  VES
1048 IPIOO011619 043252 PAPSS1 Bifunctional 3'phosphoadenosine 5'-phosphosulfate synthase 1 7 0 0.101 True Inactive -
2022 1PI00217987  P11215 ITGAM Integrin alpha-M 127 0 0043 True Inactive  VES
1630 1PIO0152083  QBTAPY Crorf11 TTD non-photosensitive 1 protein 19 0 0116 Inactive -
2107 IPI00171186  QBNSD1 PDCD7 Programmed cell death protein 7 55 0 0048 Inactive -
1528 1PIO0015285 Q99447 povT2 Ethanolamine-phosphate cytidylyltransferase a4 0 0.283 True Inactive -
2095 IPI00062419  QIGAT sosL. Serine dehydratase-like 35 0 0205 True Inactive -
2038 1PI00910128  P22570 FOXR NADPH:adrenodoxin oxidoreductase, mitochondrial 57 0 0058 Inactive -
1492 IPIO0007047  PO5109 510088 Protein S100-A8 1 0 0537 Inactive -
1709 1PI00101524  Q9EH20 8 Isoform 1 of Vacuolar-sorting protein SNF8 29 0 0320 True Inactive -
1745 IPIOO465123 043299 KIAAO41S  KIAAOA1S gene product 165 0 0028 True Inactive -
2072 IPI00329583  QBNBSO SPATAS Isoform 1 of Spermatogenesis-associated protein 5 % 0 0,09 True Inactive -
1470 1PIO000S042  AOAV96 RBMA47 Isoform 2 of RNA-binding protein 47 57 0 0.155 True Inactive -
2184 IPI00745792  Q9HBLB NMRALL NmrAlike family protein 37 0 0119 True Inactive -
1743 IPIO0643885 Q13620 cuLs Cullin-48 103 0 0021 Inactive -
2192 IPI00032498  QOBTEL DCTNS Dynactin subunit 5 20 0 0148 Inactive -
1819 1PIO0028083 49770 EIF282 Translation initiation factor elF-28 subunit beta 39 o 0170 ND (inactive) True Inactive =
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Table 1 (cont.) |

analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Sp 3
1Pl Accession _Uni Gene name __Protein name MW (kDa) ~Active integrin integrin)* i integrin_Cluster’ _ Adhesome*
2195 IPI00007304 095376 ARIH2 Protein ariadne-2 homolog B 0 0076 ND (inactive] True nactive -
1897 IPI00152220  Q5T6S3 PHF1S Isoform 2 of PHO finger protein 19 2 0 0228 ND (inactive) Troe Inactive -
1997 1100930183 Q9BY27 DGCREL DGCREL protein 2 0 0233 ND (inactive) True Inactive
1999 IPI00024664  PASS7a usPs Isoform Lon of Ubiauiti carboxyl-terminal hycrolase 5 96 0 0029 ND (inactive) Inactive -
2020 1PI00013683 Q13509 TuBs3 Tubulin beta-3 chain 50 0 13.003 ND (inactive) Inactive
1198 1100739464 Actin, gamma 1 1 0 0325 ND (inactive) Inactive -
2152 1PI00607799  Q9BUTL 8DH2 Isoform 1 of 3-hydroxybutyrate dehydrogenase type 2 27 0 0143 ND (inactive) Troe Inactive
1962 IPIOO001676  QBTATG NPLOCA Isoform 2 of Nuclear protein localization protein 4 homolog. & 0 0064 ND (inactive) True Inactive -
1803 IPI0O021264  P51911 oL Calponin-1 3 0 0269 ND (inactive) True Inactive
1913 IPI0O783502  QS3ETO cRTC2 CREB-regulated transciption coactivator 2 7 0 00% ND (inactive) True Inactive -
2158 IPIOOL68S54  QUBYNO SRXNL Sulfiredoxin-1 1 0 0197 ND (inactive) Inactive
1432 1PI00294739 Q9323 SAMHDI  Isoform 1 of SAM domain and HD domain-containing protein 1 n 0 0233 ND (inactive) True Inactive -
1953 1PI00062882  Q7Z7A3 crut Cytoplasmic tRNA 2-thiolation protein 1 36 0 0073 ND (inactive) Inactive
2019 IPI000GS063 Q6L OHRS1 Dehydrogenase/reductase SOR family member 1 34 0 0162 ND (inactive) True Inactive -
2149 1PI00298949 014976 GAK Cyclin-G-associated kinase 143 0 0015 ND (inactive) Inactive
1756 1PI0015208  QBTEO3 Crorf38 Isoform 1 of Uncharacterized protein CXorf38 37 0 0149 ND (inactive) Troe Inactive
2111 IPI00025340  Q96GDO PDXP. Pyridoxal phosphate phosphatase 2 0 0113 ND (inactive) Inactive
1982 1PI00442073  P21291 csRPL Cysteine and glycine-rich protein 1 2 0 0219 ND (inactive) True Inactive  YES
2095 1PI00296370  QOUICE Lt Putative uncharacterized protein LCMTL 39 0 0142 ND (inactive) True Inactive
2138 IPI00306871 Q92830 KAT2A Isoform 1 of Histone acetyltransferase KAT2A 9 0 0029 N (inactive) Inactive
152 1PI00302925  P50990 ccrs 59 kDa protein 59 2687 1871 a Active
841 IPIO0031521  PA0938 RFC Replication factor C subunit 3 a 0416 029 143 Active
194 IPI0C017963  P62316 SNRPD2 Small nuclear ribonucleoprotein Sm D2 1 8673 6011 148 Active
812 IPIO046S028  PEOL7A TPIL triosephosphate isomerase 1 isoform 2 31 0746 0517 148 Active -
523 IPI00328319 Q09028 RBBP4 Histone-binding protein RBBP4 s 0938 0650 140 Active
410 1PI00470891 075534 CsDE1 Isoform Long of Cold shock domain-containing protein EL 8 0636 0481 148 Active -
647 IPIO0024175 014818 pswmA7 Isoform 1 of Proteasome subunit alpha type-7 2 1222 048 148 Active
238 IPIO0384456  P52701 MSHG Isoform GTBP-N of DNA mismatch repair protein Msh6. 153 0546 0376 185 Active -
253 IPIO0290S66 17987 Ter1 T-complex protein 1 subunit lpha 0 1634 1124 145 Active
274 IPI00021263  PE3104 YWHAZ 14-3.3 protein zeta/delta 28 309 2135 185 Active -
310 IPIO0030320  P26196 0DX6 Probable ATP-dependent RNA helicase DDX6 54 1249 0857 146 Active
593 IPIO0216691  PO7737 PENL Profil 15 2400 1686 146 Active ves
283 IPIO0376005  PE3241 EIFsA Isoform 2 o Eukaryotic translation intiation factor SA-1 2 3755 2575 146 Active
671 IPI00SSSB78  QUNRW3 APOBECSC  Probable DNA dC->dU-editing enzyme APOBEC-3C 23 1180 0809 146 Active -
1191 1PI00029695 Q12824 SMARCB f regulator of 8 member 1 s 0252 0173 146 Active
1026 1PI00016249  PS1114 FXRL Isoform 1 of Fragile X mental retardation syndrome-related protein 1 70 0124 0084 148 Active -
82 1PI00140420 Q7KZF4 SNDL Staphylococcal nuclease domain-containing protein 1 102 2070 1464 141 Active -
526 IPIO0023919  PE2195 PSMCS 265 protease regulatory subunit P 0886 0627 141 Active -
204 1PI00290435 Q99661 KIF2C Isoform 1 of Kinesin-like protein KIF2C 81 0943 0665 142 Active -
79 IPIO0290416  QONTKS oLl Isoform 1 of Obike ATPase 1 45 0534 0377 142 Active -
166 IPI0Q013415  P62081 RPS7 405 ribosomal protein 57 2 4907 3436 143 Active -
374 IPIOO16G0I0  ASYKKE cno1 Isoform 1 of CCRA-NOT transcription complex subunit 1 267 0199 0139 143 Active -
764 1PI00026219 Q10570 PSF1 Cleavage and polyadenylation specifcty factor subunit 1 161 0147 0103 143 Active -
1053 1PI00294178 30154 PPPRIB lsoform 1 465 kDa beta soform & 0323 0226 143 Active -
832 IPIOO0IE308  P17980 psMC3 265 protease regulatory subunit 6 r 0470 0328 143 Active -
623 IPI0000SS11  Q7RTVO PHFSA PHO finger-like domain-containing protein SA 1 2748 1928 143 Active -
1236 1PIO0031681  P24941 K2 Celldivision protein kinase 2. u 1063 0747 142 True Active -
64 1PI00910458  QSTOW2 HNRNPK  Heterogeneous nuclear ribonucleoprotein K r 5216 3748 139 Active -
598 IPI00795769 52 kDa protein 52 0632 0.450 140 Active -
620 IPIO0008SS2 076003 LR Glutaredoxin3 37 0588 0.420 140 Active -
1607 IPI0O022465 014578 ar Isoform 1 of Citron Rho-interacting kinase: 21 0013 0010 130 Active -
260 IPIO0219097 26583 HMGE2 High mobilty group protein B2 2% 3585 23% 150 Active -
332 100025273 22102 GART Isoform Lon of Trifunctional purine biosynthetic protein adenosine-3 108 0579 0386 150 Active -
1074 1PI00011916 Q13155 AMP2 Aminoacyl tRNA synthetase complex-interacting multifunctional protein 2 3 0356 0238 150 Active -
17 1PI00179330  P62979 RPS27A ubiauitin and ribosomal protein 527a precursor 18 31714 21573 147 Active -
319 IPI00788907  Qg6HS1 PGAMS Isoform 1 PGAMS, 2 1886 1283 147 Active -
670 IPIO0220835  PE0dSS. Sece18 Protein transport protein Secé1 subunit beta 10 3449 2345 147 Active -
974 IPIO0745613  QSNPD3 Exosca Exosome complex exonuclease RRPAL 2% 0684 0.5 147 Active -
8 1PI00219156 62888 PL30 605 ribosomal protein 1 16921 11420 148 Active -
610 IPI00291093  P19388 POLR2E DNA-directed RNA polymerases , i, and Il subunit RPABCL 2 1558 1051 148 Active -
737 IPI00152881  QTF72 SHROOM3  shroom family member 3 protein a7 0030 0020 150 Active -
331 IPI00302850  PE2314. SNRPD1 Smallnuclear ribonucleoprotein Sm D1 13 5828 3923 149 Active -
517 IPI00328840  QB6VB1 THOCH THO complex 4 2 1716 1156 148 Active -
264 IPIO0184330  PAS736 Mcm DNA replication licensing factor MCM2 102 0852 0574 148 Active -
1252 1PI00220637  Pa9S91 RS Seryl-tRNA synthetase, cytoplasmic 59 01%0 0128 148 Active -
2016 1PI00B4S339  POB107 HSPAA Heat shock 70 kDa protein 1 ) 2804 1958 148 Active ves
1358 IPI00SS4590  QSH2M9 RAB3GAP2 Isoform 1 -activating protein 156 0047 0032 147 Active -
673 IPIOO07818  QOUKFG PSF3 Cleavage and polyadenylation specifcty factor subunit 3 7 0344 0231 149 Active -
818 IPI00292975  QOP2NS RBM27 RNA-binding protein 27 119 0189 0127 149 Active -
1019 1PI00289601 092769 HDAC2 Isoform 2 of Histone deacetylase 2 3 0740 0.7 149 Active -
25 1100883857 Q00830 HNRNPU  Isoform Long of Heterogeneous nuclear ribonucleoprotein U 91 5059 3346 151 Active -
287 IPIO0018465 Q99832 T T-complex protein 1 subunit eta 59 1519 1005 151 Active -
53 IPIO0029623 6000 PSMAG Proteasome subunit alpha type-6 7 1520 1004 151 Active -
1040 1PI00169383  PO0SSE GK1 Phosphoglycerate kinase 1 s 0310 0205 151 Active -
185 IPIO0029731  P18077 RPL3SA 605 ribosomal protein L35a 3 6697 4413 152 Active -
45 1PI00026781  Pa9327 FASN Fatty acid synthase 3 1271 0836 152 Active -
115 1PI00025491 60842 EIFAAL Eukaryotic initiation factor 4A- 6 3931 2586 152 Active -
2264 IPI00B71157  P78362 SRPK2 Putative uncharacterized protein SRPK2 (Fragment) & 0158 0104 152 Active -
50 1PI00010740 23245 srPa Isoform Lon of Splicing factor, proline- and glutamine-rich 7% 3604 2353 153 Active -
163 IPI00017510  PO0403 MT-C02 Cytochrome ¢ oxidase subuni % 0233 0151 154 Active -
285 IPI00182757  QBN163 KIAAIS67  Isoform 1 of Protein KIAA19G7 103 0847 062 136 Active -
300 IPI00293434  P37108 SRP1a Signal recognition particle 14 kDa protein 15 4954 3638 136 Active -
33 IPIO00I2382  POSO12 NRPA U1 small nuclear ribonucleoprotein A 31 2007 1498 137 Active -
63 1PI00221091  P62244 RPSISA 405 ribosomal protein 15 15 15,069 1.019 137 Active -
722 IPI00299214  PO4183 a Thymidine kinase, cytosolic b 1014 0742 137 Active -
389 IPI00220642  PE1981 WHA 14-3-3 protein gamma 2 3438 2511 137 Active -
48 1PIOO001159 Q92616 Gonitl Translational activator GCN1 293 10% 0795 137 Active -
139 IPIOOSSA681 Q16718 NDUFAS [ubiquinone] 1 alpha 13 0659 0.81 137 Active -
151 1PI00009328  P38919 EIFaA3 Eukaryotic initiation factor 4A I a7 2827 2060 137 Active -
433 IPI00294159  P53007 SLC25AL  Tricarboxylate transport protein, mitochondrial 3 1472 1073 137 Active -
2037 IPI00384265  QONZB2 FAM120A  Isoform F of Constitutive coactivator of PPAR-gammatlike protein 1 125 0014 o011 127 Active -
108 IPIO0000S74 Q06830 PRDX1 Peroxiredorin-1 2 8130 589 138 Active -
609 IPIO0396171  P27816 MAPa Isoform 1 of Microtubule-associated protein 4 121 0213 0154 138 Active -
791 IPI00746351  QOV2LL ois3 Isoform 1 of Exosome complex exonuclease RRPA4 109 0207 0151 137 Active -
370 IPIO06S8000 000425 1672893 Isoform 1 of Insulin-fke growth factor 2 mRNA-binding protein 3 [ 1304 0943 138 Active -
930 IPI00294955  Q9YAZO M4 U6 snRNA-associated sm-ike protein LSmd. 15 0859 0622 138 Active -
1469 IPIOOSTII74 Q99417 wvcep C-Myc-binding protein 1 0756 0547 138 Active -
552 IPI00643920  P29401 T* Transketolase 6 0.89 0369 133 Active -
615 IPI00012268 Q13200 PSMD2 265 proteasome non-ATPase regulatory subunit 2 100 0305 0229 133 Active -
614 IPI00025347 Q92979 emG1 Probable ribosome biogeness protein NEP1 27 1240 0939 132 Active -
811 IPIO0473011  P02042 HeD Hemoglobin subunit delta 16 5766 4360 132 Active -
286 IPI00302927 50991 ccta T-complex protein 1 subunit delta E 1550 1147 135 Active -
551 IPIO0I7381  P35249 RFCa Replication factor C subunit 4 w 1005 0745 135 Active
484 IPI0OOSC 19UG63 ABCF2 ATP-binding cassette sub-family F member 2 n 0548 0.09 138 Active -
1242 1PI00746165 075083 WORL Isoform 1 0f WD repeat-containing protein 1 66 0.145 0.109 134 Active
1611 1PI00218848  PS6385 ATPSI ATP synthase, H# transporting, mitochondrial FO complex, subunit & 8 132 0984 134 Active -
19 IPI00B44S78  QOB211 OHXD ATP-dependent RNA helicase A 141 3798 2408 158 Active
507 IPIO0026167  PS5769 NHP2LL NHP2-like protein 1 1 3775 2388 158 Active -
272 IPIO0017448  PE3220 RPS21 405 ribosomal protein 521 ) 10,903 6957 157 Active
31 1PI0000386S  P11142 HSPAS Isoform 1 of Heat shock cognate 71 kDa protein n 6423 4117 156 Active -
681 IPI00216319 Q04917 YWHAH 1433 protein eta 28 2104 1406 156 Active
491 IPIO0009057  QSUNSG G38P2 Isoform A of Ras GTPase-activating protein-binding protein 2 s4 1061 0681 156 Active -
1510 1PI00010090 43507 Gam Glutamate-cysteine ligase regulatory subunit 31 0265 0170 156 Active
365 IPIO0219160 49207 RPL34 605 ribosomal protein L34 1B 432 2625 165 Active -
347 IPI00291006 40926 MDH2 Malate dehydrogenase, mitochondrial 3 229 1412 163 Active
437 1PI00440493  P25705 ATPSAL ATP synthase subunt alpha, mitochondrial 60 1071 0656 163 Active
743 IPI00940237 000148 DDX: ATP-dependent RNA helicase DDX39 a9 2524 1550 163 Active
1498 1PI00441959  QBNACE NIN Isoform 7 of Ninein 28 0007 0004 175 Active
592 IPI00940685  QU6DIT SNRNPAO U5 small nuclear ribonucleoprotein 40 kDa protein 39 0792 0.491 161 Active
869 IPI00305374  QU6FVO oc1 Isoform 1 of THO complex subunit 7 0234 0145 161 Active
145 1PI00027834  P14366 HNANPL Heterogeneous nuclear ribonucleoprotein L 6 2257 1.408 160 Active
361 IPI00291922  P280G6 PSMAS Proteasome subunitalpha type-5 2% 2626 1603 160 Active
1920 1PI00023510  P20339 85 Ras-related protein Rab-5A 2 0147 0092 160 Active
265 IPIO0ASG758  PAGT76 RPL27A 605 ribosomal protein L27 Y 5600 3289 170 Active -
468 IPIOOO04860  PS4136 RS Isoform Complexed of Arginy-RNA synthetase, cytoplasrmic 7 0683 0401 170 Active
322 IPIO0017964  PE2318 SNRPD3 Small nuclear ribonucleoprotein Sm 14 5473 322 170 Active -
401 IPI00169325  QBNI3S WOR36. WD repeat.containing protein 36 105 0528 0311 170 Active
206 IPI00215790  PE3173 P38 605 ribosomal protein L38 8 16,156 9545 169 Active -
8 IPI004S373  P62805 HISTaHA Histone Ha 1 18613 69.961 170 Active
1452 1PI00000728  Q9Y4ES use1s Isoform 1 of Ubiguitin carboxyl-terminal hydrolase 15 12 0084 0049 17 Active -
128 1PI00438229 Q13263 TRIM2S Isoform 1 of Transcription intermediary factor 1-beta ) 1876 1094 171 Active
430 IPIO00I2011  P23528 FL1 Cofiln- 19 3093 1805 171 Active ves
481 IPI00002214 52292 KPNA2 Importin subunit alpha-2 58 1059 0615 172 Active
652 IPI00026665 47897 aArs Glutaminy-RNA synthetase (QARS) % 0367 0213 172 Active -
1181 1PI00017596 Q15691 MAPREL Microtubule-associated protein RP/EB family member 1 30 051 0263 17 Active
125 IPIO0008S24 11940 PABPCL Isoform 1 of Polyadenylate-binding protein 1 n 2535 1519 167 Active ves
564 IPI0044445)  QUHCEL MOV10 Isoform 1 of Putative helicase MOV-10 114 0361 0216 167 Active -
352 IPIO0218606 62266 RPS23 405 ribosomal protein 16 3830 2299 167 Active -
1333 1PI00029485 14203 oCTNL Isoform p150 of Dynactin subunit 1 122 0054 0033 164 Active -
432 IPIO0294536  QOY3F4 STRAP Serine-threonine kinase receptor-associatedprotein 0 1156 0689 168 Active -
1088 1PI00332511  Pe3ISL PPP2R2A 2055 kDa regulatory 8 alpha isoform 52 0267 0159 168 Active -
27 1PI00217267  P0a12 HISTIHIE  Histone HL4 2 22899 13673 167 Active -
981 IPIO0018768 Q15631 N ransiin 2% 0692 0413 168 Active -
1687 1PI00922265  QBNAVL MMGTL Isoform 1 of Membrane magnesium transporter 1 15 0293 0175 167 Active -
814 IPIO0024821 000487 PSMD14 265 proteasome non-ATPase regulatory subunit 14 3 0574 0340 169 Active -
200 IPI00396435 043143 DHXIS. Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX1S 91 340 0797 168 Active -
143 1PI00170924  QONQED HINT Histidine riad nucleotide-binding protein 3 2 0166 0098 169 Active -
318 IPIO0025039 22087 FoL FRNA 2-O-methyltransferase fibrillrin " 18% 1066 178 Active -
505 IPIOOO0081S  PE2258 YWHAE 14-3:3 protein epsilon 2 2319 1320 178 Active -
236 IPIO0026302 62899 RPL3L 60S ribosomal protein L31 1 6635 3727 178 Active -
368 IPIO0L71798 094776 A2 Metastasis-associated protein MTA2 7 0836 0470 178 Active -
854 IPI00023101 Q92600 Raco1 Celldifferentiation protein RCD1 homolog u 0618 0347 178 Active -
942 IPIO0216318  P31946 YWHAB Isoform Lon of 14-3-3 protein beta/alpha 2 2485 1619 178 Active -
1023 1PI00790530  Q9BW27 NUPBS Nuclear pore complex protein Nup85 7 0197 0110 179 Active -
215 IPIO0012750  PE2851 RPS25 405 ribosomal protein 525 1 6743 3754 180 Active -
1043 1PI0O783835 094822 RNF160 zinc finger protein 294 205 0068 0038 179 Active -
665 IPI00748807 Q12769 NUP160 Isoform 1 of Nuclear pore complex protein Nup160 162 0192 0107 179 Active -
28 IPI00221089  P62277 RPS13 S ribosomal protein S13 1 6532 3652 179 Active -
1611 1PI00024381 Q92989 1p1 Polyribonucleotide 5'-hydroxyl-kinase ClpL r 0083 0046 180 Active -
459 IPIO0019329  PE3167 DoYNLLL Dynein ight chain 1, ytoplasmic 10 6185 3.430 180 Active -
546 IPIO0A70610  Q96C36 PYCR2 PyrrolineS-carboxylate reductase 2 3 1478 0817 181 Active -
451 1PI00027107  Pasa1 TUFM Tu translation elongation factor, mitochondrial precursor s0 1050 0580 181 Active -
1179 1PI00293817 Q99747 NAPG Gammar-soluble NSF attachment protein 3 0228 0126 181 Active -
112 1PIO0B90837  AGNHRO SMCHDL  Isoform 1 of Structural B 1 26 0736 0.405 18 Active -
440 1PIO0303476  POS76 ATPSB ATP synthase subunit beta, mitochondrial 57 1131 062 18 Active -
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analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Sp 3

#_IPI Accession _Uni Gene name __Protein name MW (kDa) ~Active integrin integrin)* i integrin_Cluster’ _ Adhesome*
240 1100219155 P61353 RPL27 605 ribosomal protein L27 16 5261 2899 81 Active -
1202 1PI00479997  P16949 STMNL Stathmin Y 0517 0284 182 Active
1659 IPI00007144  QIUNX3 RPL26LL 605 ribosomal protein L26-lke 1 Y 1653 0910 18 Active

65 IPI00419880 61247 RPS3A 405 ribosomal protein S3a 30 8250 4500 183 Active

493 IPIO0301923  PSO750 DK9 Isoform 1 of Celldivision protein kinase 9 @ 1010 0551 183 Active

590 IPI00023344 Q92797 SYMPK Isoform 1 of Symplekin 141 0242 0132 183 Active

385 IPIO0305068 094906 PRPFS Pre-mRNA-processing factor 6 107 0539 0294 183 Active
109 IPI00072541  QSIVF3 PCID2 Isoform 3 of PCI domain-containing protein 2 a 0363 0198 183 Active

39 IPI00018278  Q71U19 H2AFY. Histone HAV 14 34,940 19.125 183 Active

666 IPIO0292059  PA9790 NUP1S3 Nuclear pore complex protein Nup153 154 0182 0100 18 Active
1292 1PI00220741  P02549 SPTAL Isoform 1 of Spectrin alpha chain, erythrocyte. 280 0036 0020 180 Active
2131 1PI002S2134  P42S66 €ps15 Isoform 1 of Epidermal growth factor receptor substrate 15 99 0020 o011 18 Active

280 IPI00001639 Q14974 KPNB1 Importin subunit beta-1 97 052 0542 176 Active

801 IPI00030275 Q12931 TRAPL Heat shock protein 75 kDa, mitachondrial 80 1293 0738 175 Active

53 1100216592 PO7910 HNRNPC  Isoform CL of Heterogeneous nuclear ribonucleoproteins C1/C2 2 9569 sa11 177 Active

472 1PI00L71199  P25788 PSMA3 Isoform 2 of Proteasome subunit alpha type-3 28 1731 0983 176 Active

745 IPI00383046  Q96DGS MBL Carboxymethylenebutenolidase homolog 28 0818 0464 176 Active
138 I1PI00O1146  P62312 LsVi6 U6 snRNA-associated Sm-ike protein LSms. ) 1287 0729 177 Active

545 IPI00SSS747 Q13310 ABP Isoform 2 of Polyadenylate-binding protein 4 0 1817 1048 173 Active
1228 1PI00031679  Q9BQTS Caorf26 Uncharacterized protein C30rf26 Y 0320 0185 173 Active

116 1PI00SS4723  P27635 PLIO 605 ribosomal protein L10 2 6006 3474 173 Active
1882 IPIOO21SO11  P27695 APEXL DNA-(apurinic or apyrimidinic site) yase 3 0126 0073 173 Active
1084 1PI00S50746  Q9Y266 NuDC Nuclear migration protein nu 3 0362 0207 175 Active
1810 IPIOO00G092 015305 pMM2 Phosphomannomutase 2 2 0103 0059 175 Active

20 1PI00186290  P13639 £EF2 Elongation factor 2 9 6164 2455 251 Active

263 IPIO044127  Pa1252 1ARS IsoleucytRNA synthetase, cytoplasmic 145 0725 0289 251 Active

333 IPIO0216230  PA2166 ™PO Lamina-associated polypepide 2,isoform alpha 7s 1147 0458 250 Active

323 IPio0029822  P51532 SMARCA4  SWI/SNF-related 2 aaisoform D 188 0301 0155 252 Active

579 IPIO0SS0882 32322 PYCRL Pyrroline-5-carborylate reductase 3 1172 0466 252 Active

746 IPIO0003362 11021 HSPAS HSPAS protein n 0773 0307 252 Active

338 IPI004GS044  QOP28 cca Protein RCC2 56 1283 0516 249 Active

486 IPI00297982 41091 EIF2s3 Eukaryotic translation intiation factor 2 subunit 3 51 1073 0.430 250 Active
1083 1PI00299524 Q15021 NCAPD2 Condensin complex subunit 1 157 0079 0032 247 Active

146 1PI00413324  Pls62l RPLL7 605 ribosomal protein L17 2 7266 2965 245 Active

191 IPI00003377 Q16629 SFRS7 Isoform 1 of Splicing factor, arginine/serine-rich 7 2 5887 2400 245 Active

606 IPIOOBS2685 060610 DIAPHL Isoform 1 of Protein diaphanous homolog 1 141 0256 0103 249 Active

654 IPI00299608 Q99460 D1 Isoform 1 of 265 proteasome non-ATPase regulatory subunit 1 106 0309 0125 247 Active -
11 IPI00B1836  QU6KKS HISTIH2AG  Histone HaA type 1-H 1 68.037 27630 246 Active -
205 IPIO0010720  pag6a3 cers T-complex protein 1 subunit epsion 60 1558 0633 246 Active -
629 IPIO0002520  P34897 SHMT2 Serine hydroxymethyltransferase, mitochondrial 56 072 0293 246 Active -
779 IPI00026670 Q15370 TeeB2 Transcription elongation factor 8 polypeptide 2. 13 1562 0632 247 Active -
1568 1PI00238688  Q6ZRYA REPMS2 RNA-binding protein with multple splicing 2 2 0147 0060 245 Active -
180 IPIO0031691 32969 RPLO 605 ribosomal protein L9 2 6127 2378 258 Active -
267 IPI00216237  QOY3UB RPL36 605 ribosomal protein L36 1 8467 3287 258 Active -
1362 1PI00250297  QONRN7 AASDHPPT 3 0282 0109 259 Active -
202 1PI00291939 Q14683 MCLA Structural maintenance of chromosomes protein 1A 143 0803 0313 257 Active -
524 IPI00021187 Q9265 RUVBLL Isoform 1 of Ruve-lke 1 s0 0989 0385 257 Active -
266 IPIO0290770 49368 ccn3 chaperonin containing TCP1, subunit 3 soform b 60 1760 0686 257 Active -
757 IPIO00O7074  PS4S77 YARS TyrosyHRNA synthetase, cytoplasmic B 0417 0163 256 Active -
1018 1PI00232533 47813 EIF1AX v initiation factor 14, 16 0797 0311 256 Active -
735 IPIO0G476S0 015372 EIF3H Eukaryotic translation intiation factor 3, subunit 3 gamma, 40KDa, isoform CRA_b 2 0669 0261 256 Active -
1936 1PI00166203  QBN2S7 HIST3H28B  Histone H2B type 3-8 14 21808 8531 256 Active -
550 IPIO0S49672  QSUNMS o1 HSPCO27 3 0988 0389 254 Active -
575 IPI00SS4737 30153 PPP2RIA phosphatase 24 65 kDa v Aalpha isoform & 0668 0264 253 Active -
586 IPIO0B79531 9KDa protein 9 8736 3427 255 True Active -
715 IPI00419919  Pa7914 RPL29 60S ribosomal protein L29 18 1318 0530 254 Active -
1371 1PI000A1127  QONVP2 ASFIB Histone chaperone ASF18 2 0128 0050 256 Active -
42 1PI00449049  POSE74 PARPL Poly [ADP-ribose] polymerase 1 13 3333 1370 243 Active -
417 1PI00219994  PS5060 = Isoform 3 of Exportin-; 108 0871 0359 243 Active -
353 IPIO04GS248  POST33 eno1 Isoform alpha-enolase of Alpha-enolase s 1613 0667 242 Active -
710 1PI00013723 Q13526 PINL Peptidyl-proly| ci-trans isomerase NIMA-interacting 1 18 1741 0719 20 Active -
489 IPIO0027808  P30876 POLR2B DNA-directed RNA polymerase Il subunit RPB2 134 0354 0.146 242 Active -
824 IPI00020042  PA3635 PSMCA Isoform 1 of 265 protease regulatory subunit 68 a7 0526 0217 202 Active -
6 1PI00296337  P8S27 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit 469 3265 1355 241 Active -
S84 IPIOO00GOB0 Q9224 Cldorf166  UPFOS68 protein Cldorf166 2 1302 0540 201 Active -
324 IPIO0219420  QSUQET sMa Structural maintenance of chromosomes protein 3 122 0543 0226 240 Active B
585 IPI00297572 060306 AQR Intron-binding protein aquarius 171 0213 0089 239 Active -
1662 I1PI00306290 043592 xpoT 110 0036 0015 240 Active 5
135 IPI00217975  P20700 VNG Lamin-81 3 2788 1186 235 Active -
46 IPIO00ISSS3  QONRI0 ooX21 Isoform 1 of Nucleolar RNA helicase 2 &7 4355 1829 236 Active 5
881 IPIOOBIS770 060493 NG Isoform 1 of Sorting nexin- 19 1020 0433 236 Active -
67 1PI00299573  P62424 RPL7A 605 ribosomal protein L7a 3 8757 369 237 Active -
129 IPI00299000  QSUQSD PA2GA Proliferation-associated protein 264 a 4443 1878 237 Active -
1172 1PI00014310 Q13616 i % 0116 0049 237 Active -
799 IPIO0215610 Q00013 mPP1 55 kDa erythrocyte membrane protein 52 0428 0185 231 Active -
943 IPIO0012645 015020 SPTEN2 Isoform 1 of Spectrin beta chain, brain 2 m 0023 0010 230 Active -
1221 1PI00294875  PAGOEO RANGAPL  Ran GTPase-activating protein 1 6 0141 0060 235 Active -
160 IPIO0247583  PaG778 RPL2L 605 ribosomal protein L21 19 7413 3235 229 Active -
959 IPIO0029267  PO8S79 SNRPB2 U2 small nuclear ribonucleoprotein B b 1535 0670 229 Active -
667 IPI00020127 27694 RPAL Replication protein A 70 kDa DNA-binding subunit & 0.4a1 0191 231 Active -
1392 1PI00219839 Q96183 HiC2 Isoform 2 of Hypermethylated in cancer 2 protein & 0178 0077 231 Active -
3% IPIO0031519 26358 ONMITL Isoform 1 of DNA (cytosine-5)-methyltransferase 1 1% 02% 0127 228 Active -
1429 1PI00418336  Q68E0L INTS3 Isoform 2 of Integrator complex subunit 3 18 0064 0028 229 Active -
1605 IPI00294402  Q9UBDS oRCaL Isoform 1 of Origin recognition complex subunit 3 & 0062 0027 230 Active -
163 IPI00297211 060264 SMARCAS regulator of chromatin subfamily A member 5 122 1185 0421 281 Active -
763 IPIO0007402 095373 1P07 Importin-7 120 0232 0083 280 Active -
109 IPIOOO13485  P15830 RPS2 405 ribosomal protein 52 31 5932 212 280 Active -
218 1PI00295857  PS3621 copa Isoform 1 of Coatomer subunit alpha 138 0892 0319 280 Active -
427 IPI00234252 Q92922 SMARCCL  SWI/SNF complex subunit SMARCCL 123 0.6 0160 279 Active -
1204 1PI00215966 095059 RPP1A Ribonuclease P protein subunit p1d 1 0916 0328 279 Active -
572 IPIO0029631  PBA0SO ERH Enhancer of rudimentary homolog. bt 3204 1160 276 Active -
277 1PI00A70528  PE1313 RPLIS 605 ribosomal protein L15 2 3811 1371 278 Active -
950  IPIO0041325  QONX24 NHP2 H/ACA ribonucleoprotein complex subuit 2 Y 1186 0427 278 Active -
289 IPIOO054042 78347 el Isoform 1 of General transcription factor I- 12 0764 0280 273 Active -
850 IPI00395694  QOYSLO NPO3 Isoform 2 of Transportin-3 104 0227 0083 273 Active -
754 IPIO0335168  PGO6G0 3 Isoform Non-muscle of Myosin light polypeptide 6 Y 1826 0666 274 Active -
1458 PIO0007001  Q9Y3B7 MRPLLL 395 ribosomal protein L11, mitochondrial 21 0.428 0156 274 Active -
197 1PI00003519 Q15029 EFTUD2 116 kDa US small nuclear ribonucleoprotein component 109 1419 0526 270 Active -
1343 1PI00033907  Q9HIAG ANAPCL Anaphase-promoting complex subunt 1 27 0048 0018 267 Active -
845 IPIO0012007  P23526 AHCY Adenosyihomocysteinase a8 0361 0208 270 Active -
1164 1PI00022648  PSS010 EFs Eukaryotic ranslation intiation factor 5 a9 0273 0101 270 Active -
908 IPIO001S029 Q15185 PTGES3 Prostaglandin E synthase 19 1110 0411 270 Active
1011 1PI00168317  QBNBT2 spc2a Kinetochore protein Spc24 2 0884 0326 27 Active

207 IPI00219365 26038 SN Moesin 6 2003 0753 266 Active Vs
69 IPIO0021327  P62993 GRB2 Isoform 1 of Growth factor receptor-bound protein 2 2 1135 0427 266 Active ves
638 IPI00216298  P10599 v Thioredoxin 2 3025 113 267 Active

602 IPIOOOIS018 Q15181 PPAL Inorganic pyrophosphatase 3 1154 0435 265 Active

895 IPIOOOI3679  P33316 out Isoform 1 of Deoxyuridine 5'-triphosphate nucleotidohydrolase, mitochondrial 27 0971 0366 265 Active

284 IPI00221222  P53999 suBL Activated RNA polymerase Il transcriptional coactivator p15 14 6543 2485 268 Active
2042 IPI00G04402  QS3HOG PYCRL Putative uncharacterized protein PYCRL 29 0.102 0038 268 Active

269 IPIO0396370  PSS8Ee £IF3B Isoform 1 of Eukaryotic ranslation intiation factor 3 subunit 8 2 1110 0427 260 Active

381 IPI00017451  Qisds9 SF3AL Splicing factor 3A subunit 1 8 0702 0269 261 Active
1064 IPI00011416 Q13011 CHl Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial 3 0666 0255 261 Active

952 IPIO0395769  P36Sa2 ATPSCL Isoform Heart of ATP synthase subunit gamma, mitochondrial 3 0674 0259 260 Active
1201 IPI00013184 41227 ARDIA N-terminal acetylransferase complex ARD subunit homolog A 2 032 0127 261 Active

738 IPIO0219840  PS3680 Ap2sL Isoform 1 of AP-2 complex subunitsigma Y 1427 0584 262 Active
1139 1PI00002557  QSUBF2 copG2 Coatomer subunit gamma- o8 0162 0062 261 Active

79 1PI00215884 Q07955 SRS Isoform ASF-L of Splicing factor, arginine/serine-rich 1 2 8449 3212 263 Active
1749 1PI00029705  Q9BSI2 TUBGCP2  Gamma-tubulin complex component 2 103 0050 0019 263 Active
1802 IPI0001I307  P13995 MTHFD2  Bifunctional 3 0091 0035 260 Active

117 1PI00d6S361  P26373 RPLI3 605 ribosomal protein L13 2 7553 4078 185 Active

306 IPI00004968  QOUMSA PRPF19 Pre-mRNA-processing factor 19 55 1564 0843 186 Active

S62 IPIO0032003  PS0402 WD Emerin 2 1539 0829 186 Active

350 IPI00873899  QBNETL ABCFL Isoform 1 of ATP-binding cassette sub-farmily F member 1 9 0676 0366 185 Active

394 IPI00640703  QOHAVA P05 Isoform 1 of Exportin-5 136 04s4 0243 187 Active
1138 1PI00021347  P6BO36 UBE2L3 Ubiguitin-conjugating enzyme E2 13 18 0340 0182 187 Active

626 IPI00032853  QUNPES NOP10 {/ACA ribonucieoprotein complex subunit 3 8 4095 2163 189 Active

683 IPIO0744692 P37837 TALDOL Transaldolase 3 0786 0414 190 Active

540 IPI00412344  Q96SBA RPKL Isoform 2 of Serine/threonine-protein kinase SRPKL 2 0603 0320 188 Active

691 IPIO01S0269 043172 PRPF4 Isoform 1 of U4/U6 small nuclear ribonucleoprotein Prpd 58 0.6 0258 188 Active
1022 1PI00216730  QBIVEG HIST2H2AB  Histone H2A type 28 1 15,006 7969 188 Active

339 1PI00221106 Q13435 382 splcing factor 38 subunit 2 100 0609 0305 200 Active

122 IPIO0412579  PE2906 RPLIOA 605 ribosomal protein L10a 2 6538 320 199 Active

506 IPIO0479058  PE2841 RPS1S 405 ribosomal protein 515 Y 2910 1467 198 Active
1354 IPIOO46S3LS 99999 cs Cytochrome ¢ 1 0816 0412 198 Active

141 IPI00G44712  P12956 XRCCs ATP-gependent DNA helicase 2 subunit 1 0 2070 1051 197 Active

530 IPI00395627 Q9HB71 cacysp Isoform 1 of Calcyclin-binding protein 2% 1839 0935 197 Active -
92 1pI00304692 38159 REMIX Heterogeneous nuclear ribonucleoprotein G 2 4988 2520 198 Active -
262 IPI00297579 Q13185 B3 Chromobox protein homolog 3 2 5103 2580 198 Active -
49 IPIO0BS4642  Q2ORF7 PDSSA Isoform 1 of Sster chromatid cohesion protein PDSS homolog A 151 0274 0139 197 Active -
1443 1PI00742043  QBNFH3 NUP43 Nucleoporin Nup43 2 0182 0092 198 Active -
37 1PI00420014 075643 SNRNP200  Isoform 1 of US small nuclear ribonucleoprotein 200 kDa helicase: 205 1665 0853 195 Active -
1877 1PI00032958  QINQWS ANLN Isoform 2 o Actin-binding protein anillin 120 0018 0009 200 Active -
2137 1PI00290652  QU6T23 RSF1 Isoform 1 of Remodeling and spacing factor 1 164 0013 0007 186 Active -
399 IPI00414127 43487 RANBPL Ran-specific GTPase-activting protein 23 2m 1429 194 Active -
554 IPIO0025178 075934 cas2 Pre-mRNA-splicing factor SPF27 2 1255 0648 194 Active -
233 IPIO0410693  QBNCS1 SERBPL Isoform 1 B 1 s 2484 1264 193 Active -
361 1PI00009104 Q9230 RUVBL2 RuvB-like 2 51 1672 0865 193 Active -
413 1PI00477971 Q12788 To13 Transducin beta- 8 0598 0310 193 Active -
1276 1PI00011126  P62191 psmcL 265 protease regulatory subunit 4 49 0.403 0209 193 Active -
603 IPIOO000001 095793 STAUL Isoform Long of Double-stranded RNA-binding protein Staufen homolog 1 & 0647 0339 191 Active -
694 IPIOOO0S67S 015226 NKRF NF-kappa-B-repressing factor 7 0241 0126 191 Active -
822 IPIO00ISO11  PO%622 o> Dinydrolipoyl dehydrogenase, mitochondrial sa 082 0304 191 Active -
1660 IPIOO0260S4 49137 MAPKAPK2  Isoform 1 of MAP kinase-activated protein kinase 2 6 0055 0029 190 Active -
2061 1PI00017855 Q99798 Aco2 Aconitate hydratase, mitochondrial 8 0030 0015 200 Active -
268 IPI00152785 23527 HISTIH2B0  Histone H2B type 1- 14 74.446 36617 203 Active -
438 IPIO0026625 075694 NUP1SS Isoform 1 of Nuclear pore complex protein Nup155, 155 0352 0173 203 Active -
70 1PI00000494 46777 ReLS 605 ribosomal protein L5 3 7450 3691 202 Active -
19 IPI00182533  Pa§779 RPL28 60S ribosomal protein L28 1 6320 3132 202 Active -
354 IPIO0219678  POS198 ErF2s1 Eukaryotic translation initiation factor 2 subunit 1 3 2148 1064 202 Active -
8 1PI00216587 62241 RPS8 405 ribosomal protein 58 2 10429 5147 203 Active -
608 IPI00938330 hypothetical protein XP_002343863 15 1152 0369 202 Active -
537 IPI00220344  PB38B1 RPL36A 605 ribosomal protein L36a 1 2214 1004 202 Active -
1211 1PI00027705  Pa96a3 PRIV Isoform 1 of DNA primase large subunit 59 0171 0084 204 Active -
95 1PI00010204  P84103 SFRS3 Splicing factor, arginine/serine-rich 3 19 10,299 5136 201 Active -
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Table 1 (cont.) |

analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Sp 3

1Pl Accession _Uni Gene name __Protein name MW (kDa) ~Active integrin integrin)* i integrin_Cluster’ _ Adhesome"
371 IPI00009960 Q16891 MM Isoform 1 of Mitochondrial ner membrane protein & 0774 0386 o1 Active -
55 1PI00217030  P62701 RPSAX 405 ribosomal protein $4, X isoform 30 9643 4785 202 Active

5 IPI00303133 Q93079 HISTIH2BH  Histone H2B type 1-H 14 7372 38470 201 Active

455 IPI00163187 Q16658 FSCNL Fascin 55 0914 0454 201 Active
1565 1PI00027704  Pa9642 PRIM1 DNA primase small subunit 50 0079 0039 203 Active

94 1PI00017297 43243 MATR3 Matrin3 95 2016 0979 206 Active

556 IPI00427330  QOY3AS 5805 Ribosome maturation protein S80S 29 1463 0712 205 Active

677 IPIO0031522 40939 HADHA Trifunctional enzyme subunit alpha, mitochondrial 8 0415 0201 206 Active

501 IPI00170692  Q9POLO VAPA Isoform 1 of Vesicle-associated membrane protein-associated protein A 28 1780 0862 206 Active
1430 1PI00003824 Q13356 PRI Isoform 1 of Peptidyl-prolyl cis-trans isomerase-like 2 59 0116 0056 207 Active

183 IPI0C012772  P62917 PLS 605 ribosomal protein L 28 as13 2203 205 Active

655 IPI00220528  P62306 SNRPE Smallnuclear ribonucleoprotein F 10 4132 2017 205 Active

619 IPIOO0IS912  P51659 HSDI784  Peroxisomal multifunctional enzyme type 2 80 0482 0236 200 Active
1171 1PI00029081 49916 UG Isoform Alpha of DNA igase 3 13 084 00a1 205 Active

303 IPIO0021700  P12004 PCNA Proliferating cel nuclear antigen 2 2652 1274 208 Active

179 1PI00013917  P25398 RPS12 405 ribosomal protein 512 15 9778 4702 208 True Active

612 IPI00182289  PE2273 RPS29 405 ribosomal protein 529 7 5071 2438 208 Active

132 IPI00BASIGL Q13838 BATL Isoform 1 of Spliceosome RNA helicase BATL r 3088 1480 209 Active
1009 IPI0000G0S2  Q9UHVI PFON Prefoldin subunit 2 Y 1237 0593 209 Active
1046 1PI00024145  P4S8S0 VoAC2 Isoform 2 of Voltage-dependent anion-selective channel protein 2 30 0497 0238 209 Active

990 IPIO0384624 014660 GART GARS-AIRS-GART (Fragment) 1 1145 0552 207 Active
1134 1PI00163084  QOHCS7 xaB2 Pre-mRNA-splicing factor SYFL 100 0135 0065 208 Active
1094 1PI00007163  QSUKS Lsm7 U6 snRNA-associated Sm-lke protein Lsm? 1 1020 0492 207 Active

227 IPIO0013808 043707 ACTNS Alpha-actinin-4 105 1176 0539 218 Active ves
213 IPI00012345 Q13247 SFRS6 Isoform SRPS5-1 of Splcing factor, arginineserine-rich 6 w 2658 1217 218 Active

476 IPIOOOIG613  PE8400 CSNKRAL  CSNK2AL protein s 1124 0515 218 Active

373 IPI00397904  QBNIFT NUP93 Nuclear pore complex protein Nup93 9 0715 0329 217 Active
1192 1100032879 Q9Y3D8 K6 Adenylate kinase isoenzyme 6 2 0623 0287 217 Active
1073 1PI00012369 Q13257 MAD2LL Mitotic spindle assembly checkpoint protein MAD2A 2 0537 0247 217 Active

162 IPIO0027270  PE1254 RPL26 605 ribosomal protein L26 Y 747 3254 220 Active

226 IPI00022774  PS5072 o Transitional endoplasic reticulum ATPase 8 1301 0591 220 Active
1260 1100413895 Q08379 GoLGA2 Golgi autoantigen, golgin subfamily 3, 2 13 0086 0039 221 Active
1496 IPI00031698  Q9BVCS Coorfa Ashwin 2 0252 0114 221 Active
1747 1PI00219381 043678 NDUFA2 NADH 1 alpha subcomplex subunit un 0393 0179 220 Active

580 IPI00032827 QOY3B4 SF3814 Pre-mRNA branch site protein p14 15 2761 1243 22 Active

230 IPI00297779 78371 cn T-complex protein 1 subunit beta 57 2009 0948 221 Active
1200 1PI00011528 Q05048 cstFL Cleavage stimulation factor subunit 1 ® 0182 0082 22 Active -
495 IPIO06S4777 000303 EIF3F HCG1784554,isoform CRA_a 39 1405 0631 223 Active -
35 IPIO0007765  P3s6ds HSPA Stress-70 protein, mitochondrial 74 1157 0519 223 Active -
1773 1PI00032872  Q9Y3D3 MRPS16 285 ribosomal protein 516, mitochondrial 15 0293 0131 224 Active -
1032 1PI0029728 18074 ERcc2 THIIH basaltranscription factor complex helicase subunit 87 0128 0057 225 Active -
275 IPI00783781 Q92621 NUP205 Nuclear pore complex protein Nup205 28 0399 0188 212 Active -
886 1PI00337307 QBIZ69 TRMT2A Isoform 1 of tRNA (uracil5-)-methyltransferase homolog A (Fragment) ) 0280 0132 212 Active -
797 IPIO0073602  QSRKVE EX0SC6 Exosome complex exonuclease MTR3 2 1016 0479 212 Active -
938 IPIO0328306 075152 3HUA  Zincfinger CCCH domain-containing protein 11A 8 0105 0050 210 Active -
976 IPIO0010200  QOHESO VTHDC2 Probable ATP-dependent RNA helicase YTHDC2 160 0083 0039 213 Active -
8% IPI00008922 Q01629 1FTM2 Interferon-induced transmembrane protein 2 15 1646 0783 210 Active -
522 IPIO0642071 29692 EEFID Isoform 2 of Elongation factor 1-delta 7n 0716 0339 21 Active -
571 IPIO00I010S  PS6537 e Eukaryotic translation intiation factor 6 2 1667 0789 21 Active -
1571 1PI00022334  PO418L oAT Ornithine aminotransferase, mitochondrial r 0113 0054 209 Active -
125 1PI00003925  P11177 PDHB Isoform 1 of 39 0321 0152 211 Active -
549 IPIOO010368 000139 KiF2A Isoform 1 of Kinesin-like protein KIF2A 78 0742 0348 213 Active -
334 IPIO0419258 09429 HMGBL High mobilty group protein B1 2 4580 2144 214 Active -
1922 1PI00202671 095985 ToP38 Isoform 1 of DNA topoisomerase 3-beta-1 o7 0029 o014 207 Active -
739 IPIO0033143  Q9UBQS EIF3K Eukaryotic translation initiation factor 3 subunit K 2 1135 0526 216 Active -
1130 1PI0000S179 015160 POLRIC Isoform 1 of DNAdirected RNA polymerases | and Il subunit RPACL 39 0329 0152 216 Active -
1474 1PI00024742 014949 uacra Cytochrome b-c1 complex subunit 8 10 0705 0328 215 Active -
1 IPI00549248  POG748 NPML Isoform 1 of Nucleophosmin 3 9010 2875 313 Active -
103 IPI007E327L  P42704 LRPPRC Leucine-rich PPR motifcontaining protein, mitochondrial 158 1547 0.9 313 True Active -
8 I1PI00221088  Pa678L RPSO 405 ribosomal protein 59 2 965 3080 314 True Active -
307 IPIO0O11569 Q13085 ACACA Isoform 1 of Acetyl-CoA carboxylase 1 266 0311 0.100 311 Active -
1341 1PI00009659  QSNQGS RPRD1B Regulation of nuclear pre-mANA domain-containing protein 18 37 0387 0124 31 True Active -
1534 IPIOO0I7669 Q96963 SMARCEL  Isoform 1of b - € member 1 a7 0175 0056 313 Active -
184 IPIO0AS6969 Q14204 DYNCIHI  Cytoplasmic dynein 1 heavy chain 1 532 0284 0092 309 Active -
786 IPI00384992  P12829 v Myosin light chain 4 2 1320 0429 310 True Active B
977 IPI00022793  P55084 HADHB Trifunctional enzyme subunit beta, mitachondrial 51 0.460 0148 31 True Active -
205 IPI00021265  PE2750 RPL23A 605 ribosomal protein L23: 18 6857 2237 307 Active B
707 IPIO0300078 Q15269 P2 Periodic tryptophan protein 2 homolog 102 0294 00% 306 Active -
403 IPIO000S932 QY383 Lerz RNA-binding protein Luc7-like 2 sa 1068 0347 308 True Active 5
1694 IPI00216085  P14Sa coxes1 Cytochrome ¢ oxidase subunit 681 10 0.403 0131 308 Active -
40 1pI00218753 11388 ToP2A Isoform 3 of DNA topoisomerase 2-alpha 179 2188 0688 318 Active s
102 IPIO001002  P3579 MYHo Isoform 1 of Myosin-9 27 1251 0393 318 True Active ves
24 1100604620 P1933B NeL Nucleolin 7 7219 2275 317 Active -
662 IPIOOIST790  QSVYK3 £cM29 KIARD368 protein 24 0137 0043 319 Active -
724 IPI00293845  QSUIPO RIFL Isoform 1 of Telomere-associated protein RIF1 7 0093 0029 321 Active -
309 IPI00395998  PE2910 RPL32 605 ribosomal protein 132 16 5.4% 1712 321 Troe Active -
392 IPI00022228 Q003 HpL8P Vigiin 141 0476 0148 32 True Active -
836 IPI00024364 052973 PO Isoform 1 of Transportin-1 102 0270 0084 321 Active -
1372 1PI00397376  QEPITT 314 Isoform 1 of Zinc finger CCCH domain-containing protein 14 a3 0076 002 317 Active -
600 IPIOO031836  QSY295 DRGL Developmentally-regulated GTP-binding protein 1 a 1070 0326 328 True Active -
1263 IPIOO797373  QBNFSO DocKs Isoform 1 of Dedicator of cytokinesis protein 8 239 0041 0012 30 Active -
813 IPI00218319  PO6753 M3 Isoform 2 of Tropomyosin alpha-3 chain 2 0824 0254 32 Active -
932 IPI00329633  P26639 ARS Threonyl{RNA synthetase, cytoplasmic 83 0309 0095 325 Active -
599 IPIO0025418 Q02388 couzal Isoform 1 of Collagen alpha-1(VI) chain 295 0029 0009 32 Active -
1598 1PI00334575  QBN9E3 MRPLA3 Mitochondrialribosomal protein 143 (MRPLA3),transcript variant 4 2 0255 0091 324 Active -
33 1PI00024067 Q00610 e Isoform 1 of Clathrin heavy chain 1 192 2907 0979 301 Active -
169 IPI00009342  P46940 1GAP1 Ras GTPase-activating-ike protein [QGAP1 189 0300 0265 302 Active -
362 IPIO0A11733  Q7L2E3 DHX30 Isoform 1 of Putative ATP-dependent RNA helicase DHX30 134 0385 0154 302 Active -
182 1PI00793696  PE3731 RPL2A 19 kDa protein 19 8198 2748 298 Active -
290 IPI00298961 0149 Xpo1 Exportin-1 123 0766 0255 300 Active -
349 IPIOOOI3068  PE0228 EIF3E Eukaryotic ranslation initiation factor 3 subunit € 52 149 0491 305 Active -
397 IPI00291783  QSTEQS GEMINS Gem-associated protein 5 169 0375 0124 302 Active -
617 IPIO0306518  QSNVIL FANCI Isoform 3 of Fanconi anemia group | rotein 149 0225 0074 304 Active -
1578 1PI0443474  QEZR2L FKBPS. 51 kba FK506-binding protein 51 0117 0039 300 Active -
642 IPIO0760588  P55265 ADAR Isoform 5 of Double-stranded RNA-specific adenosine deaminase 104 0310 0107 290 Active -
713 IPIO0024524  QSNRX1 PNOL RNA-binding protein PNO1 28 0882 0302 292 Active -
1304 1PI00298547 Q99497 PARK7 Protein 0J-1 2 0576 0197 292 Active -
214 1PI00291755  QSTEML NUP210 Isoform 1 of Nuclear pore membrane glycoprotein 210 205 o611 0206 297 Active -
513 IPIO0414860  PE1S13 RPL37 605 ribosomal protein L37a 10 5033 1706 295 Active -
80 IPIO000S861 043395 PRPF3 Isoform 1 0f U4/U6 small nuclear ribonucleoprotein Prp3 7 0340 0115 296 True Active -
487 IPIO000S032  POSASS ssB Lupus L protein o 1192 0.403 296 Active -
1691 IPI00ASE635 Q7099 UNC13D Isoform 3 o Protein unc-13 homolog D 129 0038 0013 292 Active
1095 PI00015972  P09669 coxec Cytochrome ¢ oxidase subunit 6C 9 1287 0438 294 Active
1808 IPI00154283  QBTCG1 KIAALS24  Isoform 1 of Protein CIP2A 102 002 o011 291 Active

81 IPI00021405  PO2545 LMNA Isoform A of Lamin-A/C 7 3485 121 284 Active

819 IPIO0028004  PAS720 PSMB3 Proteasome subunit beta type-3 2 1227 0434 283 Active

334 IPIO000001S  QUB170 SRsA plicing factor, arginine/serine-rich 4 57 0499 0174 287 Active

38 IPI00020928 Q00059 TRAM Transcription factor A, mitochondrial 2 404 0842 236 Active
1473 1PI000S649 Q96900 RPLIGAL 605 ribosomal protein L36a-lke 1 2340 0820 285 Active

446 1PI00297477  P09661 SNRPAL U2 small nuclear ribonucleoprotein A" 28 2050 0710 289 Active

250 1PI00305282 Q92878 050 Isoform 1 of DNA repair protein RADSO 154 0593 0206 288 Active

674 IPI00029764 Q12874 SF3A3 Splicing factor 3A subunit 3 59 0482 0167 289 Active
1163 1PI00386189 Q9BXI9 NARG1 Isoform 1 of NMDA receptor-regulated protein 1 101 0135 0047 287 Active

257 1PI00295992  QONVIZ ATAD3A Isoform 2 of ATPase family AAA domain-containing protein 3A 66 1543 0533 289 Active

760 IPI00022305  QOYGE2 Bzw2 Basic leucine zipper and W2 domain-containing protein 2 a8 0633 0219 289 True Active

865 IPI00103247 QBWWO HNRPLL Isoform 1 of Heterogeneous nuclear ribonucleoprotein L-ike 0 0329 0113 201 Active
1610 1PI00893485  QBN201 INTs1 Putative uncharacterized protein | 25 0026 0009 2489 Active

98 IPI00215719 Q07020 RPLIS 605 ribosomal protein L18 2 10,011 3000 334 Active

138 1PI00221325  P49792 RANBP2 £3 SUMO-protein ligase RangP2 358 0.8 0146 334 True Active

29 IPI00220301 30041 PRDX6 Peroxiredorin-6 2 4676 1399 334 Active

514 IPIOC031S54  Q9BQ30 0DX50 ATP-dependent RNA helicase DDX50 83 0620 0185 335 True Active

193 1PI00028275 Q14008 KAPS Isoform 1 of Cytoskeleton-associated protein 5 26 0627 0186 337 True Active

120 1PI00300371 Q15393 57383 Isoform 1 of Splicing factor 38 subunit 136 1415 0420 337 True Active

730 IPIO0218782 47756 capze Factin capping protein subunit beta 37 0837 0248 338 True Active

983 IPI00019996  QONWHO sm modulator o estrogen induced transcription isoform b 115 0103 0031 33 Active

91 IPI00167941 QONU22 MONL Midasin 633 0377 011 340 True Active

59 1100397526  P3SS80 MYH1O Isoform 1 of Myosin-10 29 1375 0.406 339 True Active
1201 1PI00744508  Q9Y554 POLE DNA polymerase 263 0036 o011 327 Active

a2 IPI00303207  P61221 ABceL ATP-binding cassette sub-family E member 1 [ 0669 0196 341 True Active

855 IPIO0020602  P19784 CSNK2A2  Casein kinase Il subunit apha' a 0764 0224 341 True Active

421 1PI00300074  QONSDO FARSS Phenylalany -tRNA synthetase beta chain &6 0954 0277 340 True Active
1357 1PI00735181  Q9H3UL UNCasA Isoform 2 of Protein unc-45 homolog A 102 0093 0027 344 Active

174 1PI00021840  P62753 RPS6 405 ribosomal protein 56 2 5311 1535 346 True Active
1367 1PI00033561 Q15287 RNPSL Isoform 1 of RNA-binding protein with serine-rich domain 1 3 0170 0049 347 Active
1685 1PI00239077 49773 HINTL Histidine triad nucleotide-binding protein 1 1 o411 0118 348 Active

363 IPI00106491  QSUKD2 MRTO4 mRNA turnover protein 4 homolog 28 2768 0778 356 True Active

416 1PI00396321  Q96AGA LRRCS9 Leucine-rich repeat-containing protein 59 3 1879 0527 357 True Active -
473 IPI0015022  QBNI2T HOC: Isoform 1 of THO complex subunit 2. 183 0310 0087 356 True Active -
726 IPIO0218918  PO40B3 AxaL Annexin AL 39 0899 0252 357 Active -
330 100178352 Q14315 FNC Isoform 1 of Filamin-C 201 0430 0121 355 True Acive  VEs*
1416 1PI00171844  Q9BT78 copsa. P9 signalosome complex subunit 4 3 0229 0065 352 Act -
725 IPIO0007334  QOUKV3 ACINL Isoform 1 of Apoptotic chromatin condensation inducer i the nucleus 152 0205 0059 347 True Active -
834 IPIO000S969 52907 ca: Factin-capping protein subunit alpha-1 3 0805 0229 35 True Active -
985 IPIO0218775 Q13451 FKBPS. Peptidyl-prolyl ci-trans isomerase FKPS 51 0361 0103 350 Active -
271 1PIO0290204  POS621 SNRNP70  Isoform 1 of UL small nuclear ribonucleoprotein 70 kDa 52 149 0.424 353 True Active -
1629 1PI00018288  P19387 POLR2C DNA-directed RNA polymerase Il subunit RPB3 31 0188 0053 355 Active -
101 1PI0000 14839 HD4 Isoform 1 of Chromodomain-helicase-DNA-binding protein 4 28 0943 0264 357 True Active -
187 IPI00402183 060506 SYNCRIP Isoform 3 of Heterogeneous nuclear ribonucleoprotein O ) 2404 0684 357 True Active -
1078 1PI00004S02  P38117 erFa Isoform 1 of Electron transfer flavoprotein subunit beta 2 0728 0204 357 True Active -
1261 1PI000046SS Q14331 FRG1 Protein FRG1 2 0566 0158 358 True Active -
950 IPIO0003420 Q15555 MAPRE2 Isoform 1 - associated protein RP/E8 family 2 37 0564 0158 357 True Active -
777 Ipi00183 48729 CSNKIAL  Isoform 1 of Casein kinase | isoform alpha 3 078 022 359 True Active -
1205 1PI00014149 Q15006 TIC3s Tetratricopeptide repeat protein 35 3 0.403 0113 357 Active -
276 IPIO00S9366 075367 H2AFY Isoform 3 o Core histone macro-H2A.1 39 2613 0725 360 True Active -
1096 1PI00024620  QONPAB enva Enhancer of yellow 2 transcription factor homolog, 1 1182 0328 360 Active -
1079 1pI00S4 96907 PsMG2 Proteasome assembly chaperone 2 0492 0136 362 True Active -
131 1PI00418313 Q12906 173 interleukin enhancer binding factor 3 soform d 9% 1898 0507 374 True Active -
164 IPIO0SSS744  PS0914 RPLL Ribosoma protein L14 2 6413 1715 374 True Active -
465 IPIO0GA7217 42285 savat2 Superkiler viralcidic activity 2-ke 2 18 0442 0120 368 True Active -
424 IPIO0GA2816  P4S4ss SRea Signal recogition particle 9 kDa protein 10 6091 1647 370 True Active -
634 IPIOO0GO0B4  QOVAAS TRRAP Isoform 1 of Transformation/transcription domain-associated protein 38 0079 0021 376 True Active -
225 IPIO00S198 Q1290 12 Interleukin enhancer-binding factor a3 3206 0873 367 True Active -
689 IPIO02958S1  PS3618 cope1 Coatomer subunit beta 107 0285 0077 370 True Active -
58 1PI00302592  P21333 FLNA Isoform 2 of Filamin-A 280 1265 0346 366 True Active ves
81 IPIOO217468  P16401 HISTIHIB  Histone HLS 2 3131 0356 366 True Active =
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Table 1 (cont.) |

analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Sp 3

#_IPI Accession _Uni Gene name __Protein name MW (kDa) ~Active integrin integrin)* i integrin_Cluster’ _ Adhesome*
1136 1PI00013297 Q13442 PDAPL 28 kDa heat- and acid-stable phosphoprotein 21 0686 0188 6 Active -
&1 IPI00025277 075340 PDCDG Programmed cell death protein 2 1899 0518 367 True Active

867 IPI00178431  PAG0G3 RECQL ATP-dependent DNA helicase Q1 7 0248 0068 365 Active

173 IPI00300127  QIHOAD NATI0 Neacetyltransferase 10 116 1321 0362 365 Active

1050 1PI00003%64 Q93008 USPoX ubiauitn speciic protease 9, Xinked isoform 4 290 0042 o011 38 True Active

1103 1PI00031960 095602 POLRIA DNA-directed RNA polymerase | subunit RPAL 195 0062 0017 365 Active

1189 1PI00306301  POBSS9 PDHAL Mitochondrial PDHAL as 0399 0109 366 Active

1355 IPI00%09083  Q96GF2 GsPTL 61105 phase transition 1 isoform 2 & 008 0016 363 Active

78 IPI00SS0021  P39023 RPL3 605 ribosomal protein L3 46 5318 1393 38 True Active

199 1PI00024279  QUH583 HEATRL HEAT repeat-containing protein 1 2 0529 0138 383 Active

1175 1PI00219037  P16104 2AFX Histone H2A.x 15 19.260 5031 38 Active

1420 1PI00029133  P24539 ATPSFL ATP synthase subunit b, mitochondrial 2 0261 0068 384 Active

317 1PI00400922 Q14690 PDCD11 Protein RRPS homolog 209 037 0099 378 Active

475 IPIO0026215 39748 FENL Flap endonuclease 1 a 1273 0336 379 True Active

577 IPI00009771 Q03252 VNG Lamin-82 0 0860 0227 379 True Active

720 1PI00032460  QOY333 w2 U6 snRNA-associated sm-lke protein Lsm2 1 2939 0776 379 True Active

1537 1PI000038SE  P36543 ATPGVIEL  V-type proton ATPase subunit 2 0285 0076 375 Active

1589 1PI0000S904  QSUHIS 00X20 Probable ATP-dependent RNA helicase DDX20 0 0081 0021 336 Active

93 IpI00742682  P12270 PR Nucleoprotein TPR 267 0920 0228 404 True Active

1085 1PI00018206  PO0S05 Gor2 Aspartate aminotransferase, mitochondrial 4 0505 0126 401 Active

75 IPI0000G196 Q14980 NUMAL Isoform 2 of Nuclear mitotic apparatus protein 1 27 1088 0274 397 True Active

312 IPI0000S978 Q01130 FRs2 Splicing factor, arginine/serine-rich 2 2 2915 0735 397 True Active

935 IPI00939707 075153 KIAAOG64  Protein KIAAOGG4 147 0154 0039 395 Active

685 IPIOO00%071 075494 SFRS13A  Isoform 3 of Splicing factor, arginine/serine-rich 13A 2 1303 0328 397 True Active

1544 1PI00013895 31949 SI00AL1  ProteinS100-ALL n 0648 0164 395 Active

686 IPIO0024919 30048 PROX3 , 2 1216 0305 399 True Active

931 IPI00293276  P14174 MIF Macrophage migration inhibitory factor 1 1962 0492 399 Active

702 1PI00292000 QBWWY3 PRPE3L Isoform 1 of U4/U6 smll nuclear ribonucleoprotein Prp3t 55 0602 0155 388 True Active

450 IPIOO0089B2  PS4sEs ALDHIBAL  Isoform Long of Delta-L-pyrroline-S-carboxylate synthetase & 07% 0204 390 True Active

1595 1100619921  Q9BTCO 01001 Isoform 4 of Death-inducer obliterator 1 28 0018 0005 360 Active

1116 1PI00785096 Q71105 Bzw1 Isoform 1 of Basic leucine zipper and W2 domain-containing protein 1 ® 0480 0123 390 True Active

281 IPIO0029750  P62847 RPS24 Isoform 1 of 405 ibosomal protein 524 15 7308 1669 438 True Active

158 IPIO0026089 075533 SF381 Splicing factor 38 subunit 1 146 1187 0273 435 True Active

439 IPI00006725  Q9BUQS 00X23 Probable ATP-dependent RNA helicase DDX23 9 0636 0146 436 True Active

123 IPI00029012 Q14152 EIF3A Eukaryotic ranslation intiation factor 3 subunit A 167 1181 0277 426 True Active

497 1PIO0007927 095347 smez Isoform 1 of Structural maintenance of chromosomes protein 2 136 039 0091 429 True Active

97 IPI00871827 18124 RPL7 Putative uncharacterized protein RPL7 (Fragment) Y 7436 1739 428 True Active -
994 IPI00176642 Q96GD4 AURKB Serine/threonine-protein kinase 12 30 0458 0107 428 Active -
33 IPI00411559  QONTI3 smca Isoform 1 of Structural maintenance of chromosomes protein 4 147 0497 0115 43 True Active -
398 IPIO0B43975  P1s31L 1) Earin 6 046 0219 432 True Active vEs
512 IPI00472160 Q92974 ARHGEF2  Rhorac guanine nucleotide exchange factor 2 121 0.408 0094 434 True Active vEs
519 IPIO0027285  P14678 SNRPE Isoform SM-B' of Small nuclear ribonucleoprotein-associated proteins B and B' 2 1850 0.430 430 True Active -
1148 1PI00217413 Q72478 DHX29 ATP-dependent RNA helicase DHX29 155 0073 0017 429 True Active -
1025 1PIO030108  P5052 vase Vasodilator-stimulated phosphoprotein 0 0495 0115 430 True Active vEs
400 IPIO0411937 000567 NOPS6 Nucleolar protein 56 & 1016 0242 420 Active -
748 1PIO0216047  QBTAQ SMARCC2  Isoform 1 of SWI/SNF complex subunit SMARCC2 133 0331 0079 419 True Active -
764 IPIO0300990  QOY3Y2 Clorf77 Isoform 1 of Uncharacterized protein Clorf7 2% 0983 0232 424 True Active -
454 IPIO0220362  PE1604 HSPEL 10 kDa heat shock protein, mitochondrial 1 6303 1523 e True Active -
534 IPIO0021290  PS3396. AcLy ATP-citrate synthase. 121 0378 0091 415 True Active -
1440 1PIOO4T7468  QEPDG2 crro RNA polymerase-associated protein CTRY homolog 13 0034 0.008 425 Active -
1684 1PI00329719 094832 MYo1D. Myosin-id 116 0047 oo11 427 Active -
1061 1PI00170935 QBN1G4 LRRC47 Leucine-rich repeat-containing protein 47 ) 0280 0068 412 True Active -
122 1PI00032831 095721 SNAP29 Synaptosomal-associated protein 2 0392 0095 413 Active -
1173 1PI00303158  QBNFWS cmas Isoform 1 of N-acylneuraminate cytidylyltransferase 8 0302 0073 e Active -
35 1PI00007928  Q6P209 PRPFS Pre-mRNA-processing:splicing factor & 274 1662 033 489 True Active -
846 IPIO0032849  QOY3C1 NoP16 Nucleolar protein 1 2 1070 0219 489 True Active -
597 IPIO0009922  QSGZT3 SURP P RNA-binding protein, 1 3486 o7 490 True Active -
436 IPIO0163505 Q14498 RBM30 Isoform 1 of RNA-binding protein 39 B 1122 0228 492 True Active -
118 1PI00219673  Q9Y203 GsTkL Glutathione S-transferase kappa 1 2 0645 0131 492 True Active -
741 IPIO0019927  PS1665 PsMD7 265 proteasome non-ATPase regulatory subunit 7 3 0907 0184 493 True Active -
961 IPIO0007208  QOUIVO oDXa1 Probable ATP-dependent RNA helicase DDX41 o 0234 0047 498 Active -
769 IPIO0SSA742  QOBZZS Apls Isoform 2 of Apoptasis inhibitor 5 57 0.9 0104 480 True Active -
837 IPI00021728  P20042 elF252 Eukaryotic ranslation initiation factor 2 subunit 2 38 0669 0138 485 True Active -
596 IPIO0ASSSS7  QIKMD3 HNRNPUL2  Heterogeneous nuclear ribonucleoprotein U-like protein 2 8 0.402 0085 473 True Active -
804 IPIO0304187 QSNW13 BM28 RNA-binding protein 8 0260 0055 473 Active -
708 IPIO0419844 Q53659 usP39 UA/UB.US tri-snANP-associated protein 2 & 0517 0110 470 True Active B
1129 1PI00017256 Q15404 RSUL Ras suppressor protein 1 » 0360 0076 a7 True Active -
348 IPIO0A12607  PA2765 RPLIS 605 ribosomal protein L35 15 5266 1177 447 True Active 5
502 IPIOOO11603 043242 PSMD3 265 proteasome non-ATPase regulatory subunit 3 61 0956 0212 451 True Active -
955 IPIO0719622  PE2857 RPS28 405 ribosomal protein 528 8 2952 0656 450 Active 5
1210 1PI00009407  P61803 0ADL 1 1482 0328 452 True Active -
1307 1100187011 QSUPTS 2c3Ha Zinc finger CCCH domain-containing protein 4 140 0089 002 445 True Active -
960 IPI00021417 043290 SARTL U4/U6.US tri-snRNP-associated protein 1 %0 0258 0056 461 True Active =
335 IPIO0012074 043390 HNRNPR  Isoform 1 of Heterogeneous nuclear ribonucleoprotein R 7 2387 0515 463 True Active -
883 IPI00748303  QS6KR1 7R Putative uncharacterized protein Z 115 0203 0044 461 True Active -
1778 1PI00101987 QONWVE MERIT40  Isoform 1 of BRCAL-A complex subunit MERITA0 37 0138 0030 460 Active -
876 IPIO0070943  PA2356 PIaKA Isoform 1 of Phosphatidylinositol 4-kinase alpha 21 0094 002 470 True Active -
1335 1PI00012970 000743 PPPEC Isoform 1 3 0144 0032 450 True Active -
1439 1PI006A3317 015347 HMGB3 21 kDa protein 2 0429 0034 456 True Active -
1262 IPI00169413  P82930 MRPS34 285 ribosomal protein 534, mitochondrial 2% 0573 0126 455 True Active -
423 IPI00339379 Q92888 ARHGEFL  Isoform 2 of Rho guanine nucleotide exchange factor 1 99 0105 0020 525 Active -
44 IPI004GS294 Q99459 coest Celldivision cycle 5-lke protein 9 0528 00%9 533 True Active -
235 IPIO0256684 095782 AP2a1 Isoform B of AP-2 complex subunit alpha-1 105 1369 0258 531 True Active -
924 IPIO0013830 Q13573 SNWL SNW domain-containin protein 61 0286 0054 530 True Active -
1638 1PI00396279 Q77460 cLasey Isoform 1 of CLIP-associating protein 1 169 0041 0008 513 Active -
569 IPIO018169  PO73SS Axa2 Isoform 2 of Annexin A2 W 1231 0230 535 True Active -
1373 1PI0000S160 015143 ARPC1B Actin-related protein 2/3 complex subunit 18 a 0256 0048 533 Acive  YEs*
302 IPIOOAI3611  P11387 Top1 DNAtopoisomerase 1 9 0520 0175 526 True Active -
1281 1PI00791573  Q9Y220 SUGTL Isoform 2 of Suppressor of G2 allle of SKP1 homolog 3 0273 0052 525 Active -
831 IPIO074711  QBTCSB PNPTL 3 8 0239 0016 520 True Active -
988 IPIO0S14053  Pagddd ARCNL Coatomer subunit delta 57 0361 0069 523 Active -
1106 IPI00S83647 Q13123 K RED protein 66 0208 0040 520 Active -
1174 1PI00025086  P20674 coxsa Cytochrome ¢ oxidase subunit 54, mitochondrial Y 1419 0270 526 Active -
29 1100298994  Q9Y4%0 TIND Talin-1 70 2487 0.487 511 True Active ves
565 IPI00293464 Q16531 ooB1 DNA damage-binding protein 1 127 0331 0064 517 True Active -
829 IPI00291200 QBWUMO NUP133 Nuclear pore complex protein Nup133 129 0206 0040 515 True Active -
1340 1PI0044068S  Q9BY77 POLDIP3 Isoform 2 of Polymerase delta-interacting protein 3 a 0313 0061 513 Active -
140 1PI00014898 Q15149 PLECL Isoform 1 of Plectin-1 5322 0338 0065 520 True Active ves
778 IPI00002624 PLRGL Isoform 1 of Pleiotropic regulator 1 57 0536 0104 515 True Active -
821 IPIO0001091  Q9YaWE AFG3L2 AFG3-ike protein 2 89 0294 0057 516 True Active -
1320 1PI00855998 CENPE Centromere protein F 368 0028 0005 560 Active -
653 IPIO0GS132 014579 copE Coatomer subunit epsilon 3 049 0188 505 True Active

1280 1PI00790937 Q9646 NMD3 605 ribosomal export protein NMD3 58 0143 0029 493 True Active

1551 IPI00291419  Q9BWD1 caT2 Acetyl-CoA acetyltransferase, cytosolic as 0.145 0029 503 Active

1609 IPI00295066  Q96GCS MRPLG 395 ribosomal protein L48, mitochondrial 2 0273 0055 496 Active

1644 IPI00032416 Q9219 "e2 Isoform Long of Protein jagged-2 133 0049 0010 490 Active

664 IPIO0030243  P61289 PSMES Isoform 1 of Proteasome activator complex subunit 3 30 1284 0227 566 True Active

701 IPIO0031556 26368 uaar2 Isoform 1 of Splicing factor U2AF 65 kDa subunit 54 0619 0109 568 True Active

947 IPIO0220833  P17480 ueTE Isoform UBF2 of Nucleolar transcription factor 1 8 0131 0023 570 True Active

1377 1PI0O0L1631 043264 Wi Centromere/kinetochore protein zw10 homolog 8 0105 0019 553 True Active

838 IPIOO00S4G4 Q01780 EXOSCI0  Isoform 1 of Exosome component 101 022 0038 584 True Active

1002 1PI00292499  QOVDFY HSPALA Heat shock 70 kDa protein 14 55 0403 0070 576 True Active

1334 1PI00334159 61758 8P1 Von Hippe-Lindau binding protein 1 2 0235 0081 573 Active

1376 1PI00003438 075937 DNAICE Dnal homolog subfarily C member 8 30 0377 0066 571 Active

351 IPIO0025329 P84SR RPL19 605 ribosomal protein L19 2 3063 0563 sa4 True Active

1326 1PI000OI6GSS Cl6orf80  UPF04G8 protein C16orf80 2 0470 0086 547 True Active

1405 1PI00010427  Q9BVBL T™EMO: Transmembrane protein 93 n 1200 0219 548 Active

488 IPI00104050  QOVZW1 THRAP3 Thyroid hormone receptor-associated protein 3 109 0367 0066 556 Active

875 IPI00783982 QOY678 cor Coatomer subunit gamma 98 0275 0049 561 True Active

1209 1PI00018931  Q96QKL ps3s Vacuolar protein sorting-associated protein 35 9 0167 0030 557 Active

1323 1PI00185S33  Q9GEE3 SeHIL Isoform A of Nucleoporin SEH1 ) 0275 0049 561 True Active

1455 1PI00017763 Q99733 NAPILA Putative uncharacterized protein NAP1L4 “u 0281 0050 562 True Active

1338 1PI000194S0  P101SS TROVE2 Isoform Long of 60 kDa 55-A/Ro ribonucleoprotein 61 0201 0036 558 Active

1456 1PI00953593  PS5196 MLLT Putative uncharacterized protein MLLT4 198 0046 0008 575 True Active

383 IPI00021812 Q09666 AHNAK Neuroblast differentiation-assaciated protein AHNAK 629 0120 0007 17.14 True Act

789 IPIOOBE7S09  QIULVA coro1C Coronin-1C_3 protein 59 0574 0033 17.39 True Acive  VEs*
464 IPIO0301503 62995 TRA28 Isoform 1 of Transformer-2 protein homolog beta 3 1530 00% 17.00 True Active

828 IPI00305833  Q2TAY7 smu WDA0 repeat-containing protein SMU1 58 0325 0019 7.1 True Active

668 IPIO0640981  QTdS7 UsRa Isoform 4 o E3 ubiquitin-protein igase UBR4 574 0064 0003 2133 True Active

891 IPI00333010 QBIWXS CHER?. Calcium homeostasis endoplasic reticulum protein 104 0193 o1 1755 True Active

962 IPIO0SS0069 13489 RNH1 Ribonuclease inhibitor S0 0587 0033 17.79 True Active

360 IPIO0299254 060841 EIFsB Eukaryotic ranslation intiation factor 5B 139 0545 0036 154 True Active

448 IPIO0900293 075369 FLNB filamin B isoform 1 28 0326 002 1482 True Acive  VEs*
839 IPI00021924 Q92522 HIFX Histone Hix 2 1316 0089 1479 True Active

1014 1100477686 GTF2R2 General transcription factor IF subunit 2 28 0692 0047 1472 True Active

518 IPI00022143  Q9BSI EsvT1 Isoform 1 of Extended synaptotagmin-1 123 0518 0032 1619 True Active

1121 1100410330 QB6YPA GATAD2A  Isoform 1 of Transcriptional repressor p66-alpha &8 0314 0019 1653 True Active -
462 IPIO000S154 Q08945 SSRPL FACT complex subunit SSRP1 81 664 0041 1620 True Active -
927 IPI00106567 QSCOI8 WOR33 WD repeat-containing protein 33 146 0148 0009 1644 True Active -
860 IPI00154975  QBWXXS DNAICO Dnal homolog subfarmily C member 9 30 0905 0055 1645 True Active -
1035 1PI00215743  Q9P2ES RREPL Isoform 3 o Ribosome-binding protein 1 152 0119 0007 17.00 True Active -
1182 1PI00334291 36776 Lonp1 Lon protease homolog 103 0210 0013 1615 True Active -
972 IPIO0010488  QONV31 M3 U3 small nucleola ribonucleoprotein protein IMP3 2 0937 0060 1562 True Active -
1065 1100165393 Q9BTTO ANP32E Acidic leucine-rich nuclear phosphoprotein 32 family member £ 31 0676 0042 16.10 True Active -
150 IPIO0003918  P36578 RPL 605 rbosomal protein L4 s 419 0306 1370 True Active -
65 IPIOOO0S181 015371 EIF3D Eukaryotic translation intiaion factor 3 subunit D 6 0660 0018 1375 True Active -
453 IPIO000S708 076021 RSL1DL Ribosomal L1 domain-containing protein ss 1223 0088 1390 True Active -
127 1PI00329389 Q02878 RPL 605 ribosomal protein L6 3 5688 0435 13.08 True Active -
919 IPIO0010471  P13796 Lcp1 Plastin-2 70 0368 0028 3.4 True Active -
765 IPIO0185374 000232 psD12 265 proteasome non-ATPase regulatory subunit 12 53 0550 0042 13.10 True Active -
951 IPIO0015905 Q13868 £xosc2 Exosome complex exonuclease RRP4 3 0786 0060 1310 True Active -
853 IPI00925702 872221 sare Scaffold attachment factor B 91 0366 0042 13.48 True Active -
995 IPIO0300341 Q15369 Teet Transcription elongation factor B polypeptide 1 1 1230 0092 1337 True Active -
910 IPI00929427 014497 ARIDIA Isoform 3 of AT-rich interactive domain-containing protein 1A 206 0085 0.006 1817 True Active -
964 IPIO0297261  P18031 PTPNL Tyrosine-protein phosphatase non-receptor type 1 0 0439 0033 1330 True Active ves
909 IPIO0026466  QSKC79 NiPBL Isoform 2 of Nipped-B-ke protein 304 0094 0007 13.43 True Active -
922 IPIO0033454 014950 MvLL28 Myosin regulatory light chain 128 20 1268 00%8 1294 True Active -
870 IPI00020194 Q92804 TAF1S factor 2N & 0377 0032 178 True Active -
805 IPIO02980S8 000267 SUPTSH Isoform 1 of Transcription elongation factor SPTS 121 0195 0016 1219 True Active -
1107 1PI0021338  PL0515 oLAT ) 0230 0019 211 True Active -
806 IPI00072377 Q01105 seT Isoform 1 of Protein SET 3 0727 0060 21 True Active -
118 1PI00218495 29372 PG Isoform 2 of DNA-3-methyladenine glycosylase 2 0500 0041 1220 True Active -
1077 1100021129 000203 AP381 Isoform 1 of AP-3 complex subunit beta-1 121 0114 0009 1267 True Active -
460 IPIO0AES233 Qo262 EIFaL Eukaryotic ranslation intiation factor 3, subunit € interacting protein 7 1013 0030 1126 True Active -
968 IPIO0178150 095239 KIFaA Isoform 1 of Chromosome-associated kinesin KIF4A 140 0129 0012 1075 True Active -
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analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Sp 3

1Pl Accession _Uni Gene name __Protein name MW (kDa) ~Active integrin integrin)* i integrin_Cluster’ _ Adhesome"
1223 1PI00102425  Q96P16 RPRO1A I50form 1 of Regulation of nuclear pre-mRNA domain-containing protein 1A 36 0340 0031 1097 True Active -
1295 PI0000S979  QSUILO €1F284 Isoform 1 of Translation nitiation factor elF-28 subunit delta 58 0261 0023 1135 True Active -
1297 1PI0000G298 Q13427 PPIG Isoform 1 of Peptidyl-prolyl cis-trans isomerase G 8 0172 0015 1147 True Active
509 IPI00221394 060832 oKCL H/ACA ribonucleoprotein complex subunit 4 58 0923 00% 9561 True Active -
595 IPI00152890 Q9HGR4 NoLG Isoform 1 of Nucleolar protein 6 128 0314 0033 952 True Active
978 IPI00302281  QUNY93 0DX56, Probable ATP-dependent RNA helicase DDX56 2] 0307 0032 959 True Active -
98 IPI00240812  QONTIS PDS5B 165 kDa protein 165 0078 0008 975 True Active
247 1PI00026970 QY589 SUPTIGH  FACT complex subunit SPT16 120 0831 0081 1026 True Active -
573 IPI000G9817  QUUIGO BAZ18 Isoform 1of Tyrosine-protein kinase BAZ18 71 0248 0024 1033 True Active
1135 1PI00012079  P23588 EIFaB Eukaryotic ranslation initiation factor 48 ) 0193 0019 1016 True Active -
856 IPI00396329 QUH7B2 Bx0C1 Ribosome production factor 2 homolog 3 0556 0055 1011 True Active
1036 1PI00219229  P62310 Lsv3 U6 snRNA-associated sm-ike protein LSm3 n 1662 0164 1013 True Active -
55 IPIO0385042  Q9BZE4 PB4 Nucleolar GTP-binding protein 1 7 o711 0071 1001 True Active
1015 1PI00021435  P35998 PSMC: 265 protease regulatory subunit 7 a9 0453 0085 1007 True Active -
1336 IPI00182180  QBNGMO orubes OTU domain containing 68 37 0300 0030 10,00 True Active
1378 1PI00012837 33176 KIFsB Kinesi 110 0120 0012 1000 True Active
688 IPIO0024662  Pas973 BYS. Chromobox protein homolog 5 2 1748 0165 1059 True Active
788 IPIO0216697  P16157 ANKL Isoform ErL of Ankyrin-1 206 0143 0013 1100 True Active
99 IPI00006252 Q12904 AMPL protein 1 u 0623 008 1074 True Active
601 IPI00745055 Q99848 EBNAIBP2  Probable rRNA-processing protein EBP2 3 1171 0113 1036 True Active
1052 IPI00003627 096019 ACTLEA Isoform 1of Actin-like protein 6A 4 0437 0082 1040 True Active
1066 1PI00000733  Q9YSIL ute18 U3 small nucleolar RNA-associated protein 18 homolog o 0267 002 1027 True Active
1258 1100644570 18 kDa protein 18 0964 0092 1048 True Active
1329 1PI00013122 Q16543 coca7 Hsp90 co-chaperone Cdc37 P 0314 0030 1047 True Active -
329 IPIO0OIGB01  PO0367 LUD: Glutamate dehydrogenase 1, mitochondrial 61 1675 0181 925 True Active
1185 1PI00158020  QBIX01 SFRS14 Isoform 1 of Putative splicing factor, arginine/serine-rich 14 120 0101 o1 918 True Active -
9 IPI00004233  P4GO13 MKS7 Isoform Long of Antigen KI-67 359 0625 0068 919 True Active
695 IPI00328753  QB6UP2 KINL Isoform 1 of Kinectin 156 0214 0023 930 True Active ves

1PI00030131  P42167 T™PO Isoform Beta of polypeptide 2, isoforms b 51 1545 0167 925 True Active
1401 1PI00030702  PS0213 IDHIA Isoform 1 of subunitalpha, 0 0302 0033 915 True Active -
1005 1PI00797126 Q13765 NACA nascent polypeptide-associated complex alpha subunitisoform a 9 0258 0028 921 True Active
553 IPIOO00S648 Q14151 sare2 Scaffold attachment factor B2 107 0434 0046 943 True Active -
1012 1PI0O064328 014744 PRMTS protein arginine methyltransferase 5 soform b n 0261 0028 93 True Active
1013 1PI00064328 0147 PRMTS protein arginine methyltransferase 5 soform b n 0261 0028 932 True Active -
1337 1100218993 Q92598 HSPH1 Isoform Beta of Heat shock protein 105 kDa A 0113 0012 942 Active
1519 1PI00018120 51398 DAP3 285 ribosomal protein 529, mitochondrial s 0268 0029 924 True Active -
679 IPIO0003768 000541 pEsL Isoform 1 of Pescadillo homolog &8 0525 008 905 True Active -
946 IPI00032533  QUBV3E WOR1S WD repeat-containing protein 18 e 0507 0056 205 True Active -
1063 1PI00334190 Q9UIZL oML Stomatin-like protein 2 39 0609 0067 909 True Active -
984 IPI00102752  Q96T37 RBMI1S Isoform 1 of Putative RNA-binding protein 15 107 0168 0018 933 True Active -
868 IPI005S0766 Q96173 RRPL Ribosomal RNA processing protein 1 homolog A 53 504 0056 9.00 True Active -
1082 1PI00376481  Q727K6 CEnpY Isoform 3 of Centromere protein V 30 059 0066 894 True Active -
758 IPIOO000643 095816 BAG2 8AG family molecular chaperone regulator 2 2 1269 0151 840 True Active -
1001 1PI0430472  QBN3CO Ascc3 Activting signal cointegrator 1 complex subunit 3 251 0066 0.008 825 True Active -
124 1PI00027280 Q02880 Top28 Isoform Beta-2 of DNA topoisomerase 2-beta 183 0966 0116 833 True Active -
587 IPIO0216699  QBGUX7 FERMIT3 Isoform 2 o Fermitin family homolog 3 7 0730 0088 830 True Active vEs
1344 1PI00030911  Q9BVAD AMPS Vesicle-associated membrane protein 8 1 1492 0179 834 True Active -
1051 1PI00106495  Q9BPX3 NCAPG Condensin complex subunit 3 114 0161 0019 847 True Active -
1402 1PI00022276  Q9Y209 MRPS28 285 ribosomal protein 528, mitochondrial 2 0518 0063 822 True Active -
858 IPI00007175  Q9V221 NP7 Isoform 1 of 605 ribosome subunit biogenesis protein NIP7 homolog 2 1124 0131 858 True Active -
897 IPIO04S6940 QEDKIL RPLTLL 605 ribosomal protein L7-like 1 2 0777 0091 854 True Active -
566 IPI00168388  QOUHBY SRP68 Isoform 1 of Signal recogition particie 68 kDa protein n 0684 0077 888 True Active -
993 IPIO001S282 78395 PRAM elanoma antigen preferentially expressed in tumors s 0294 0034 865 True Active -
1183 IPIOO0OSSE  P114d1 UBLaA Ubiquitin-ike protein 43 18 000 0092 870 True Active -
1037 1PI00332499  Pa932L NASP Isoform 3 of Nuclear autoantigenic sperm protein 8 0200 0023 870 True Active -
1265 PI0O00B477  QIULWO Tex2 Targeting protein for Xklp2 8 0133 0015 887 True Active -
457 IPI00376317  QGP2E9 £0ca Isoform 1 of Enhancer of mRNA-decapping protein 4 152 0366 0052 708 True Active -
60 IPIO0217223 22234 PAICS Multfunctional protein ADE2 0 0976 0138 707 True Active -
57 IPIO0016910 Q99613 EIF3C Eukaryotic translation initiation factor 3 subunit C 105 0555 0081 635 True Active -
393 IPIO000BS29  POS387 ReLP2 605 aciic ribosomal protein P2 1 6710 09% 674 True Active -
1067 1PI00029079 49915 MpS GMP synthase [glutamine-hydrolyzin] 7 0230 0034 676 True Active -
24 IPIO0304612  PA0A29 RPLI3A 605 rbosomal protein L13a 2 4072 0553 736 True Active -
574 IPIO0291175  P18206 veu Isoform 1 of Vinculin 17 0456 0062 735 True Active ves
916 IPI00179700  P17096 HMGAL Isoform HMG- of High mobility group protein HMG/HMG-Y 1 1698 0230 738 True Active -
1214 1PIO000GSES 075396 secazs Vesicl-traffcking protein SEC22b 2 0657 0088 747 True Active -
1286 1PI00023078  QST750 Clorfes Skin-specific protein 32 % 0362 0076 739 Active -
321 IPI00784156  PE3010 AP281 Isoform 1 of AP-2 complex subunit beta 105 0955 0132 723 True Active B
456 IPIO0301323  QONVP1 oDX18 ATP-dependent RNA helicase DDX18 7 0782 0108 724 True Active -
632 IPI00294891  PAGOBT NoP2 Putative uncharacterized protein NOP2 o 0473 0065 728 True Active -
736 IPIO0328715  QB6UES MTOH Protein LYRIC 6 0584 0081 721 True Active S
1140 1100783041  QSH307 PN Isoform 1 of Pinin & 0146 002 730 True Active -
1441 IPIOOA12771  QSYSK6 comp CD2-associated protein n 0134 0018 744 True Active -
1118 1PI0017059  QBWYPS AHCTFL transcription factor ELYS 253 0031 0004 775 True Active -
1069 1PI00018402 Q15813 Toce Tubulin-specific chaperone £ 59 0323 0044 734 Troe Active -
1238 1PI00295889  P09132 SRP19 Signal recognition particle 19 kDa protein 16 0900 0123 73 True Active -
298 IPIO0256861  QSUPN3 MACF1 Isoform 2 of Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5 620 0159 0020 795 True Active ves
508 IPIO0007423 Q92688 ANP328 Isoform 1o nuc 3 2 1485 0186 798 True Active -
794 IPIO0219913  PS4S78 usp1a Ubiquitin carboxyl-terminal hydrolase 14 56 0362 0070 803 True Active -
857 IPIO000G213 Q15154 pom1 Isoform 1 of Pericentriolar material 1 protein 28 0131 0016 819 True Active -
1312 1PI00793443 000410 P05 Isoform 1 of Importin-5 124 0125 0016 781 True Active -
477 1PIO000G379  QSY2X3 NOPS3 Nucleolar protein 53 ) 1109 0138 804 True Active -
503 IPIO0328987 Q13895 BYsL Bystin 50 1224 0151 811 True Act -
2260 IPI00219299  QOYAGE N2 alin- m 0334 0041 815 True Active  YES*
1000 1PI00221300 Q14232 EIF261 Translation iitation factor elF-28 subunit alpha 3 0591 0077 768 True Active -
1403 1PI00013256 33240 cstR2 Isoform 1 of Cleavage stimulation factor subunit 2 61 0163 0022 701 True Active -
743 IPIOVO044S9  QOUNQ2 oIMTLL Probable dimethyladenosine transferase 35 1010 0131 a0 True Active -
1278 1PI00021248  P53350 PLCL Serine/threonine-protein kinase PLK1 6 0149 0019 784 True Active -
1364 IPIOOAIIGI 075717 WOHD1 WD repeat and HMG-box DNA-binding protein 1 126 0069 0009 767 True Active -
1485 1PI00027717  PS7678 GEMING Component of gems 4 120 0179 0023 778 True Active -
529 IPIO010S598 000231 PSMD11 2 65 non-ATPase subunit 11 " ) 1199 0188 638 True Active -
808 IPIO0A77040  QSSRES NUP138 Isoform 1 of Nucleoporin NUP183 homolog 1% 0126 0020 630 True Active -
535 IPI00953342  P185E3 on Putative uncharacterized protein SON 28 0172 0028 614 True Active -
1155 1PI00174442  QBNCAS FAMSBA  Protein FAMO%) 55 0298 0048 621 True Active -
767 IPI00302176  QINVIZ GARL Isoform 1 of H/ACA ribonucleoprotein complex subunit 1 2 1362 0209 652 True Active -
768 IPI00302176  QONVIZ GARL Isoform 1 of H/ACA ribonucleoprotein complex subunit 1 2 1362 0209 652 True Active -
810 IPIO000SO79  QINYFS BCLAFL Isoform 1 of Bel-2-associated transcription factor 1 106 0204 0031 658 Active -
532 IPI00006025 Q15020 SART3 Isoform 1 of Squamous cellcarcinoma antigen recognized by T-cells 3 110 0433 0066 656 True Active -
928 IPIOO0I7373 P35 RPA3 Replication protein A 14 kDa subunit 14 1564 0237 660 True Active -
781 IPIOO004839  PaG109 CRKL Cricike protein 34 0894 0135 662 True Active ves
1082 1PI00830108 Q99543 oNAIC2 Isoform 1 of Dnal homolog subfarily C member 2 7 0203 0031 655 Active -
1308 IPIOO00G440  Q9Y2R9 MRPS7 285 ribosomal protein §7, mitochondrial 28 0.65 0070 664 Active -
1310 1100453476 29 kba protein 2 019 0068 660 Active -
304 IPIO00S614 Q01082 SPTBNL Isoform Long of Spectrin beta chain, brain 1 75 0393 0067 587 True Active
203 IPIO0G43152 34931 HSPALL Heat shock 70 kDa protein 1L 78 1384 0234 591 True Active -
894 IPI00103525  QBWXFL PsPCL Isoform 1 of Paraspeckle component 1 59 0334 0056 596 True Active
1419 1PI0O760846 Q92614 MYOL8A  Isoform 1 of Myosin-XVilla 233 0042 0007 600 Active -
404 IPIOOG5S650 62854 RPS26 405 ribosomal protein 526 1 5855 0959 611 True Active
1483 1PI00009335  QIBTY7 BRP16 Brain protein 16 @ 0240 0039 615 Active -
787 IPIO0215888 076094 w72 ignal recognition particle 72 kDa protein 7 0406 0066 615 True Active
1591 IPI00410666 Q14160 SCRIB Isoform 3 o Protein scribble homolog 78 0038 0006 633 Active -
1314 I1PI002960S3  PO7954 H Isoform Mitochondrial of Fumarate hydratase, mitochondrial 55 0293 0048 610 True Active
1711 1PI00013847 31930 uacket Cytochrome b-c1 complex subunit 1, mitochondrial 53 0152 0025 608 True Active -
538 IPI00143753 015042 SR140 Isoform 1 of U2-associated protein SR140 18 0380 0009 2.2 True Active
607 IPI00329791  Q7L014 oDX46, Probable ATP-dependent RNA helicase DDX46 17 0342 0009 3800 True Active -
636 IPI00181728  QBTONG BXDC2 Ribosome biogenesis protein BRXL homolog a1 1043 0032 3259 True Active
639 IPI00B44215 Q13813 PTANL Isoform 1 of Spectrin alpha chein, brain 285 0155 0006 25.83 True Active
378 IPI0000S024  Q9BQGO MYBBPIA  Isoform 1 of Myb-binding protein 1A 149 0500 002 273 True Active
678 IPIO0178440  P24534 EEF182 Elongation factor 1-beta 2 1386 0066 2100 True Active
945 IPI00031661  QUBVIA NocaL Nucleolar complex protein 4 homolog 58 0392 0019 2063 True Active
827 IPI00409671  QE6XP3 oDX42 Isoform 1 of ATP-dependent RNA helicase DDX42 103 0230 o1 2091 True Active
1463 1PI000289SS Q14137 80P1 Ribosome biogenesis protein BOP1 & 00% 0 ND (active) True Active
1465 1PI00442821  Q62P32 PPP2R2A 8, alpha soform 53 0038 0 ND (active) Active
1957 1PI00103554  QBWXI9 GATAD2B  Transcriptional repressor p6G-beta & 0033 3 ND (active) Active
1380 1PI00169430  Q9GSI STRBP Isoform 1 of Spermatid perinuciear RNA-binding protein 7 0.407 0 ND (active) True Active -
2018 IPI0CO11102  P48730 skt Isoform 1 of Casein kinase | soform delta a7 0031 3 ND (active) Active
1576 1PI00015973 043491 EPBA1L 8and 4.L-ike protein 2 13 0038 0 ND (active) Active -
1898 1PI00163230 Q7LSN1 copss, 0P signalosome complex subunit 6 36 0072 3 ND (active) Active
1558 PI00006103 0954 cozer2 €02 antigen cytoplasmic tai-binding protein 2 3 0279 0 ND (active) True Active -
1406 1PI00026445  Q9HOYG POLRIS Isoform 2 of DNA-directed RNA polymerase | subunit RPA2 122 0.100 3 ND (active) True Active
1472 1PI00019385  PS1S7L ssRa Translocon-associated protein subunit delta precursor 20 0565 3 ND (active) True Active -
1748 1PI00478230 Q15291 RBBP5 Retinoblastoma-binding protein 5 ) 00% 3 ND (active) True Active
1572 IPl00alass2 Q12789 GTFaCL Isoform 1 of General transcription factor 3C polypeptide 1 201 0019 0 ND (active) True Active -
1330 I1PI00179589  PSESdE PN 14 kDa protein 1 0% 3 ND (active) True Active
2109 IPI0001810S  P27361 MAPKS Mitogen-activated protein kinase 3 3 0067 0 ND (active) Active -
1346 IPIOO031650 Q9BRI7 NUDTI6LL  Isoform 1 of Protein syndesmos 2 0313 3 ND (active) True Active vEs
2081 IPI00028881 095167 NDUFA3 NADH 1 alpha subcomplex subunit 9 0280 0 ND (active) Active -
1486 I1PIO0301346  QINWO8 POLR3B DNA-directed RNA polymerase Il subunit RPC2 128 0046 3 ND (active) True Active -
1735 1PI00375462  QBWXAS SFRS12 Isoform 2 of Splicing factor, arginine/serine-rich 12 ) 080 3 ND (active) True Active -
1476 1PI00784614  QSUHDS spT septin 9 isoform a & 0178 3 ND (active) True Active -
1683 IPI00464952  QOS519 SFRS1L Splicing factor, arginine/serine-rich 11 sa 0080 3 ND (active) Active -
1461 1PI00743813  QBIZTG AsPm Isoform 1 of Abrormal spindle-like microcephaly-associated protein 410 0015 0 ND (active) True Active -
1966 1PI00410284  QBNSG7 2ccHey finger CCHC domain-containing protein 9 30 0048 0 ND (active) Active -
464 IPIO000SOB7  QUGZRT DX24 ATP-dependent RNA helicase DDX24 9% 00%8 3 ND (active) True Active -
1524 IPI0038SA6S  QBN9Z2 FL36031  Isoform 1 of Uncharacterized protein FLI36031 2 0327 0 ND (active) True Active -
1167 1PI00477118  QENUQS TMEM214  Transmembrane protein 214 7 0273 3 ND (active) True Active -
264 1PI0029T. 30656 DDOST 51 0277 3 ND (active) True Active -
1501 1100549516 Q96GMSB ToEL Target of EGR protein 1 57 0138 3 ND (active) True Active -
1216 1PI00220766 Q04760 Glo Lactoylglutathione lyase 2 0487 3 ND (active) True Active -
1356 1100024 96433 ccoca7 Isoform 1 of Coiled-coil domain-containing protein 47 s6 0188 0 ND (active) True Active -
2035 IPI00O06187 015379 HDAC Isoform 1 of Histone deacetylase 3 P 0059 0 ND (active) Active -
1969 1PI0001S077 4167 EIFL Eukaryotic translation initiation factor 1 1 0210 0 ND (active) Active -
2150 1PI00790064  QOYGMS NDUFBY 1 27 0187 3 ND (active) True Active -
1244 1PIO0007694  Q9YS70 PPMEL Isoform 1 of Protein phosphatase methylesterase 1 2 0151 3 ND (active) True Active -
1296 IPIO0000279  QBWUSO 2c3H1s finger CCCH domain-containing protein 15 3 0245 0 ND (active) True Active -
1187 1PIO001984B  PS1610 HeFCL Isoform 1 of Host celfactor 1 200 0050 3 ND (active) True Active -
1246 1PI00001589  Q9Y5L4 TIMMI3 port i transl bunit Tim13 1 1728 0 True Active -
1755 1PI00419263 075521 pECI peroxisomal D3,D2-enoyl-Cof isomerase isoform 1 w0 0113 0 True Active -
1563 1PI00022431  PO2765 AHSG Alpha-2-HS-glycoprotein a7 032 0 True Active -
1145 1PI00296388  QOUIFO BAZ2A Isoform 2 of Bromodomain adjacent to zinc finger domain protein 24 m 0036 0 True Active -
2171 1PI00000398  QIBXSE NUSAPL Isoform 1 of Nucieolar and spindle-associated protein 1 49 0051 0 True Active -
1706 1PI00012199  QSHEFS ccocss Coiled-coil domain-containing protein 86 0 0175 0 True Active -
1635 1PI00032903  Q9Y3ES PTRH2 PeptidyltRNA hydrolase 2, mitochondrial 19 0114 3 Active -
1991 1100179208 Q72677 HUWEL 482 kDa protein 8 o011 3 True Active -
2135 1PI00329591  QONWS8 RMND1 Isoform 1 of Required for meiotic nuclear division protein 1 homolog 52 0035 3 Active -
2147 IPIOOISTI34 060645 £x0c3 Isoform 1 of Exacyst complex component 3 &7 0025 3 ND (active) Active -
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Table 1 (cont.) |

analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Spe
#_IPI Accession _uni Gene name _Protein name MW (kDa) _Active integrin integrin)* i integrin_Cluster’ _Adhesome®
1617  IPIO000068S ~ P50613 CDK7 Cell division protein kinase 7 39 0.129 J ND (active) True Active
2103 IPID0165477  QSHST3 ELP3 Isoform 1 of Elongator complex protein 3 62 0.029 J ND (active) Active
1490  1PI00032881  Q9Y3D9 MRPS23 285 ribosomal protein 523, mitochondrial 22 0.570 J ND (active) True Active -
1231 IPIO0002134 Q16401 PSMDS 265 proteasome non-ATPase regulatory subunit 5 56 0234 0 ND (active) True Active
1643 IPIO0G39870 QBN7B7 45/ Cancer/testis antigen family 45 member A4/A6 21 0364 0 ND (active) True Active -
1157  IPI00028980 Q14146 URB2 Unhealthy ribosome biogenesis protein 2 homolog 171 0.095 J ND (active) True Active
1256  IPI00062336  Q96P16 RPRDIA Isoform 2 of Regulation of nuclear pre-mRNA domain-containing protein 1A 33 0371 J ND (active) True Active -
1579  IPI00019962  Q96EY4 Cdorfa3 UPF0534 protein Cdorf43 24 0345 J ND (active) True Active
1315  IPIO0007004  Q9Y3B9 RRP15. RRP15-like protein 31 0397 J True Active -
1123 IPI00470883  Q6MZP3 STAG2 stromal antigen 2 isoform a 146 0.111 J True Active
2151 IPI00295400  P23381 WARS Isoform 1 of Tryptophanyl-tRNA synthetase, cytoplasmic 53 0.057 J Active -
1665 IPI00029264  P08574 cver Cytochrome c1, heme protein, mitochondrial 35 0.144 J True Active
2188 IPID0657943  Q9BSVE TSEN34. tRNA splicing endonuclease 34 homolog 27 0.080 J Active -
2104 1PI00794240  QONYKS MRPL3 Putative uncharacterized protein MRPL39 3 0074 0 Active
1581 IPIO0012149 000566 MPHOSPHIO U3 small nucleolar ribonucleoprotein protein MPP10 7 0.096 0 True Active
1925  IPI00299977  QONRX4 PHPT1 14 kDa phosphohistidine phosphatase 14 0334 J True Active
1612 IPIO0062037  Q96FI2 o2 Dynein light chain 2, cytoplasmic 10 3503 o True Active
2041 PI00103087  QBWXDS GEMING Gem-associated protein 6 19 0114 0 Active
1860 IPIO0006442 38432 coi Colin = 0114 0 True Active
1494 IPIO0107745 095232 e Isoform 1 of Luc7-fike protein 3 51 0.198 0 True Active
1555 IPIO0002564  P18887 XRecL DNA repair protein XRCC1 ) 0072 0 True Active
1996  IPIOOS50986  QONVMS Cl2orfll  Cell cycle regulator Mat89Bb homolog. 80 0037 0 Active
1247  IPI00465128  P46379 AT3 Isoform 1 of Large proline-rich protein BAT3 119 0.114 J True Active
1386 IPIO0S49540 QONWT1 PAKLIPL p21-activated protein kinase-interacting protein 1 s 0172 0 True Active
95 10029046 75821 EIF3G Eukaryotic translation initiation factor 3 subunit G 36 0574 0 True Active -
1178 IPIO0239815  Q969X6 CIRHIA Isoform 1 of Cirhin 7 0.5 0 True Active
1285 IPIO0395568  QBIWSO PHES Isoform 1 of PHD finger protein 6 a 0214 0 True Active -
1681 IPIO0164949  QBIXH7 THIL Isoform NELF-C of Negative elongation factor C/D 66 0087 0 True Active
905 1PI00937477 Q15061 WDR43 WD repeat containing protein 7 0283 o True Active -
1218 IPI00714673  QOMZ32 FNL Fibronectin 1 isoform 4 preproprotein soform 10 253 0072 0 True Active
2148 1PI00478834  QONWBS ARGLUL Isoform 1 of Arginine and glutamate-rich protein 1 33 0087 o True Active -
1787 IPIO0305383  P22695 uacke2 Cytochrome b-c1 complex subunit 2, mitochondrial 8 0136 0 True Active
1862 IPI00219682 27105 sTom Erythrocyte band 7 integral membrane protein 32 0189 0 True Active -
1876 IPIO0293867 30046 ooT D-dopachrome decarboxylase 13 0244 0 True Active
1781 IPIO0006211 095292 varg Isoform 1 of Vesicle-associated membrane protein-associated protein 8/C 27 0.429 o True Active -
1642 IPIO0431697 QBNSH3 cTasas Cancer/testis antigen family 45 member AS 21 0364 0 True Active
2169 1PI00218895  P62487 POLR2G DNA-directed RNA polymerase Il subunit RPB7 1 0076 o Active -
2196 1PI00106928  Q96AUS PTPN protein tyrosine phosphatase, non-receptor type 2 a 0053 0 Active vEs
1PI00747764 060684 KPNAG Importin alpha-7 subunit 61 0097 o True Active -
2000 1PI0009B902 Q02218 GOH Zoogltrate dehyirogenase, mioshoncril 116 0.030 o ND [zclwz) Active -
1245 IPIO0004795 54105 cInsiA Methylosome subunit pl 2 0612 o ND (active) True Active -
1248 IPIOO006702  QBIZLE PELPL Proline-, glutamic acid-, ucine o protein 1 (PELP1) 125 0123 0 ND (active) True Active -
1666 IPIO0023649  A3KNS3 sBNO1 Isoform 1 of Protein strawberry notch homolog 1 154 0016 0 ND (active) Active -
963 1PI00719680 014617 Ap3D1 Isoform 5 of AP-3 complex subunit delta-1 137 0.149 0 ND (active) True Active -
1266 IPIO0024157 QO06EE FKBP3 Peptidyl-prolyl cis-trans isomerase FKEP3 25 0507 0 ND (active) True Active -
2078 1PI00470537  Q6BCPY ARID2 Isoform 1 of AT-rich nteractive domain-containing protein 2 197 0013 0 ND (active) True Active -
1633 IPIO0S73809  QSYSXL SNX9 Sorting nexin-9 P 0.146 o ND (active) True Active -
830 IPI00102069  Q7L2HT EIF3M Eukaryotic translation initiation factor 3 subunit M 3 0738 0 ND (active) True Active -
1099 IPIO0S49664  QONXFL TEX10 Testis-expressed sequence 10 protein 106 0.156 0 ND (active) True Active -
887 1PI00645369  QSTOVT ST dystonin isoform 2 650 0.004 0 ND (active) Active -
2227 1PI00001364  Q9YSB6 Geret Isoform A of GC-rich sequence DNA-binding factor homolog 105 0021 0 ND (active) Active -
2008 1P100299526 Q15022 uz12 Polycomb protein SUZ12 8 0043 0 ND (active) True Active -
1820 IPIO000B247  QSUIYA ANAPCS Isoform 1 of Anaphase-promoting complex subunit 5 8 064 0 ND (active) True Active -
1840 IPIOOGSB109 12532 CKMTIA Bolorm LofCresting inas Uypa, ochoncel a7 0204 0 ND (active) True Active -
740 IPI00L76706 Q96125 RBM17 Splicing factor 45 45 0136 0 ND (active) True Active -
1545 IPIO00043S3 52657 GTR282 Trans:nptmn initation factor 1A subunit 2 2 0540 0 True Active -
1299 IPIO0790299  QONWHS s 8 403 it 68 0117 0 True Active -
2209 1PI000G0107  Q9EBP2 CHCHDL 1 13 0.194 0 Active -
2222 1PI000G3903  QI6IXS USMGS Up resulated duringskeleta muscle growth proten 5 6 0336 0 Active -
1836 IPIO0216412 QBT Ceorfe7 Isoform 2 of Coiledkcoil domain-containing protein C6orf97 8 0022 0 Active -
1790  IPI00022215  Q9H2PO ADNP Activity-dependent neuroprotector homeobox protein 124 0053 0 True Active -
1475 IPIO0O11BS7 Q13112 CHAF1B Chromatin assembly factor 1 subunit B 61 0169 0 True Active -
2122 1PI00020984  P27824. cANX Calnexin 7 0056 0 True Active -
1523 IPIO0025796 075489 NDUFs3 NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial 30 0346 0 True Active -
2040 IPI00G43SSA 043665 RGS10 Isoform 3 of Regulator of G-protein signaling 10 21 0069 0 Active =
1091 1100003886 Q9BVP2 GNL3 Isoform 2 of Guanine nucleotide-binding protein-like 3 61 0324 0 True Active -
1195 IPI00221114  QSUPNS TRIM33 Isoform Beta of E3 ubiquitin-protein ligase TRIM33 121 0110 0 True Active =
1422 1PI0001B500 Q99856 ARID3A AT-rich interactive domain-containing protein 3A 6 0.198 0 True Active -
1033 1PI00026320 095071 UBRS £3 ubiquitin-protein igase UBRS 309 0042 0 True Active =
1132 IPIO01S4590  Q9BYG3 MKIS7IP MKIS7 FHA domain-interacting nucleolar phosphoprotein 3 0610 0 True Active -
1234 1PI00419473  P20290 813 Isoform 2 of Transcription factor BTF3 1 0736 o True Active =
1363 1PI0000GO70 Q9399 MRPS2 Mitochondrial 285 ribosomal protein 52 36 0320 0 True Active -
936 IPIO0019640 Q99986 VRKL Serinelthreonine-protein kinase VAKL s 0475 0 True Active =
991 1PI00300659  Q6PLI cocr3 Parafibromin 61 0387 0 True Active -
1885 1PI00177437  Q9BZI0 CRNKLL Isoform 1 of Crooked neck like protein 1 100 002 3 Active =
1825 1PI00032791 095707 POP4 Ribonuclease P protein subunit p29 25 0245 0 True Active -
815 IPI00784161 Q7KZ85 SUPT6H lolorm L of Tarscrption songaton o ST 199 0113 0 True Active =
872 IPI00156374  QBTEX9 1P04 Isoform 1 of Import 119 0238 3 True Active -
1068 PI00028005 57740 NUP107 i pmmn Nup107 106 0187 0 True Active =
1166 1PI00332428  Q9BXYO MAK1G Protein MAK16 homolog. 35 0.482 0 True Active -
1857 IPI0434390  QBNON2 Ascc1 Activating signal cointegrator 1 complex subunit 1 (ASCC1) a 0139 0 True Active =
1878 IPI00218493  PO0492 HPRTL Hypoxanthine-guanine phosphoribosyltransferase 2 0173 3 True Active -
1271 IPI00429191  P62495 F1 Eukaryotic peptide chain release factor subunit 1 49 0325 0 True Active -
2239 PI00300060  QONWS2 WOR70 WD rpeatcontanng ot 7 7 0020 3 Active -
2247 1PI00003310  P52435 POLR2) RPB11a prot 1 0103 3 Active =
1987 IPIO0006900  Q9NQZ2 utP3 Someting oot slendngprotein 10 55 0065 3 True Active -
1488 IPIO0306708  Q96KBS PBK diller 4 37 0212 3 True Active -
2197 1PI00A19626  Q7ZTFT MRPLSS Isoform 2 of 335 ribosomal protein L5S, mitochondrial 19 0163 3 True Active -
2238 IPI00017184  Q9HAMS HD1 EH domain-containing proteir 61 0.033 0 Active -
1903 IPIO0009958 Q92905 copss COPO signalosome complex subunit 5 38 0.186 3 True Active -
1233 1PI00242273 Q92925 'SMARCD2 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin d2 isoform 2 57 0241 0 True Active -
1165 IPI00301434  Q9H3K6 BOLA2 BolA-like protein 2 17 0.796 0 True Active -
2210 1PI00217143  QBIWAS SDHA SOHA protein 57 0053 o Active -
1639 IPIO0027448 075964 ATPSL ATP synthase subunit g, mitachondrial 1 0.9 3 True Active -
1606  IPIO0002938  QSULW3 ABT1 Activator of basal transcription 1 31 0232 o True Active -
1580  IPI00156032 Q13601 KRR1 KRR1 small subunit processome component homolog. 44 0.139 J True Active -
1858  IPI00015351  Q9GZP4 Clorf128 Isoform 1 of UPF0424 protein Clorf128 24 0225 0 True Active -
1389  IPI00032423  Q9Y2R4 DDX52 Probable ATP-dependent RNA helicase DDX52 67 0.151 0 True Active -
1431 IPI00439194 095983 BD3 Isoform 1 of Methyl-CpG-binding domain protein 3 33 0.284 0 True Active -
1383 IPI00303105  P63165 SUMO1 Small ubiquitin-related modifier 1 12 0510 0 True Active -
469 IPI00299147 Sumo3 Small ubiquitin-related modifier 3 12 1021 0 Active -
563 IPI00014151 Q15008 PSMD6E 265 proteasome non-ATPase regulatory subunit 6 46 1.038 0 True Active
1213 IPI00299417 Q13769 THOCS "THO complex subunit 5 homolog Kl 0.170 J True Active -
1456  IPI00014624 Q92572 AP351 AP-3 complex subunit sigma-1 32 0.290 0 True Active
1782 IPI00176903  Q6NZI2 PTRF. Isoform 1 of Polymerase | and transcript release factor 43 0132 0 Active -
1822 IPIO0031410 42345 FRAPL Serine/threonine-protein kinase mTOR 289 0016 0 True Active
1815 IPI00219525  P52209 PGD svhusnhoglucona(e dehvdm&enase, decarboxylating 53 0.095 J True Active -
1797  IPID0006091  P11532 DMD. Isoform 4 of Dy 427 0.007 0 True Active
1783 IPIO0003739  Q9Y6V7 DDX49 Probable ATP- denenden! RNA helicase DDX49 54 0.067 J True Active -
74 100647188 Q4GOP3 HYDIN Isoform 1 of Hydrocephalus-inducing protein homolog 576 004 J Active
1746 IPI00794880 19P201 CHD7 Isoform 1 of Chromodomain-helicase-DNA-binding protein 7 336 0.005. J Active -
1871  IPIO000S087 ~ QINYLS T™MOD3 Tropomodulin-3 40 0.169 J Active
1730  IPI00743121  QONXE4 SMPD4. sphingomyelin phosphodiesterase 4 isoform 1 95 0.057 J Active -
1731  IPI00743121  QONXE4 SMPD4. sphingomyelin phosphodiesterase 4 isoform 1 95 0.057 J Active
1283 IPI00409635  AOFGR8 ESYT2 Isoform 2 of Extended synaptotagmin-2 99 0.143 J True Active
2064 1PI00305887  QUBZDA NUF2 Kinetochore protein Nuf2 54 0.040 0 Active
1560 IPIO0217541  QBNBAG oDX51 ATP-dependent RNA helicase DDX51 7 0110 o True Active
1268  IPI00294229  Q9Y2P8 RCL1 RNA 3'-terminal phosphate cyclase-like protein 41 0371 J True Active
1381 IPI00333215  P23193 TCEAL Isoform 1 of Trans:np!mn elnl\ganon factor A protein 1 34 0381 J True Active
646 1PI00010320 P83916 cex1 Chromobox protein hom 21 1732 3 True Active
651 IPI00185919  Q6PKGO LARPL Isoform 1 of La-related prclem 1 124 0.250 J True Active
1016 IPI00032523  Q9BQY4 RHOXF2 Rhox homeobox family member 2 32 0079 0 Active
2114 1PI00395865 Q16576 RBEP7 Histone-binding protein RBBP7 8 0188 o Active
1856 IPIO0017704 Q14019 cori1 Coactosinlike protein 16 0208 0 True Active
431 1PI00004970 075691 uTP20 Small subunit processome component 20 homolog, 318 0175 0 True Active -
613 1PI00022256 Ap2M1 Isoform 1 of AP-2 complex subunit m 50 0986 0 True Active
703 1PI00642238  Q5SSIS HP1BP3 Isoform 1 of Heterochromatin protein 1-binding protein 3 61 0638 0 True Active -
1417 1PIO0329536 Q15075 EEAL Early endosome antigen 1 162 0009 0 Active
405 1PI00L01186  QSITHO RRP12 Isoform 1 of RRP12-like protein 144 0438 0 True Active -
879 1PI0038S267  POS240 SRPR Signal recognition particle receptor subunit alpha 7 0.426 0 True Active
2155 1PI00018040 Q15528 MED22 Mediator of RNA pol 2 0229 o True Active -
28 IPI00217465 P16403 HISTIHIC  Histone H1.2 21 23811 0 True Active
582 IPI00100716 QOUHXL PUF60 Isoform 2 of Poly(U)-binding-splicing factor PUF60 58 0834 0 True Active =
2261 1PI0QO17672  P00491 e PURINE NUCLEOSIDE PHOSPHORYLASE 33 0065 0 Active
1039 IPIO0916569  Q96G21 MPa 27 kDa protei 27 0707 0 True Active -
2219 1PI00028520  P49B21 NDUFVL Isoform 1 of NADH lubiguinone] flavoprotein 1, 51 0049 0 Active
557 1PI00020021  P35659 DEK Protein DEK s 1122 o ve) True Active -
809 1PI00003965 Q93009 UsP7 Ubiquitin carboxyl-terminal hydrolase 7 128 0225 o ND (active) True Active -
2246 1PI00103521  QBWXED sToN2 Isoform 1 of Stonin-2 101 0020 o ND (active) Active -
2218 1PI00014367  QINXXG NSMCESA  Isoform L of Non-structural maintenance of chromosomes element 4 homolog A s 0041 o ND (active) Active -
1830 IPIO0165092 Q9224 RS2 Tyrosy-RNA synthetase, mitochondrial 53 0116 o ND (active) True Active -
1827 IPIO0020472  Q9POI2 TMEMI11  Isoform 1of Transmembrane protein 111 30 0.180 0 ND (active) True Active -
1826 IPIO000S161 015144 ARPC2 Actin-related protein 2/3 complex subunit 2 3 0207 0 ND (active) True Active YES
1854 IPIO0220014 Q13907 DI Isoform 2 of Isopentenyl-diphosphate Delta-isomerase 1 32 0.101 0 ND (active) True Active -
1861 IPIO0101645  Q9GHN2 AHOYL2 Putative adenosylhomocysteinase 3 67 0022 0 ND (active) Active -
1101 IPIO0006099 Q14692 BMsL Alsoame blgeneds ot SMS! heoig 146 0.094 0 ND (active) True Active -
889 1PI00292753  Q14CEE GAPYDL Isoform 6 of GTPase- protein and in1 166 0.164 0 ND (active) True Active -
2253 IPI00019983 Q07817 BCL2LL Isoform B[\VX(H of Bcl-2-like protein 1 26 0.083 0 ND (active) Active -
1521 IPI00012202  Q9BQAL DR77 Methylosome protein 50 37 0282 0 ND (active) True Active -
1791 IPIO0GAGEEY  Q9BRA2 TKNDC17  Thioredoxin domain-containing protein 17 1 0360 0 ND (active) True Active -
1883 IPIO0165506 Q9257 POLDIP2 Polymerase delta-interacting protein 2 2 0065 0 ND (active) Active -
1762 IPIO001S105 33552 Ks2 Cyeln-dependent kinases regulatory subunit 2 10 0.180 0 ND (active) Active -
971 1PI00027192 Q02809 PLODL Procollagen-iysine, 2-oxoglutarate 5-dioxygenase 1 88 0173 0 ND (active) True Active -
2230 1PI0007311 015525 MAFG Transcription factor MafG 18 0.140 0 ND (active) True Active -
2170 1PI00031563  QIBWE1 DDAL DETL- and DDB1-associated protein 1 12 0.180 0 ND (active) Active -
1938 IPIO0009444  QSPOMS MRPL27 395 ribosomal protein L27, mitochondrial 16 0.409 0 ND (active) True Active -
1592 IPIO0642584  QBN766 KIAQOSO  Isoform 1 of Uncharacterized protein KIAAQDS0 12 0099 0 ND (active) True Active -
1108 IPIO0036742  QEOYNA KIAAL42S  Isoform L of Protein virilizer homoloy 202 0065 0 True Active -
1100 IPIO0014253 Q15050 ™ Ribosome biogenesis regulatory protein homolog a 0297 0 True Active -
229 1PI00103467  P30837 ALDHIBL  Aldehyde dehyrogenase X, mitochondrial 57 0035 0 Active -
2121 1PI00030098 Q14320 FAMSOA Protein FAMS0A 0 0126 0 True Active -
1765 IPIO0220503 Q13561 DCTN: ynactin 2 a5 0162 0 True Active -
1916 IPI00022790  P5S081 MFAPL Microfibrillar-associated protein 1 52 0.0% 0 True Active -
1508 IPIO0152510  QBTDDL XS4 DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 1 9 0.100 0 True Active -
2089 IPI00166BT3  QBNSLS coorf23 Alba-like protein C9orf23 18 0.140 0 ND (active) True Active =
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Table 1 (cont.) |

analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Spe
1Pl Accession _Uni Genename _Protein name MW (kDa) _Active integrin integrin)* i integrin_Cluster’ _Adhesome’
2203 IPID0002203  Q9P287 P Isoform 1 of BRCA2 and CDKN1A-interacting protein 36 0.080 J ND (active) True Active
2213 IPID0333699  QSUHRS SAP30BP Isoform 2 of SAP30-binding protein 32 0.101 J ND (active) True Active -
1668 IPIO0025333  QGFIS1 PN Isoform 3 of Anamorsin 32 0200 0 ND (active) True Active
1776  IPI00005826 095714 HERC2 Probable E3 ubiquitin-protein h&ese HERC2 527 0.007 J ND (active) Active -
2126  IPI00306207  QBNXR4 C8orfal Uncharacterized protein 57 0.025 J ND (active) Active
2157  IPI00154645  Q8TCO7 TBC1D15 TBC1 domain family, member 15 isoform 1 82 0.040 J ND (active) Active -
1520 IPI00217236 075347 TBCA Tubulin-specific chaperone A 13 0.903 J ND (active) True Active
1618  IPI00012773 Q13330 MTAL Isoform Long of Metastasis-associated protein MTA1 81 0.084 J ND (active) Active -
1387  IPI00384909  QSULHO KIDINS220 Isoform 2 of Kinase D-interacting substrate of 220 kDa 186 0.076 J ND (active) True Active
1433 IPI00952909  QINVA2 SEPT11 Isoform 1 of Septin-11 49 0259 J ND (active) True Active -
426 1PI00216650 Q14978 NoLc1 Isoform Beta of Nucleolar and coiled-body phosphoprotein 1 7 0913 0 ND (active) True Active
934 IPID0010404  Q9BWIS SF3B5 Splicing factor 38 subunit 5 10 2685 J ND (active) True Active -
1008 IPI00292894 Q2NLS2 TSR1 Pre-rRNA-processing protein TSR homolog %2 0221 3 ND (active) True Active
1832  IPIO0009070  Q9Y450 HBS1L Isoform 1 of HBS1-like protein 75 0.054 J ND (active) True Active -
627  IPI00019770  P35544 FAU ubiquitin-like protein fubi and ribosomal protein 30 precursor 14 2201 J ND (active) True Active
861 100023972 9HOS! DDX47 Probable ATP-dependent RNA helicase DDX47 51 0.626 J ND (active) True Active
2235 1PI00299413  QOGS46 GABPA GA-binding protein alpha chain 51 0035 0 ND (active) Active
1478 IPI00217240  QBIWAQ WDR?S WD repeat containing protein 75 95 0080 0 ND (active) True Active
1270 1PI00007089 095478 Nsh2 Ribosome biogenesis protein NSA2 homolog, 30 0.439 3 ND (active) True Active
902 1PI00304232  QUGZLT WDR12 Ribosome biogenesis protein WDR12 s 0524 0 ND (active) True Active
2263 1PI00910208 Q05519 SRSFLL Splicing factor arginine/serine-rich 11 13 0111 0 ND (active) Active
1937  IPI00023086  Q9PO1S MRPL15 395 ribosomal protein L15, mitochondrial 33 0153 J ND (active) True Active
1816 IPIO0414410  QINWUS MRPL22 Isoform 1 of 395 ribosomal protein L2, mitochondrial 2 0237 0 ND (active) Active
179 1PI00010951 58107 EPPKL epiplakin 1 556 0003 o ND (active) Active -
179 1PI00794194  P55039 DRG2 Putative uncharacterized protein DRG2 3 0066 0 ND (active) Active
1328 100646 XG YIEFN3 Isoform 1 of YjeF N-terminal domain-containing protein 3 33 0.076 J ND (active) Active -
918 1PI00168262  QBNBIS GUI2SD1  Procollagen galactosyltransferase 1 ” 0346 0 ND (active) True Active
2268 1PI00028109  Q9C005 oPY30 Protein dpy-30 homolog 1 166 0 ND (active) Active -
2011 1PI00018196  QINVX2 NLEL Notchless protein homolog 1 53 0068 0 ND (active) True Active
1809 IPIO0299554 Q15058 KIF14 Kinesin-like protein KIF14 186 0019 0 ND (active) True Active -
1896 IPI00848328 Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitachondrial precursor 36 1260 0 ND (active) True Active
1941 IPIO0016839 Q92759 GTR2Ha General transcription factor IIH subunit 52 00% o ND (active) True Active -
1732 IPIO0163496 Q13136 PPFIAL Isoform 1 of Liprin-alpha-1 136 0049 0 ND (active) True Active vEs
2189 1PI00014230 Q07021 clag 1 31 0065 o ND (active) Active -
2207 1PI00394679  QOH3P2 WHsC2 Wolf-Hirschhorn syndrome candidate 2 protein 59 0043 o ND (active) True Active
1725 IPI00293921 Q92547 TopepL DNA topoisomerase 2-binding protein 1 m 0029 o ND (active) True Active -
1983 IPI00789008 Q14254 FLoT2 Flotilin2 47 0.086 0 ND (active) True Active -
1567 IPIO0064931  Q96LO1L e Isoform 2 of E1A-binding protein p400 340 0017 0 ND (active) True Active -
1613 IPIO0000769 Q14807 KIF22 Kinesin-like protein KIF22 73 0092 o ND (active) True Active -
1561 IPIO0217686  QBIYEL FISI3 Putative rRNA methyltransferase 3 97 0071 o ND (active) True Active -
1891 IPIO0097492 Q9EME7 nFs12 Zinc finger protei 65 0039 o ND (active) True Active -
1044 IPIO0479946  Q3ZCUY sTip1 STIPL protein & 0286 o ND (active) True Active -
904 1PIO0303813  QOHEHO NoL1L Nucleolar protein 11 81 0275 0 ND (active) True Active -
262 1PI00G44171 Putative uncharacterized protein RPLL7P9 2 1272 o ND (active) Active -
1824 IPIO0029107 Q14191 WRN Werner syndrome ATP-dependent helicase 163 0033 0 ND (active) True Active -
1839 IPIO0027415  Q9H2UL X36 Isoform 1 of Probable ATP-dependent RNA helicase DHX36 115 0034 o ND (active) True Active -
1794 IPIOO061531  Q9GEL3 MRPLS3 395 ribosomal protein L53, mitochondrial 12 0.462 0 ND (active) True Active -
937 1PI00020128  QONYHO uTee U3 small nucleolar RNA-associated protein 6 homolog ) 0258 o ND (active) True Active -
2237 1PI00335541  QIUNSL TIMELESS  soform 1 of Protein timeless homolog 139 0010 0 ND (active) Active -
2143 1PI00020530  QINPI3 AcoTL: Acyl-coenzyme A thioesterase 13 15 0202 0 ND (active) Active -
2075 1PI00383680  QSIYRS RPN2 ribophorin I isoform 2 precursor 68 0062 0 ND (active) Active -
1882 IPIO0S40614  QS3EL6 PDCDA 50 kDa protein 50 0.109 0 ND (active) True Active -
1766 IPIO0328293  QBIVE3 SRRM1 Serine/arginine repetitive matrix protein 1 104 0058 0 ND (active) True Active -
1649 IPIOOISIS17  P42696 RBM34 Isoform 1 of RNA-binding protein 34 49 0146 0 ND (active) True Active -
1267 1PI00003021  P1117L £pBaL Isoform 1 of Protein 4.1 97 0171 0 True Active -
2208 IPI00019906  P35613 56 Isoform 2 of Basigin 2 0122 0 Active -
1954 IPIOOB44000 094874 KIAAO776  Isoform 1 of E3 UFML-protein igase 1 % 0047 0 True Active -
1559 IPIO0004290  QEBCQ4 DEF Digestive organ expansion factor homolog 87 0099 0 True Active -
1365 IPIOO021828  PO40BO st Cystatin-B 1 1237 0 True Active -
1481 IPIO0GA4674  QSYSY2 NUBP2 Cytosolic Fe-S cluster assembly factor NUBP2 29 0112 0 True Active -
1723 IPIOO735681  QB6YO1 KIF188 Kinesin family member 185 93 0027 0 Active -
1604 IPIO0013146 82650 MRPS: 285 ribosomal protein 522, mitochondrial a 0221 0 True Active -
1641 IPIO001SI04 61024 cKs18 Cyelin-dependent kinases regulatory subunit 1 10 0576 0 True Active -
1679 IPI00216719  QBIUD2 ERC1 Isoform 1 of ELKS/RAB-interacting/CAST family member 1 128 0051 0 True Active -
1243 IPIO0022042  QBNBF6 AVLS Isoform 2 of Late secretory pathway protein AVLS homolog 65 0031 0 Active -
742 IPIO000S471  QSUNX4 WOR3 WD repeat.containing protein 3 106 0231 0 True Active =
2251 1PI00OG1178 Q9639 RBMXLL R g ot ot ke e a2 0918 0 Active -
69 1PI00411886  QOY3T NocaL Nucleolar complex protein 8 0337 0 True Active =
2263 1PI00029193 Q04756 HGFAC Hepatocyte growth eor st 7 0036 0 True Active -
2097 1PI002960%9  PO79%6 THBS1 Thrombospondin-1 120 0017 0 Active =
1846 1PI0O000G90 09583 AFML Isoform 1 of Apoptosis-inducing factor 1, mitochondrial 67 0.060 0 True Active -
1855 1100299033 000505 KPNA3 Importin subunit alpha-3 58 0059 0 True Active =
969 IPIO00G0627  Q96CT7 CCDC124  Coiled-coil domain-containing protein 124 26 0778 0 True Active -
240 1PI00015773  QoUBIL COMMD3  COMM domain-containing protein 3 2 0115 0 True Active =
2124 IPIOO7AST00  QOBRXS GiNs3 Isoform 1 of DNA replication complex GINS protein PSF3 2 0115 0 True Active -
1759 1PI0000GSS2  QSUIVL not7 CCRA-NOT transeription complex subunit 7 33 0199 0 True Active =
1848 IPI00026546  P6B402 PAFAHIB2 Platelet-activating factor acetylhydrolase B subunit beta 2 0233 0 True Active -
1887 IPI00385321  QOULUA ZMYND8  Isoform 2 of Protein kinase C-binding protein 1 67 0070 0 True Active =
1910 1PI00100748  QONZLA HSPBP1 Hsp70-binding protein 1 a 0.116 0 True Active -
1291 1PIO0030770 095456 PSMG1 Isoform 1 of Proteasome assembly chaperone 1 3 0377 0 True Active =
202 1PI00IS1359 Q99590 SFRS2IP Isoform 2 of SFRS2-interacting protein 129 o011 3 Active -
1775 1PI00298731  Q960C0 PPPIRIO 1reg 10 99 0033 0 True Active =
1350 IPI00644231 Q71576 cvPL Isoform 1 of Cytoplasmic FMRLinteracting protein 1 145 0089 3 True Active -
2086  IPI00301489  P06132 UROD Uroporphyrinogen decarboxyhse a1 0111 0 True Active -
1788  IPI00747787  P42695 NCAPD3 Condensin-2 complex subunit D: 169 0.021 0 True Active -
1190 IPI00152708  QSTEDO uTP1S. U3 small nucleolar RNA- ESSDCIElEd protein 15 homolog 58 0.205 0 True Active -
911 IPI00297241 060287 URB1 Nucleolar pre-ribosomal-associated protein 254 0.087 J True Active -
2262 1PI00002646  QOUBKS uxT Protein UXT 18 0140 0 True Active =
771 IPI00S52073 060231 DHXI6 Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX16 19 0205 3 True Active -
840 IPID0013891 Q13595 TRA2A Isoform Long of Transformer-2 protein homolog alpha 33 0.958 0 True Active -
2141 1PI007S7749 Q12845 s Syntaxin 4 (Placental), soform CRA_c 3 0133 3 True Active -
1462 IPI00014177 Q15019 SEPT2 Isoform 1 of Septin- a1 0.260 0 True Active -
1867 IPIO0003394 Q16637 M1 Isoform SMN of Survival motor neuron protein » 0079 3 True Active -
1818 IPIO0029629 Q14258 TRIM2S E3 ublquitin/ISG15 ligase TRIM25 7 0086 0 True Active -
1853  IPI00019901  P35611 ADD1 Isoform 1 of Alpha-adducin 81 0.081 0 True Active -
1859  IPI00008274 Q01518 CAP1 Isoform 1 of Adenylyl cyclase-associated protein 1 52 0.155 0 True Active -
1449 IPI00456429  P62987 UBA52 ubiquitin and ribosomal protein L40 precursor 15 18.649 0 True Active -
8 100295098 19Y5SM8 SRPRB Signal recognition particle receptor subunit beta 30 0972 0 True Active -
2254 IPID0162330  Q9BZE1 MRPL37 395 ribosomal protein L37, mitochondrial a8 0.042 0 Active -
1979 IPIO0034159 61421 ATPGVODI  V-type proton ATPase subunit d 1 w 0189 0 True Active -
7 PI00254408 112830 BPTF Isoform 2 of Nucleosome-remodeling factor subunit BPTF 325 0.008 0 Active -
1793 IPI00293331 Q99575 POP1 Ribonucleases P/MRP protein subunit POP1 115 0.047 0 True Active -
1764  1PI00339384  Q8TC12 RDH11 Isoform 1 of Retinol dehydrogenase 11 35 0173 0 True Active
1895 IPIO0031461 50395 G012 Rab GDP dissociation infibitor beta 51 0138 0 True Active -
1713 IPID0025366 075390 (= Citrate synthase, mitochondrial 52 0.145 0 True Active
1671  IPIO0006979  Q9HD34 LYRM4 LYR motif-containing protein 4 1 0.838 J True Active -
1908 IPI00177381  Q9HCGS cwe Pre-mRNA-splicing factor CWC22 homolog 106 0.027 J Active
1705  IPI00032851  P61923 coPz1 Coatomer subunit zeta-] 20 0.108 0 Active -
1968  IPIO0746360 QINPQS RIC8A Isoform 1 of Synembryn-A 60 0.204 J True Active
859 IPIO0032139 50453 SERPINBY  Serpin B9 @ 0759 0 True Active -
979  IPI00297851 014646 HD1 Isoform 1 of Chromodomain-helicase-DNA-binding protein 1 197 0.093 J True Active
1919 IPI00028493  P49815 TSC2 Isoform 1 of Tuberin 201 0.010 0 Active -
1813 IPI0OSSAS21  PO2794 FTHL Ferritin heavy chain 21 0322 0 True Active
1817  IPI00032439  Q9Y250 POLRID Isoform 1 of DNA-directed RNA polymerases | and Ill subunit RPAC2 15 0.096 J Active -
1342 IPI00879210  Q9YSQS GTF3CS. Isoform 3 of General transcription factor 3C polypeptide 5 60 0.229 J True Active
1027  IPI00033153  QSUBUS NXF1 Nuclear RNA export factor 1 70 0.287 J True Active
2201 1PI00159899  Q9P2R3 ANKFYL Ankyrin repeat and FYVE domain-containing protein 1 133 0016 0 Active
1622 IPI00383163  Q9PO16 THYNL Isoform 1 of Thymocyte nuclear protein 1 26 0.166 J True Active
1124 IPI00879950 15 kDa protein 15 0.168 J Active
2224 IPI00642318  QBTCF1 ZFAND1 Isoform 2 of AN1-type zinc finger protein 1 18 080 J Active
2198 1PI00220710  Q9Y305 AcoT9 Isoform 1 of Acyl-coenzyme A thioesterase 9, mitochondrial s0 0050 0 True Active
1886 IPIO0026940  QOUKKT NUPSO Nuclear pore complex protein NupSO 50 0065 0 True Active
1111 IPI00016621 094973 Ap2n2 Isoform 2 of AP-2 complex subunit alpha-2 104 0572 0 True Active
2178 IPI00019599 Q13404 UBE2V1 Isoform 1 of Ubiquitin-conjugating enzyme E2 variant 1 26 0.155 J True Active -
1688 I1PIO00L0414 000151 POLIML PDZ and LIM domin protein 1 36 0154 0 True Active
1712 IPI00171412  Q8NBI7 SUMF2. sulfatase modifying factor 2 isoform b precursor 36 0.240 J True Active -
1888 IPIO000S0S5  Q9HSVO CXorfse UPF0428 protein CXorfs6 2 0097 0 Active
1575  IPI000S6499 Q96953 INF622 Zinc finger protein 622 54 .080 J True Active -
2104 IPI00873810  P62942 FKBP1A Peptidyl-prolyl cistrans isomerase FKBPLA 2 0.168 0 Active
2161 1PI00009301  Q9HIQ2 cops78 Isoform 1 of COP signalosome complex subunit 7b 30 0084 0 Active -
2010 1PI00034069  Q9H5QE TFB2M Dimethyladenosine transferase 2, mitochondrial 5 0.080 0 True Active
2026 IPI00300S67  P42126 i Isoform 1 of 3,2-trans-enoyl-Co isomerase, mitochondrial 3 0.168 o True Active -
2118 IPI00795627  P0S0OL MRPLS Mitochondrial 395 ribosomal protein L3 2 0.084 0 True Active
2063 1PI00015956  QINQTS EX0SC3 Exosome complex exonuclease RRPA0 30 0.096 o True Active -
1489 1PI00024163 014802 POLR3A DNA-directed RNA polymerase Il subunit RPC1 156 0035 0 True Active
1992 IPIO0297635 Q5322 AcsM3 Isoform 1 of Acyl-coenzyme A synthetase ACSM3, mitochondrial 66 0039 o Active -
1413 IPIO0029513  Q9BSCA NoLI Isoform 1 of Nucleolar protein 10 80 00% 0 ND (active) True Active -
1450  IPI00219 95819 MAPAKA Isoform 3 of Mitogen-activated protein kinase kinase kinase kinase 4 151 0019 0 ND (active) True Active =
2053 1PI00329625 096920 TBRG4 Transforming growth factor beta regulator 4 (TBRG),transcript variant 1 7 0040 0 ND (active) True Active -
1625 1PI00479143 095613 CNT Pericentrin 78 0.009 o ND (active) True Active -
1143 1100306 9NV06 DeAF13 WD repeats and SOF1 domain containing 68 0217 0 ND (active) True Active -
816 1PI00306723 Q03701 cespz CCAAT/enhancer-binding protein zeta oY 0208 o ND (active) True Active -
2259 1PI00552191  QSHYL3 PSMD13 Putative uncharacterized protein DKFZp686H16220 s 0180 0 ND (active) Active -
1804 IPIO0183002 014974 PPPIRI2A  Isoform L of Protein phosphatase 1 regulatory subunit 124 115 044 o ND (active) True Active -
1677 IPIO0748490 Q9BTEG AARSDL alanyl-4RNA synthetase domain containing 1 isoform 1 66 0114 0 ND (active) True Active -
1197 1PI00025874  P04843 RPNL i it 1 precursor 7 0218 0 ND (active) True Active -
2052 IPI00328285  QV2KG usP20 Ubiquitin carboxy-terminal hydrolase 20 102 0030 0 ND (active) Active -
2164 1PI0000378  Q9Y256 ccocr2 Coiled-coil domain-containing protein 72 7 0298 0 ND (active) Active -
1884 IPIO0S25578  QOVDDS DNAHLA Isoform 4 of Dynein heavy chain 14, axonemal 519 0003 0 ND (active) Active -
1426 1100015 13823 an2 Nucleolar GTP-binding protein 2 [ 0108 0 ND (active) True Active -
2186 IPI00014SI3  P25430 w1 Transcriptional repressor protein YY1 45 0032 0 ND (active) Active -
234 1PI0C031S08 Q14562 DHXB ATP-dependent RNA helicase DHXS 139 080 0 ND (active) True Active -
2191 1PI001E6749 Q10713 PMPCA Mitochondrial-processing peptidase subunit alpha 58 0043 0 ND (active) Active -
220 1PI0021699  Q86U38 Cldorf21 pumilio domain-containing protein C1dorf21 6 0046 0 ND (active) Active -
1978 IPIOO007058  Q9BA76 coro18 Coronin-18 sa 0075 0 ND (active) True Active Vs
2048 1PI00024282 Q92930 885 Ras-related protein Rab-88 2 0270 0 Active -
2101 1PI00796856 Q99836 MYD8S Myeloid differentiation primary response protein MyDE8 3 0059 0 Active -
1502 IPIO0027378 Q04323 UBXNL Isoform 1 f UBX domain-containing protein 1 33 0351 0 True Active -
1869 IPIOO026111  Q9UMOO T™CO1 Isoform 1 of Transmembrane and colled-coil domain-containing protein 1 21 0123 0 Active -
1428 1PI0OGO4S64  P28331 NDUFS1 NADH-ubiquinone oxidoreductase 75 kDa suburit 81 0131 0 True Active =
2129 IPI00216969  POS19 ABLL Isoform IA of Tyrosine-protein kinase ABLL 123 0025 0 Active Vs
1339 IPI00S54811  P59998 ARPCA Actin-related protein 2/3 complex subunit 4 20 0648 0 True Active Yes®
2193 IPI00SAS381  QIBVDE MRPLL 395 ribosomal protein L1, mitochondrial 37 0082 0 Active
1700 IPIO0291467 12236 SLC25A6  ADP/ATP translocase 3 3 1375 0 True Active =
1702 IPIO0026342 09405 RUIN2 Isoform 1 of Erlin-2 38 0.186 0 ND (active) True Active -
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analysis of proteins identified in active or inactive integrin adhesion complexes.

Relative abundance (mean

Fold enrichment

Protein Sp 3

#_IPI Accession _Uni Gene name __Protein name MW (kDa) ~Active integrin integrin)* i integrin_Cluster’ _ Adhesome*
Ti62 1PI00032957  P63279 UBE2l SUMO-conjugating enzyme UBCS 18 0632 0 D (active) True ‘Active -
1517 IPI0030S692 043396 TONLL Thioredoxin-ke protein 1 2 0212 0 ND (active) True Active

1935 IPI00SS4619  QONSIS SAMSNL Putative uncharacterized protein SAMSN1 50 0.108 0 ND (active) Active -
1767 1PI00844014  Q5T280 Coorf114  Uncharacterized protein Coorf114 @ 0137 0 ND (active) True Active

1779 1PI00S14832  Q9BRZ2 TRIMS6 Isoform 1 of Tripartite motif-containing protein 56 81 0018 0 ND (active) Active -
1829 IPIOO0001SS  Q49A26 GLYRL Isoform 1 of Putative oxidoreductase GLYR1 61 0083 0 ND (active) True Active

2066 IPI00101659  Q96PLL NSUNS Isoform 2 o Putative methyltransferase NSUNS 50 0058 0 ND (active) Active -
2105 IPI00021016  P43897 TSEM Isoform 1 of Elongation factor Ts, mitochondrial 35 0093 0 ND (active) True Active

215 1PI00384122  QBETWT ousT of w 0063 0 ND (active) Active -
244 1PI0C031106  QBTT3 PSMG3 Proteasome assembly chaperone 3 13 0194 0 ND (active) True Active

1959 IPIO0419266  PSESS6 NDUFAG NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 18 0316 0 ND (active) Active -
1984 1PI00220317  POSB84 PoLAL DNA polymerase alpha catalytic subunit 166 0015 0 ND (active) True Active

1298 1PI00027898  QONSI2 Q10170 Isoform A of Uncharacterized protein C210r70 2 0432 0 ND (active) True Active -
997 IPIOOO1S838  QONXS8 AR Cell growth-regulating nucleolar protein a 0326 0 ND (active) True Active

1004 1PI00023860  P55209 NAPILL Nucleosome assembly protein -fike 1 as 0360 0 ND (active) True Active

2175 Ipi00007812  P21281 ATP6VIB2  V-type proton ATPase subunit 8, brain isoform 57 0044 3 ND (active) Active

965 IPI00099996  Q7LOY3 RGOMTDI  Mitochondrial ibonuclease P protein 1 ) 0423 0 ND (active) True Active

1217 1PI00185146  Q96PTO 1P09 Importin9 116 00%9 3 ND (active) True Active

1761 IPI0000G606  Q9BYNS MRPS26 285 ribosomal protein 526, mitochondrial 2% 0282 0 ND (active) True Active

1880 IPIOOOLI1E  P31350 RAM2 ribonucleotide reductase M2 polypeptide fsoform 1 51 0057 3 ND (active) True Active

970 IPI00293078  Q96GQ7 ooX27 Probable ATP-dependent RNA helicase DDX27 %0 0233 0 ND (active) True Active

212 1PI00431082  QUECS: HAUSL Isoform 1 of HAUS augrmin-fike complex subunit 1 2 0085 3 ND (active) Active

1971 1PI00217104  Q96MG7 NONL2 Melanoma-associated antigen G1 u 0085 0 ND (active) True Active

1615 1PI00009726  Q9HAN9 NMNATL  Nicotinamide mononucleotide adenylyltransferase 1 2 0257 3 ND (active) True Active

2180 1PI00219538  POG746 13 DNA polymerase beta 3 0076 0 ND (active) True Active -
221 1PI00024567  QONZMS GUISCR2  Glioma tumor suppressor candidate region gene 2 protein 54 0027 3 ND (active) Active

1933 IPI00160421  Q9HOUS MRPLIS 395 ribosomal protein L18, mitochondrial 2 0264 0 ND (active) True Active -
1423 1PI0000S705  P36873 pPPICC 37 0458 3 ND (active) Active

1414 1PI00413100  QBGUUL PHLDBL Isoform 1 of Pleckstrin homology-like domain family B member 1 151 0097 0 ND (active) True Active -
2200 1PI00401962  Q6PKO4 CCDC137  Coiled-coil domain-containing protein 137 3 0044 3 ND (active) Active

1656 1PIO000S740 043402 coxane Neighbor of COX4 2% 0234 0 ND (active) True Active -
1669 IPIOO306400 Q9BW1S KFcL Kinesin-like protein KIFC1 2 0073 3 ND (active) True Active

1946 1PI00642862  QBWUA pPiLa Peptidyl-prolyl ci-trans isomerase-like 4 57 0076 3 ND (active) True Active -
1972 1100329504  Q9PO31 ceocse Thyroid transcription factor 1-associated protein 26 2 0112 3 ND (active) True Active

1879 1PI00329692 30419 NMTL Isoform Lon of Glycylpeptide N-tetradecanoyltransferase 1 57 0102 0 ND (active) True Active -
1990 1PI00304803 36959 GMPR GMP reductase 1 37 0054 3 ND (active) Active

2043 1PI0094S795  P43307 SSRL Putative uncharacterized protein SSR1 30 0185 0 ND (active) Active -
1122 1PI00219871 095777 Lswis /6 snRNA-associated Sm-like protein LSm8 10 1447 3 (active True Active -
1701 1PI0000B437  Q9UHA3 RSL24D1  Probable ribosome biogenesis protein RLP24 2 0220 0 ve) True Active -
1029 1PIO0019196  P78346 RPP30 Ribonuclease P protein subunit p30 2 0522 3 ND (active) True Active -
1249 1PI00303099  QS3HL2 cocas Borealin 31 0555 3 ND (active) True Active -
1945 1PI00166422  QENZY4 2ccHcs Isoform 2 of Zinc finger CCHC domain-containing protein 8 51 0071 0 ND (active) True Active -
973 IPI00791325 Q15397 KIAAD020  Pumilio domain-containing protein KIAAQ020 7 0215 0 ND (active) True Active -
219 IPI00872759 014686 [yt 564 kDa protein s64 0003 3 ND (active) Active -
1909 IPIOO008728 076031 aex , ) 0059 3 ND (active) True Active -
1616 1PI00294575  P30260 coc27 Celldivision cycle protein 27 homolog, 2 0043 0 ND (active) True Active -
2206 IPI00290514  QONVS INTS9 Integrator complex subunit % 0019 0 ND (active) Active -
2214 1PI00328257 Q10567 Ap181 Isoform A of AP-1 complex subunit beta-1 105 0.456 3 ND (active) True Active -
1708 1PI00642549  Q5WOSS RAD238 UV excision repair protein RAD23 homolog B 2 0111 0 ND (active) True Active -
1786 1PI0028091 61158 cTR3 Actin-related protein 3 a7 0139 0 ND (active) True Active -
1526 1PI00023126 015213 WORdS WD repeat-containing protein 46 e 0053 0 ND (active) True Active -
1349 1PI00012462  Q9BYA4 ElF2A Eukaryotic ranslation intiation factor 2A & 0123 0 ND (active) True Active -
2177 1PI00010653  QOGZR2 REXO4 Isoform 1 of RNA exonuclease a7 0054 0 ND (active) True Active -
1737 1PI00000296  QBWUW1 Corf10 Isoform 1 of Probable protein BRICKL 9 0392 3 ND (active) True Active -
1845 1PI00008248  QSUI3 ANAPCT anaphase-promoting complex subunit 7 isoform a &7 104 0 ND (active) True Active -
1944 1PI00106502 Q14145 KeaPL Kelch ke ECH-associated protein 1 o 0072 0 True Active vEs
1994 1100219005 Q02790 FKBPA Peptidyl-prolyl cis-trans isomerase FK8P4 52 0039 0 Active -
1527 1PI0O027438 075955 FLoT1 Flotil s 0268 0 True Active -
1976 1PI0001084S 000217 NDUFS8 NADH dehydrogenase [ubiquinone iron-sulfur protein 8, mitochondrial 2% 0168 0 True Active -
1471 1PI00SS3153  QsUIl2 ATPIFL Putative uncharacterized protein DKFZp564G0422 1 0756 0 True Active -
1741 1PI00002255  PS08S1 LRBA Isoform 1 and beige- ke anchor p 319 0021 0 True Active =
1446 1PI00023591 Q005 PURA Transcriptional activator protein Pur-alpha 3 0253 0 True Active -
1738 1PI00022403  Q9BYDL MRPLI3 395 ribosomal protein L13, mitochondrial 2 0312 3 True Active -
1573 1PIO0030255 060568 PLOD3 Procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 8 0073 3 True Active -
1652 1100032799 37 kDa protein 37 0185 3 True Active -
1736 1PI00328170 Q13724 MoGs Mannosy-oligosaccharide glucosidase 9 0035 3 True Active -
1282 1PI0016686S  QBNSK1 asp2 COGSH ron sulfur domain-containing protein 2 15 0778 3 True Active -
989 IPIO0029159  Pag9s9 MREIA  DOUBLE-STRAND BREAK REPAIR PROTEIN MREL1A 81 0286 3 True Active 5
2231 1PI00010244  P82912 MRPS11 Isoform 1 of 285 ribosomal protein S11, mitochondrial 2 0168 3 Active -
2167 1PI00022479 Q15751 HERCL Putative uncharacterized protein HERC1 532 0005 3 Active -
1900 IPI0016B165 075122 cLase2 CLASP? protein 166 0038 3 True Active -
1902 IPI0O00SGS7 015212 PFONG Prefoldin subunit 6 15 0120 3 Active -
1347 1PI00023640 014737 PDCDS, Programmed cell death protein 5 1 1162 3 Troe Active -
2183 1PI000G3827  QB6IUA ABHD148  Isoform 1 of Abhydrolase domain-containing protein 148 2 00%8 3 Active -
2228 1PI00032911  P62380 ToPLL TATA box-binding protein-ike protein 1 2 0120 3 True Active -
1851 IPIO0306719  Q9BWSS cHIDL CDNA FUS5809 51 0064 3 True Active 5
1870 IPI00301364  P63208 skp1 Isoform 1 of S-phase kinase-associated protein 1 19 0209 3 True Active -
2057 IPI00A11816  Q5TES3 MRPL2 395 ribosomal protein L2, mitochondrial 3 0107 3 True Active -
2100 1PI00291328  P19404 NDUFV2 I ] flavoprotei 7 0080 3 Active -
2181 IPI00306445  P17028 NF2 Zinc finger protein 24 2 0034 3 Active -
1199 1PI00294211 Q92620 DHX38 Pre-mRNA-splicing factor ATP-dependent RNA helicase PRP16 141 0061 3 True Active =
1141 1PI0O0B7498  QSGNI £sc02 Neacetyltransferase ESCO2 ) 0042 3 Active -
1601 IPI0O413451 35237 SERPINBS  Serpin 86 6 0192 3 True Active -
1733 1PI00783302  Q96E TeD3 Isoform 1 of at- protein3, 7 0071 3 True Active -
1907 IPI00795263  Q9GDAG DNAICIS  Putative uncharacterized protein DNAICIS 10 0216 3 Active -
1918 IPI00012578 000629 KPNAG Importin subunit alpha-4 58 0056 3 Active -
1947 1100218463 QSY3D7 TIMM16 Mitochondrialimport inner membrane translocase subunit Tim16 14 0360 3 True Active -
1952 IPI00A10717 Q77363 POGZ Isoform 1 of Pogo transposable element with ZNF domain 155 0033 3 True Active -
1655 IPIOOS16474  AGZKI3 FAMI27A  Protein FAM127A 13 0255 0 Troe Active -
1890 IPI00298828  P02749 POH Beta-2-glycoprotein 1 3 0093 3 Active -
2009 1PI00436705  QaVBZ9 MORC3 MORC family CW-type zinc finger 3 107 0020 0 Active -
2127 1PI00219291  PS6134 ATPSI2 Putative uncharacterized protein ATPS12 1 0131 3 Active -
1177 1PI00007729  QSUMYL NoL7 Isoform 1 of Nucleolar protein 7 2 0472 3 True Active -
2165 IPI00SS0995  QINWSO PIHIDL PIH1 domain-containing protein 1 » 0063 3 Active -
1143 1PI0000034S  Q9Y4P3 ToL2 Transducin betalike protein 2 50 0386 3 True Active -
2162 IPI00O26182  P4TTSS capzaz Feactin-capping protein subunit alpha-2 3 0229 3 True Active -
1110 IPI00470596 Q14966 NFe38 Isoform 1 f Zinc finger protein 638 21 0053 0 True Active -
1196 1PI00217626  QBIXTS RBM128  Putative uncharacterized protein RBM128 103 0103 3 True Active -
2163 1PI00878649 113 kD3 protein 13 0013 0 Active -
1892 IPI00018240  QINVU7 sDADL Isoform 1 of Protein SDA1 homoloy 8 0068 3 True Active -
1137 IPI0OS9SEE0 Q14676 mocL Isoform 3 of Mediator of DNA damage checkpoint protein 1 19 0046 0 True Active -
2168 1PI00216219 Q07157 L Isoform Long of Tight junction protein Z0- 195 0009 3 Active

2090 IPI00062599  QIEGMS SMARCDL 71 kDa protein n 0061 0 True Active -
2031 1PI00294744 095453 PARN Poly(A)-specific ribonuclease PARN 7 0054 3 True Active

2176 1PI00024971  P22059 osep Isoform 1 of Oxysterol-binding protein 1 89 0040 0 True Active -
1985 1PI00024255 Q92917 GProw G patch domain and KOW motifs-containing protein 2 0076 0 True Active

1699 1100552920 Q96826 £X05C8 Exosome complex exonuclease RRPA3 30 0144 0 True Active -
1998 IPI00037599 Q12800 TRCP2 Isoform 1 of Alpha-globin transcription factor CP2 57 0037 0 Active

1973 I1PI00019195  P78345 RPP38 Ribonuclease P protein subunit p38 2 0113 0 True Active -
2099 IPI00171252 Q15910 €22 enhancer of zeste 2 isoform b 81 002 0 Active

2074 1PI00030247 060563 conTL CycinT1 81 0053 0 Active -
1577 IPI00186194  QsSWI9 cep170 Isoform 1 of Centrosomal protein of 170 kDa 175 0049 0 True Active

1722 1PI00183938  QEPIIE 7 Tetratricopeptide repeat protein 27 97 0061 0 Active -
1259 1PI00329038  QUGSNS COKSRAP2  Isoform 1 of CDKS regulatory subunit-associated protein 2 215 0014 0 Active

1707 IPI0000G164  QIHOCE LKA 2 a 0161 0 True Active ves
1912 1PI00103483  QBWX92 oAl Negative elongation factor B 66 060 3 True Active

1156 1PI00305668  P82932 MRP: 285 ribosomal protein 56, mitochondrial 14 0869 0 True Active

1332 1PI00217630  QBIV37 0HX37 Probable ATP-dependent RNA helicase DHX37 130 0083 0 True Active

2087 IPI00025849  P39687 ANP32A Acidic leucine-rich nuclear phosphoprotein 32 family member A 2 0224 0 True Active

2024 IPI00009316  QOUNPY PPIE Isoform A of Peptidy-proly cis-rans isomerase 33 164 3 True Active

1695 IPI0O166555  Q5T8PG. RBM26 114 kD2 protein 114 0028 0 Active

1714 1PI00297322  QBN6H7 ARFGAP2  ADP-ribosylation factor GTPase-activating protein 2 57 0076 3 True Active

1188 IPI001804S4  QSY3A2 uTP1IL Probable U3 small nucleolar RNA-associated protein 11 30 0456 0 True Active

2187 1PI00299085 060732 MAGECL  Melanoma-associated antigen C1 12 0014 3 Active

2006 IPI0002408  QOHET3 RPAP3 Isoform 1 of RNA polymerase ll-associated protein 3 7 0028 0 Active -
1645 1PI00427242  Q9Y324. FFL FRNA-processing protein FCFL homolog 2 0313 3 True Active

1795 1PI00015143 043913 ORCSL. Origin recognition complex subunit 5 50 0137 0 True Active -
1600 IPI000L4812  P82921 MRPS21 285 ribosomal protein 521, mitochondrial 1 0779 3 True Active

2153 IPioc01s671  PS1ds2 UsP3 Dual specifciy protein phosphatase 20 180 0 True Active -
2156 IPI00028387  QUGHY6 DDRGKL Isoform 1 of DDRGK domain-containing protein 1 3 0078 3 Active

2003 IPI00015806  QOYSQ9 GTFC3 Isoform 1 of General transcription factor 3C polypeptide 3 101 0038 0 Active -
2001 IPI00025174  Q6UX04 wea? Isoform 1 of Peptidyl-proly| cis-trans isomerase SOCCAG10 54 0033 3 Active

2134 IPI0000S745 015269 serLct Serine palmitoyltransferase 1 53 0048 3 Active ves
1388 1PI00795394 QONYCO ONAHO Isoform 2 of Dynein heavy chain 9, axonemal 503 004 3 Active

1915 I1PI0021320 Q7210 MEPCE 75K snRNA methylphosphate capping enzyme. 7 0024 3 Active -
1596 1PI00844214  QBWYAG CTNNBLL  Isoform 1 of Beta-catenin-like protein 1 & 0095 3 True Active

1672 1PI00216192  Q9HO78 s Isoform 2 of Caseinolytic peptidase 8 protein homolog. 7 0062 0 ve) True Active -
1487 IPIOOS28098  QOHCF4 KIAALG18  ring finger protein 213 isoform 1 59 o011 0 ND (active) True Active -
1186 I1PI00217862 043818 RRPO U3 small nucleolar RNA-interacting protein 2 52 02% 0 ND (active) True Active -
2130 IPI003004S  QSTOAS ATAD38 Isoform 1 of ATPase family AAA domain-containing protein 38 7 0296 3 ND (active) Active -
1823 1PI00413265  QBIVIS MCs Structural maintenance of chromosomes protein 129 0034 3 ND (active) True Active -
1960 IPIOO028412 060232 ss5CAL Sjoegren syndrome/scieroderma autoantigen 1 2 00% 0 ND (active) Active -
2144 1PI00418262  P099T2 ALboC Fructose-bisphosphate aldolase ® 0105 3 ND (active) Active -
2185 1PI00032387 Q1469 GiNs1 DNA replication complex GINS protein PSFL 2 0110 3 ND (active) True Active -
123 I1PI00290461 075822 €IF3) Eukeryotic ranslation intiation factor 3 subunit ) 2 0358 0 ND (active) True Active -
1742 1PI00012341 Q13263 SRS Isoform SRP40-1 of Splicing factor, arginine/serine-ich 5 31 1011 3 ND (active) True Active -
1219 1PI00297900 Q13206 DDX10 Probable ATP-dependent RNA helicase DDX10 101 0136 0 ND (active) True Active -
2120 1PI00303202  P52294 KPNAL Importin subunit alpha-1 &0 0036 3 ND (active) Active -
2054 1PI00022002 Q92552 MRPS27 Mitochondrial 285 ribosomal protein 527 a9 0041 0 ND (active) Active -
1675 IPIOO37STIL  POBITS REM10 Putative uncharacterized protein DKFZp6BGE2459 110 0046 3 ND (active) True Active -
1964 1PI00792072  QSOGEL SepTS- H5 variant P 0105 3 ND (active) True Active -
1650 IPIOO031615  Q9BRTG LeH Protein LLP homolog 15 0360 3 ND (active) True Active -
1943 1PI00019463  P19525 EIF2AK2 Interferon-induced, double-stranded RNA-activated protein kinase & 0076 0 ND (active) True Active -
2017 IPI00216338  PE38T6 TNLaA Thioredoxin-ike protein 4 17 0191 0 ND (active) True Active -
1460 I1PI00219841  P188SE uGL DNA ligase 1 102 0047 0 ND (active) True Active -
2125 1PI00329598  QBNBOS HSDI7811  Estradiol 17-beta-dehydrogenase 11 3 0120 0 ND (active) True Active -
1631 1PI00023097 QBGUBS PBRM1 Isoform 5 of Protein polybromo-1 182 0027 0 ND (active) True Active -
1272 1PI00G41990  Q9YAW2 ron Isoform 1 of Protein LAS1 homolog 83 0126 0 True Active -
1727 1PI00300504  Q9HAUS upF2 Isoform 1 of Regulator of nonsense transcripts 2. 148 0046 0 True Active -
1704 1PI00294742  Q4GOI3 LaRP7 La-related protein 7 & 0100 3 True Active -
1965 1PI00219287  P10155 TROVE2 Isoform Short of 60 kDa $5-A/Ro ribonucleoprotein 23 0172 3 Active =
2123 PI00291I31 Q6o HOC THO complex subunit 7 homolog 2 0135 0 True Active -
1623 IPI00011250 15374 UcHL3 Ubiquitin carboxy-terminal hydrolase isozyme L3 % 0305 3 True Active -
1410 1PI000000S1 060925 PFONT Prefoldin subunit 1 14 0669 3 True Active -
2068 IPI00020495  P82909 MRPS36 285 ribosomal protein $36, mitochondrial n 0504 3 ND (active) True Active -
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analysis of proteins identified in active or inactive integrin adhesion complexes.
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1Pl Accession _Uni Gene name __Protein name MW (kDa) _Active integrin integrin)* i integrin_Cluster” _ Adhesome*
1646 1PI00292135 Q14739 LoR Lamin-B receptor 7 0057 o ND (active) True Active
2021 1PI0000448S Q16864 ATPGVIF  V-type proton ATPase subunit F 13 0139 o ND (active) Active -
1597 I1PI00026513 49247 RPIA Ribose-5-phosphate isomerase 3 0282 0 ND (active) True Active
1311 1PI00220059 095168 NDUFB4 IADH 11 a 15 0413 o ND (active) True Active -
2034 IPID0018924  QINPE6 HMG20A Isoform 1 of High mobility group protein 20A 40 0.052 0 ND (active) Active
2030 IPI000O6167 015355 PPMIG Protein phosphatase 1G 59 0073 o ND (active) True Active -
1648  IPID0006715 060216 RAD21 Double-strand-break repair protein rad21 homolog 72 0.100 0 ND (active) True Active
1995  IPI00031023 Q13045 Fur Protein flightless-1 homolog 145 0.029 J ND (active) True Active -
1958  IPI00171248 075530 EED Isoform 3 of Polycomb protein EED 46 0.063 J ND (active) True Active
1988  IPI00220361  P05937 CALBL Calbindin 30 0.180 J ND (active) True Active -
2082 IPI00452731 095182 NDUFA7 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 1 0310 0 ND (active) True Active
2174 IPID0003406 Q16643 DBN1 Isoform 1 of Drebrin 71 0.028 J ND (active) Active -
2055 IPI004S6048  QBEX83 COMMD2  COMM domain-containing protein 2 2 0125 0 ND (active) True Active
2098  IPI00410657 043148 RNMT Isoform 2 of MRNA cap guanine-N7 methyltransferase 58 0.050 J ND (active) Active -
2116 IPI00446176  Q6ZVES PMFL HCG1999356,isoform CRA ¢ 2 00% 0 ND (active) Active
1620 IPI00759472  QINQST INCENP Isoform 2 of Inner centromere protein 105 0051 0 ND (active) True Active
2112 pi00021742  QOUP22 PDC phosducin soform b 2 0160 0 ND (active) True Active
1594 1PI00004BSS  P54132 BLM Bloom syndrome protein 159 0029 0 ND (active) True Active
1939 IPI00028122 075475 PSIPL Isoform 1 of PC4 and SFRS1-interacting protein 60 0.042 J ND (active) Active
1986 IPIOO016634  QSNWU2 C20orf11 Protein C200rf11 2 0187 0 ND (active) True Active
2036  IPI00100791 Q13889 GTF2H3 General transcription factor IIH subunit 3 34 0.051 J ND (active) Active
2067 IPI00305442  QIBSLL uBACL Ubiquitin-associated domain-containing protein 1 s 0080 0 ND (active) True Active
2173 IPI00LGS P82675 MRPSS Isoform 1 of 285 ribosomal protein 55, mitochondrial 8 0073 0 ND (active) Active
2154 IPI003960S8  QB6XI2 NCAPG2 Isoform 2 of Condensin-2 complex subunit G2 132 0022 o ND (active) True Active -
1881 IPIO01SAS28  Q96SER sMmcs Isoform 1 of Structural maintenance of chromosomes protein 6 126 0026 0 ND (active) True Active
2050 IPI00026519  P30405 PPIF Peptidyl-proly| cs-trans isomerase F, mitochondrial 2 0160 o ND (active) Active -
1550 IPIOO003168 060256 PRPSAP2 2 a1 0209 0 ND (active) True Active
1366 I1PI00305289 52732 KIF1L Kinesin-like protein KIF11 119 0087 0 ND (active) True Active -
1529 10002 75683 SURF6 Surfeitlocus protein a1 0167 0 ND (active) True Active
1602 IPI00747053 19447 ERCe3 TR basal transcription factor complex helicase XPB subunit 8 0061 0 ND (active) True Active -
1273 Ipio02: P61619 SECEIAL  Protein transport protein Sec61 subunit alpha isoform 1 53 0156 0 ND (active) True Active
1409 1PI00414836 Q92882 STFL Osteoclast-stimulating factor 2% 0360 o ND (active) True Active ves
2012 1PI00328390  QBESES PCGFS tsoform 1 ofPolycomb group RING inger protein 5 30 0.108 0 ND (active) True Active
1863 IPIO0030383 Q12972 PPPIRS Isoform Alpha of Nuclear inhibitor of protein phosphatase 1 3 0.106 o ND (active) True Active -
2085 IPI00302238  QINY61 AATF Protein AAT 63 0.051 J ND (active) True Active
2142 IPi0CO184S2 Q99829 CPNEL Copine-1 59 0037 o ND (active) Active -
1407 1PI0000SE22 Q9L 23 Icor L.t Gl ol o 3 bomlos 6 0142 0 ND (active) True Active -
2106 1PI00025285 07534 ATP6VIGL  V-type proton ATPase subunit 1 0314 o ND (active) True Active -
1482 1PI00022694  PSS036 PS4 R N ——— regulatory subunit 4 a1 0253 o ND (active) True Active -
2139 IPi00LS: QoNRPO sTC Olgssccihran s covple OB ST 1 0119 0 ND (active) Active -
1849 1PIO0S74020 Q9HONS pceD2 in-4-alpha-carbinolamine dehydratase 2 1 0453 0 ND (active) True Active -
1619 1PI00024403 075131 CPNES s 60 0121 o ND (active) True Active -
1932 I1PI00016932 015357 INPPLL Isof o 2 139 002 0 ND (active) Active vEs
2146 1PI00329528  QOVAB6 VPREP. Isoform 1 of Protein VPREP 169 0017 o ND (active) True Active -
2015 1PI00010438 000161 SNAP23 Lo AP 230 o yaptsorshasacated prcn 23 2 0141 0 ND (active) True Active -
1970 IPI00027142 075817 POP7 Ribonuclease P protein subunit 1 0203 0 ND (active) True Active -
00220302 Q15007 WA Isoform 1 o Pre-mANA-splicing regu\ntw wrap 4 0074 0 ND (active) True Active -
1504 I1PIO0026496 075607 NPM3 Nucleoplasmin-3 19 0133 0 ND (active) Active -
1847 1PI00172591 QONRX2 MRPLLT 395 rbosomal protein L17, mitochondrial 2 0227 0 ND (active) True Active -
447 IPIO0SS0638  Q9GZS1 POLRLE Isoform 2 of DNA-directed RNA polymerase | subunit RPA4 r 0138 0 ND (active) True Active -
1424 1PI00216393  P09495 am Isoform Non-brain of Clathrin ight chain A 2 0534 0 ND (active) True Active -
1331 1PI00033025 Q16181 Sep17 51kDa protein s1 0279 0 ND (active) True Active -
1479 1PI00292168 Q9294 ASFIA Histone chaperone ASF1A 2 094 0 ND (active) Active -
1049 1PI00293396 043747 APIGL 1, gamma 1 2 0060 0 ND (active) True Active -
1313 1PI00170596 Q9ST3 SiNsA Paired amphigathic hel protein Sin3a 145 0081 0 True Active -
1670 1PI00375358  P3S25: RFCL Isoform 1 of Replication factor C subunit 1 128 0034 0 True Active -
1516 1PI00299635  QINROS BIRCS baculoviral AP repeat-containing 6 530 0010 0 True Active -
2145 1PI00293126 Q99426 BCB Tubulin-olding cofactor B 2 0053 0 Active =
2052 1PI0030: 91272 CARHSPL  Calcium-regulated heat stable protein 1 16 0113 0 Active -
1812 I1PI0004497  PL1274 R Isoform 1 of Breakpoint cluster region protein 143 002 0 True Active =
1621 IPIOOA26640 Q13888 GTR2H2 General transcription factor Il subunit 2 a4 0180 0 True Active -
2007 1PI00217557  QBIXMS M Isoform 1.of N 2 0147 0 True Active =
2065 IPI00019495  P63172 DYNLTL Dynein ight chain Tetex-type 1 1 0210 0 Active -
2119 IPI00025721  QOUNS2 cops3 €0P9 signalosome complex subunit 3 8 0030 0 Active -
1505 IPIOO000162  QBNEIS NGDN Isoform 1 of Neuroguid 3 0282 0 True Active B
1535 IPI00032206  P50479 POLIMA Isoform 1 of PDZ and LIM domain protein 4 35 0177 0 True Active S
1703 IPIO0178861 QONXHS TRMTL Isoform 2 of N(2),N(2}-dimethylguanosine tRNA methyltransferase 6 0107 0 True Active B
1412 IPIO0440122  QSLAM MsHs Sperm protein 37 0.080 0 True Active =
2023 1PI00022613  P78316 NOP14 Isoform 1 of Nucleolar protein 14 o8 0.026 0 Active -
1434 IPIO0107113  Q9BVIG. UTP14A Isoform 1 of U3 small nucleolar RNA-associated protein 14 homolog A a8 00%8 3 True Active =
2128 IPI00024551  QINPAD ClSorf2a  UPFO480 protein Cl50rf24 26 0055 0 Active -
1807 1PI00297593  Q70CQ2 UsP3a Isoform 1 of Ubiguitin carboy-terminal hydrolase 34 404 0009 0 Active =
1904 IPI00027193  QONZAL cucs Isoform 2 of Chioride intracellular channel protein 5 a7 0.098 0 True Active s
2108 1PI00001636  QSUB ATN10 Ataxin-10 53 0038 3 Active =
2133 1PI00039433  QBWYBS MYsTa Isoform 1 of Histone acetyltransferase MYST4 21 0.008 0 Active -
2013 1PI00020364  P78560 CRADD Death domain-containing protein CRADD 23 0094 3 Active =
2059 [PI00930346  QOUBUS MORFALL  Isoform 2 of Mortality factor d-lke protein 1 37 0055 0 True Active -
1628 IPI00S10781  POGT: Pl Glucose-6-phosphate isomerase 6 0106 3 True Active =
2058  IPI00946908 Q14738 PPP2RSD 2A56 kDa 4 69 0.037 0 True Active -
1509 IPI00102815  QBWTT2 NoG3L Nucleolar complex protein 3 homolog, 9 0077 3 True Active =
1477 1100032459 Q9Y2T2 APIML AP-3 complex subunit mu-1 a7 0166 0 True Active -
2002 1PI00031479 Q1454 PDIAS Protein disulfide-isomerase AS 60 0042 0 True Active =
1690 IPI00011898 Q13144 EIF2B5 Translation initiation factor elF-2B subunit epsilon 80 0.052 0 True Active -
2093 1PI00102997  QS6S5S WRNIPL Isoform 2 of ATPase WRNIP1 ) 0052 3 True Active =
2025 IPI00S46154  P0038 F6R2 Isoform 1 of Heparin-binding growth factor 2 31 0046 3 Active -
2060  1PI00018813  P61201 cops2 Isoform 2 of COP9 signalosome complex subunit 2 52 0.028 0 Active -
2132 IPI00185859  QIBRI2 MRPLAS 395 ribosomal protein L45, mitochondrial 35 0132 0 True Active -
198 IPIO0911039  POS107 HSPAA Heat shock 70 kDa protein 1 6 1716 0 True Active -
2077 IPI00418290  Q6P1L8 MRPL14 395 ribosomal protein L14, mitochondrial 16 0.261 0 True Active -
1850 1PI00007024  QSY3DO FAMSGB Protein FAIS6B 18 0160 0 Active -
2070 1PI00304385 Q03183 cenpc1 Centromere protein C 1 107 002 3 True Active -
1484 IPIO0059762  Q5VWZ2 LYPLALL Isoform 1 of Lysophospholipase-like protein 1 26 0224 0 True Active -
1844 IPI00412404 18IYBS8 SUPV3L1 ATP- deper\dem RNA helicase SUPV3L1, mitochondrial 88 0.070 0 True Active -
1522 IPI00100160  Q86VPE CANDL Isoform 1 of Cu -associated NEDD8-dissociated protein 1 136 0.067 o True Active -
1400  IPIO0016572  P62308 SNRPG Small nuclear ubonuc\enpmrem G 8 0.441 0 Active -
1950  IPI00292221  Q9HI9Y2 RPF1 Ribosome production factor 1 40 0.108 0 True Active -
2033 IPID0023409  Q9BZI7 UPF3B Isoform 1 of Regulator of nonsense transcripts 38 58 0.075 0 True Active -
2005 IPID0015924  Q9UBBY TFIP11 Isoform 1 of Tuftelin-interacting protein 11 97 0.015 0 Active -
2039 IPID0293476 Q16540 MRPL23 395 ribosomal protein L23, mitochondrial 18 0.100 0 Active -
1525 IPI00171390  Q8NAV1 PRPF38A Isoform 1 of Pre-mRNA-splicing factor 38A 37 0.195 0 True Active -
1889  IPI00184884 1BWV22 NSMCE1 Non-structural maintenance of chromosomes element 1 homolog 31 0.163 J True Active -
1459 IPI00301618 060524 SDCCAG1 Isoform 1 of Serologically defined colon cancer antigen 1 123 0.084 0 True Active -
2014 1PI00009329  P46939 UTRN Utrophin 390 0005 3 Active
1408 1PI00641364  Q96GI1 P2RYI1 PPAN-P2RYL1 protein 8 0106 0 True Active -
1548  IPI00334914  Q7Z2TS Clorf2s Isoform 1 of TRM1-like protein 82 0.120 0 True Active
2008  IPID0641330 Q06587 RING1 Isoform 1 of E3 ubiquitin-protein ligase RING1 42 0.086 J True Active -
2051  IPI00014877  QINXS2 QPCTL Isoform 2 of Glutaminyl-peptide cyclotransferase-like protein 43 0.067 J True Active
2115 IPI00021305  P51946 CCNH Cyclin-} 38 0.047 J Active -
1491  IPI00014198 Q15024 EXOSC7 Exosome complex exonuclease RRP42 32 0277 J True Active
1852  IPI00383565 QSNRL2 BAZ1A Isoform 2 of Bromodomain adjacent to zinc finger domain protein 1A 175 0.021 J True Active -
1717 IPI00024143  QINRGY AAAS Aladin 60 0.048 J True Active
1552 IPI00646762  QOUKK9 NUDTS Putative uncharacterized protein NUDTS. 26 0.222 J True Active -
193 1PI0004S914  Q96TSS SPEN Msx2-interacting protein 402 004 3 Active
2102 1PI00219084 104206 RELA Isoform 2 of Transcription factor p65 59 0.024 J Active -
2069  IPI00290410  QSQIEE DNTTIP2 Deoxynucleotidyltransferase terminal-interacting protein 2 91 0.044 J True Active
1506 1PI00015955  QINQT4 EXOSCS Exosome complex exonuclease RRPAG 2 0259 0 True Active
2073 1PI00218803  P23142 FBLN1 Isoform B of Fibulin-1 77 0.061 0 True Active
1843 IPI00301202  Q9HOU3 MAGT1 magnesium transporter 1 2 0077 0 True Active
1553 IPI00029697 Q06265 EXOSC9. Isoform 2 of Exosome complex exonuclease RRP4S. 51 0.237 J True Active
2113 IPI00164481 Q9NUL3 STAU2 Isoform 2 of Dout ufen homolog 2 59 0.092 0 ND (active) True Active
L tdetected in (o)
B " fold change >1.5, resulting in estimated FOR <5%.
“Clusters selected using of 0.80.

“Proteins present in

he "adhesome") are indicated by YES. Additional subunits or paralogues of adhesome components are indicated by YES™.
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Supplementary Table 2 | Functional enrichment analysis of proteins differentially enriched in integrin adhesion complexes.

Cluster!

Term™

Proteins®

Count (proteins
per term)

Fold Corrected P
i value

Active

Active

Active

Active

Active

Active

Active

Active

Active

Active

Active

Active
Active

Active

Active

Acetylation

Phosphoprotein

Nucleus

Ribonucleoprotein

RNA-binding

mRNA processing

Protein biosynthesis

Ribosomal protein

Spliceosome

Cytoplasm

Ribosome
rRNA processing

Ribosome
biogenesis
Helicase

'SYNCRIP, RPLP2, SART3, OGDH, WTAP, DHX38, MAK16, PGAMS, DHX36, PDHAL, STAG2, KIF58, PCBD2, PCID2, LIG3, MYH9, UNC13D, AR, PTRF, RCC2, ASCC3, MAPK3, NLEL, EIF2AK2, MYBBP1A, RAD238,
PABPCA, AHCTF1, XAB2, PFN1, NAT10, PABPCL, FH, DHXS, SSSCAL, ZC3H14, DHX9, ACACA, NXF1, UBE2L3, VDAC2, SEPTLL, PRPSAP2, GART, NOLC1, POP1, PARPI, EIF2A, USP1S, USP14, HISTIHIE, HISTIHIC,
ANP32B, HIST1H1B, AIFM1, ADNP, EPB41L2, EIF4A3, TAFIS, TXN, EIF4A1, THOC7, THOC4, NUP107, EEF1D, SRP9, THOCL, SF3BS, SF383, SF382, SF3B1, USP39, DHX1S, EXOC3, LYPLALI, SNAP23, ETFB, FEN1,
SSRP1, AIMP1, CS, TRIM28, LMNA, KIAA1967, TRIM25, LRRCA7, ETFL, SF3AL, SF3A3, SDHA, HNRNPUL2, POLDIP3, SFPQ, RPL36A, ILKAP, SNRPD2, SRP19, CTNNBLL, CMBL, CSNK2A2, CSNK2AL, SND1, LRRCS9,
DNAJCB, APIS, RPS27A, RPL3SA, CMAS, RELA, TOPBP1, TIMELESS, VAMPS, SMARCAS, STVIN1, SMARCA4, HDLBP, GLUD1, PPIL2, LRBA, UBE2V1, ARPC4, STIP1, RNF160, ARPC2, RPL10A, RABSB, RBM128, FSCN1,
MYO1D, MPHOSPH10, USMGS, HDAC2, SMARCCL, SMARCC2, PTGES3, HINT3, RSF1, HP18P3, HINT1, EDC4, ACOT, PLRG1, DKC1, PRMTS, AHNAK, ZCCHCS, PPP2R1A, IK, KIF11, DDB1, CYCS, TBCE, PRPF4, PRPF6,
TBCB, RIF1, TBCA, SNRNP200, MAPRE2, MAPREL, PPP2R2A, FKBPS, FKBP4, FKBP3, SR140, TIMM13, IARS, PRPF8, CEBPZ, GTF3CS, NSUNS, RPLI3A, CCT2, AURKB, CCT3, DDX18, RPP30, GTPBP4, SF3814, BYSL,
UBR4, DCTN1, DCTN2, BAZ18, ABT1, DLD, ATPSC1, DBN1, MDH2, LMNB1, LMNB2, ALDOC, ACAT2, SUPV3L1, WDHD, TKT, AFG3L2, PPAL, CCT7, NOP14, CCTS, CCT4, PTCD3, NOP16, CCT8, SUPT16H, IDI1,
CHAF1B, ATPSB, VBP1, CANX, HSPH1, AP2B1, ATPSL, CAP1, HIST3H288, RBBPS, RBBPA, MBD3, RBBP7, RADSO, FARSB, RABSA, UROD, PYCRL, YWHAZ, FKBP1A, MIF, TOE1, MDC1, BAZ2A, CSNK1AL, GDI2, PDSSB,
PDSSA, IMMT, RRP15, YWHAB, YWHAE, YWHAG, AP2A2, YWHAH, UBTF, ATPSAL, TEX10, SEPT2, CLPB, EIFSB, EIFSA, TOP1, RAD21, MYST4, GNL3, NUP133, CLPX, COX6C, SLTM, PYCR1, PYCR?, TRIM33, CST8,
ANKFY1, SEPT7, SEPT9, SNX, EEF182, BLM, GRB2, DIAPH, COPS78, SNX3, ZMYNDS, EIF3C, EIF3A, EIF38, PELP1, EIF3E, MTPN, NPM1, EIF3F, EIF3K, EIF3L, NPM3, GLO1, EIF3), EIF3M, MRPS28, MRPS23, MRPS22,
SNW1, TSN, PPIF, EIF4B, CORO1C, CYFIPL, RRS1, DNMTL, SPTBN1, TMPO, PDCDS, GLYR1, PUF60, DUT, UQCRC2, OSBP, UQCRC1, NUP188, CLTC, LARP1, RANBP1, MSN, RANBP2, TPR, MDN1, ZW10, UBE2I,
MRPS7, TARS, BPTF, LARP7, ARCN1, CFL1, COMMD3, MATR3, PRKDC, HCFC1, RPAL, SAFB, SFRS2IP, GEMINA, GEMINS, DLST, TCP1, NUP153, TUBGCP2, PARK7, THRAP3, PSPC1, NGDN, ZC3H11A, RPL1S, RPL19,
RPL14, RPL13, LSM, RPL1S, XRCC6, PGD, STOML2, INTS1, RANGAP1, H1FX, HIST1H2BO, WDR7S, LSM4, RPL10, LUCTL2, LSM3, LUC7L3, KRR, YARS, EMGL, EIF253, PCMIL, EIF251, RPS1S, EIF252, UBL4A, RPS12,
FLI, RPS13, AHCY, NHP2L1, HSPAIA, DIDO1, HADHA, HADHB, C30RF10, RPS25, RPS26, RPS28, RPS29, CACYBP, RPS21, MEPCE, RPS23, NUDC, RPS24, UNCASA, MKI67, RPS9, WDR70, DLAT, RPS6, FXR1, RPS7,
PCNA, MAP4, CRNKL1, NAP1L1, QARS, NAP1L4, HIST2H2AB, MTHFD2, DYNLL1, NUBP2, DYNLL2, WDR33, SYMPK, ARHGEF2, EXOSC9, ACO2, TTC35, EXOSC7, EXOSCA, EXOSC2, TPX2, EXOSC3, FLNB, SRPKL, FLNA,
SMN1, PFDN1, PFDN6, NUP205, RUVBL2, CAND1, RUVBLI, KIAA1429, TUFM, NACA, HISTIH2AG, WRNIPL, RPL35, RPL36, RPL3, KIAAO776, RPL30, NUMAL, EZR, RPL31, RPL34, CSDE1, WDR12, RQCD1, TCEAL,
HSD1784, NMD3, SHMT2, HISTIH2BH, RPL26, RPL27, PPPIR10, RPL24, ACLY, RPL28, RPL29, TCEB2, PHFSA, TCEBL, PES1, XPOL, CHERP, XPOS, AP1G1, CAPZA2, CAPZAL, IQGAP1, VICL, DPY30, DDX24, RPN, EIF1,
DDX21, SNRPAL, ACTNA, MTA2, NUDTS, EEF2, ARID1A, HNRNPR, HNRNPU, DDX39, ARPC18, PA2G4, MFAP1, YARS2, BAT3, LRPPRC, EP400, UBAS?, BAT1, HMGB1, HVMGB2, HMGB3, OTUD6B, ANLN, C140RF166,
HNRNPL, DDX47, TROVE2, HNRNPK, DDX46, RPLY, RPLS, RPLO, RPLS, RPL3, RPLS, HSPE1, HNRNPC, RPL7A, RPLA, DDX42, XPOT, ATPSJ2, SMCHD1, MYL128, RPL23A, WHSC2, RBMX, IDH3A, SAFB2, DDX56, VCP,
NDUFV1, GTF2F2, DDX54, DDX52, MYH10, SKIV2L2, DEK, PRDX3, RPS2, PRDX1, DCAF13, RPS3A, LBR, NDUFS1, SARS, NUSAP1, NUP8S, IPOS, PBK, CDCSL, RPSAX, NCL, HMGAL, ZFR, VASP, CDK2, PURA, COBRAL,
PPM1G, RECQL, IPO7, PRDX6, IPO4, DDT, IPOS, LCP1, BCLAF1, NUP93, RPS15A, CDC73, GCNIL, ESYT1, DCI, DADI, SEC228, HSPAS, HSPAS, CHDA, HSPA9, HBD, PDCD11, BOLA2, PNO1, ATPSFL, SMC5, ANXAL,
COTLI, SMC2, SMC3, FBL, PWP2, SMC4, ANXA2, RDH11, SMPDA, VAPA, VAPB, U2AF2, SRPES, PDLIMI1, SFRS6, PRIM1, GOT2, SFRS7, SFRSS, SIN3A, H2AFV, MRPL37, H2AFX, MRPL39, SUPTSH, EIF285, MRPLS3,
CLNS1A, OLAL, SFRS1, SFRS3, SFRS2, RFC3, RFC4, GAPVD1, MAD2L1, NOP2, RFC1, HUWEL, SERBP1, RARS, SRP72, ADD1, SUPT6H, TALDO1, BOP1, CAPZB, CDC37, PIN1, TPI1, MOV10, MACF1, NUPS0, COX6B1,
EMD, SUB1, S100A11, CDC23, PMF1, ABCF2, COPSS, AP181, COPS3, COPS4, CCNTI, UTP1S, ACTR3, PARN, ATAD3A, ATAD3B, BAG2, SLC25A1, DYNC1H1, TOP2B, TOP2A, DNAIC19, AP3B1, ABCE1, POGZ, POLR1D,
SLC25A6, POLRIC, GMPS, TRAP1, GTF2I, RBM39, PMPCA, PRPF38A, USP7, POLR2E, ECH1, POLR2), RPL27A, ATPGV1G1, HPRT1, PDAP1, SUMO3, PRPF19, SET, FASN, ACTLGA, AATF, SNRNP70, RBM28, RBM26,
BCAS2, NASP, ILF3, POLR3A, EIF2B1, PSMD13, PSMD12, PSMD11, ATPVIE1, PGK1, CIT, RBM15, PAICS, RBM17, MORFALI, CBX3, CALB1, PNN, TBC1D15, CISD2, SRRM1, ACIN1, RBM10, MLL2, EFTUD2, PPPICC,
PECI, RSL1D1, PSMAG, PSMAS, PSMA3, SNRPA, SNRPF, MYL6, PPMEL, PNPT1, COPZ1, TRRAP, PSMA7, GCLM, ZFAND1, CSE1L, PSMB3, GSTKL, MAFG, TBL3, TBL2, CSTF2, CKAPS, PTPN2, RNPS1, SSB, ABHD148,
SUGTI, PSMCS, TXNDC17, PSMC4, PSMC3, PSMC2, PSMC1, CPNE1, CPNE3, PTPN1, WDR1, SMCIA, DAP3, HISTAH4, TLN1, TLN2, MKI67IP, BZW2, SBDS, PSMD1, PSMD2, PSMDS, PSMD7, KPNB1, FTSJ3, DYNLT1,
MCM2, SMU1, C1BP, KPNAG, PSME3, KPNAZ, KPNA3, KPNA2, GLTSCR2, GLRX3, NDUFB4, SBNO1, NDUFBY, TPM3, THYN1, TNPO1, APEX1, ENO1, TNPO3, MSH6, NDUFAS, NDUFA2, ERH, NDUFAG, NDUFA7,
CENPF. PSMG3. DIS3. GPI. SON. PSMG1. CKS2. SPTAN1

PPP2RSD, RPLP2, SYNCRIP, VPRBP, SART3, WTAP, SART1, CIORF77, DHX38, MAK16, INCENP, PDHAL, DHX30, STAG2, BSG, KIFSB, NDNL2, PCID2, LIG1, LIG3, MYHS, NCAPD3, NCAPD2, UNC13D, PTRF, DHX29,
RCC2, ASCC3, KIAA1524, MAPK3, NLEL, EIF2AK2, MYBBP1A, RAD238, SDADI, KIF4A, OSTF1, PABPC4, AHCTFL, XAB2, SCRIB, ZNF512, PFN1, NCAPG2, NAT10, PABPCI, SFRS14, SFRS1L, FH, SFRS12, ZC3H14, DHXS,
SSSCA1, DHX9, ZC3H1S, KIAAO64, ACACA, VDAC2, PRPSAP2, GART, NOLC1, POP1, POP4, PARP1, AP2S1, EZH2, EIF2A, AASDHPPT, SRPR, ANP32A, USP15, USP14, HISTIHIE, HISTIHIC, ANP32B, AIFM1,
HISTIHIB, ANP32E, ADNP, PI4KA, EPBA1L2, EIF4A3, TAF1S, TXN, EIF4A1, USP20, THOCA, THOCS, NUP107, EEF1D, THOC2, TMCO1, THOCL, SNAP29, PHLDBI, SF385, SF382, SF381, USP39, DHX1S, DHX16,
SNAP23, USP34, SSRP1, UPF2, EPPKI, AIMP2, CWC27, TRIM28, LMINA, KIAA1967, TRIM2S5, LRRCA7, SF3A1, SF3A3, ACSM3, SDHA, HNRNPUL2, CSNK1D, POLDIP3, SFPQ, POLDIP2, CWC22, TXNLAA, ILKAP, RPL3GA,
HBS1L, CTNNBLL, CSNK2A2, CSNK2AL, DNAICS, SND1, LRRCS9, DNAICS, EED, DNAIC2, APIS, RPS27A, RELA, TOPBP1, MRTOS, TIMELESS, VAMPS, SMARCAS, DNTTIP2, STMN1, SMARCA4, ARFGAP2, HDLBP,
GLUDI, LRBA, UBE2V1, STIP1, MAPKAPK2, PTRH2, RNF160, SMARCBI, PPILA, RPLIOA, ASF18, ASF1A, AP2MI1, RABSB, RBM12B, FSCN1, MYO1D, MPHOSPH10, EPS1S, NMT1, HDAC3, HDAC2, SMARCC1,
SMARCC2, ABL1, PTGES3, KIF22, RSFL, HP18P3, LYAR, EDC4, WARS, KIF2C, DKC1, DAL, AHNAK, KIF2A, ZCCHCS, KIF14, IK, KIFL1, DDB1, TBCE, PRPF3, PRPF6, TBCB, RIF1, SNRNP20O, MAPRE2, MAPREL, OAT,
FKBPS, FKBP4, SR140, FKBP3, ARID2, IARS, TFAM, PRPFS, CEBPZ, VPS35, EHDI, GTF3C1, NSUNS, GTF3C3, SFRS13A, SAMSN1, RPP38, RAB3GAP2, TRMT2A, UTRN, AURKB, CCT3, RPP30, DDX10, ANAPC1, TXNLI,
GTPBP4, BCR, ANAPCS, SF3814, BYSL, UBR4, DCTN1, DCTN2, BAZ1A, BAZ1B, UBRS, ATPSCL, DBN1, MDH2, LMNB1, LMNB2, ALDOC, COIL, AHSG, TK1, VRK1, CLORF128, DMD, SUPV3L1, WDHD1, TKT, AARSD,
DDX6, NOP14, NSMCEAA, NOP16, CCT8, SUPTIGH, CHAF1B, ATPSB, FERMT3, CANX, HSPH1, AP2B1, SEHL, FANCI, CAP1, ATPSI, ATP6VOD1, HIST3H2BB, GOLGA2, RBBPS, RBBP4, CCNH, MBD3, RBBP7, RADS0,
FARSB, RABSA, UROD, CARHSP1, YWHAZ, MTDH, PPFIAL, FKBP1A, MIF, TOE1, MDC1, NCAPG, BAZ2A, MLLT4, UBXNL, CSNKIAL, GDI2, PDS5B, RRP12, PDSSA, RRP1S, YWHAB, BIRCS, YWHAE, YWHAG, AP2A2,
YWHAH, UBTF, AP2A1, NOPS8, ATPSA1, NOPS6, TEX10, MRPS36, SEPT2, EIFSB, EIFSA, COXANB, PDHB, TOP1, RAD21, GNL2, MYST4, GNL3, NUP133, RRP1, RRP9, CLPX, SLTM, PYCR2, SEC618, TRIM33, CSTB,
ERC1, SEPT7, DST, SEPT9, SNX9, MRPS16, ZC3H4, EEF182, BLM, DIAPHL, GRB2, THLL, SNX3, ZMYNDS, SPC24, EIF3C, EIF3D, EIF3A, EIF38, EIF3G, EIF3H, PELPL, EIF3E, CENPCL, EIF3F, NPM1, EIF3K, NP3, EIF3),
EIF3M, FN1, TSR1, SNW1, EIF4B, CORO1C, CORO1B, TRIMS, PPIG, SPTBN2, C20RF49, CYFIP1, RRS1, DNMT1, SPTBN1, TMPO, PDCDS, GLYR1, PHPTL, PUF60, PHF6, DUT, UQCRC2, COPA, OSBP, CLTA, UQCRCI,
NUP188, CLTC, PDCDA, LARP1, RANBP1, MSN, RANBP2, TPR, MDN1, W10, G38P2, MRPSS, LASIL, TARS, BPTF, LARP7, CFL1, MATR3, COPE, UTP3, NUP160, TRA28, TRA2A, HCFC1, PRKDC, RPA3, RPAL, SAFS,
SFRS2IP, GEMING, ERCC3, GEMINA, GEMINS, TCP1, NUP153, SAP30BP, NUP155, TUBGCP2, PARK7, RPAP3, MPG, THRAP3, PSPC1, NGDN, ZC3H11A, RPLIS, KIFC1, RPL17, RPL1S, RPL14, RPL13, SURF6, RPL1S,
XRCC, INTSL, STOML2, RANGAPL, HIFX, ZNF638, INTS3, XRCCL, CIAPINY, SSR1, HIST1H2BO, WDR7S, CDCAS, WDR77, LUCTL2, LSM2, LUCTL3, KRR1, EMG1, HMG20A, EIF253, CCDC137, PCML, AAAS, EIF251,
EIF252, UBLAA, RPS13, FLI|, MYO18A, HSPAIA, DIDO1, HADHA, C30RF10, RPS26, RPS28, CACYBP, NUDC, MEPCE, RPS24, UNCASA, ZNF622, CCDC86, MKI67, PCNT, NUF2, RPS9, WDRT0, RPS6, RPS8, GCFCL, FXR1,
UPF38, MAP4, RGIMTD1, NAPILL, QARS, NAP1L4, HIST2H2AB, DYNLLL, WDR33, SYMPK, SRPK2, STX4, ARHGEF2, ARHGEF1, EXOSC9, C210RF70, EXOSCS, EXOSC2, TPX2, FLNC, FLNB, FLNA, SRPK, SMIN1, RRM2,
NUP205, CAND1, RUVBL2, WDRA3, WDR46, KIAA1429, NACA, HISTIH2AG, WRNIP1, POLAL, BCCIP, KIAAO776, NUMAL, RPL30, EZR, WDR18, REXO4, RPL31, RPL34, NUP210, CSDE1, TCEAL, HSD17B4, NMD3,
NSA2, SHMT2, HISTIH2BH, PAKLIP1, ZNF24, RPL26, PPPIR1O0, RPL24, ACLY, RPL28, RPL29, RPL21, PESL, EIF6, XPOL, CHERP, RNMT, XPOS, CAPZA2, EIFS, CNOTA, IQGAP1, VCL, DDX27, EBNALBP2, ANKI,
SMARCD2, DDX23, DDX24, PSIPL, EIF1, DDX21, DDX20, RPN2, RPRD1B, ASPM, SNRPAL, ACTNA, MTA2, NUDTS, MTAL, ARID1A, EEF2, HNRNPU, DDX39, ARPCLB, PA2G4, SMARCEL, MFAP1, YARS2, BAT3, EP400,
UBAS2, NMNATL, BAT1, HMGB1, HMGB2, OTUDGS, SNRPB2, ANLN, HNRNPL, DDX47, TROVE2, DDX46, NIPBL, HNRNPK, RPL7, RPL6, RPLS, RPL3, RPLS, HSPEL, HNRNPC, RPLA, DDX41, DDX42, SMCHDL, NIN,
EPBA1, ARID3A, MYL12B, RPL23A, DOCKS, WHSC2, RBMX, SAFB2, HSPBP1, DDXS6, VCP, PLK1, TSC2, GTF2F2, DDXS0, DDXS4, DDXS2, MYH10, DDXS1, DEK, RPS2, PRDX1, GPKOW, RPS3A, CDKSRAP2, LBR, SARS,
CDK9, NUSAP1, KTN1, NUPS, CDK7, PBK, CDC5L, KIDINS220, RPSAX, NCL, ZFR, HMGAL, VASP, CDK2, PURA, COBRAL, PPM1G, FAM1204, IPO7, PRDXS, IPO4, IPOS, UCHL3, CPSF3, CPSFL, LCP1, STON2, BCLAFL,
RNH1, NUP93, CDC73, ESYT2, GCN1LL, ESYT1, CHD7, CCDC124, SEC228, CHD1, PAFAH1B2, HSPAS, HSPAS, CHDA, TSEN34, HBD, HSPAS, PDCD11, PNO1, ANXAL, SMCS, SMC6, DRG2, COTLL, PWP2, FBL, SMC3,
SMIC4, ANXA2, RDH11, ORC3L, TSFM, PDC, SMPD4, VAP, U2AF2, PDLIMA, SRP6S, PDLIM1, CD2AP, GOT2, SFRS6, SFRS7, SFRS4, SIN3A, SFRSS, PRIM2, H2AFY, H2AFX, SUPTSH, EIF284, EIF285, CLNS1A, YY1, POLE,
TBRGA, SFRS1, ESCO2, SFRS3, RICBA, SFRS2, RFC3, GAPVD1, MAD2LL, NOP2, RFCL, HUWEL SERBP1, RARS, SRP72, NUP43, ADD1, SUPT6H, TALDO1, MRE11A, NOC3L, BOPL, IGF28P3, CAPZB, CDC37, PIN,
MOV10, TPI1, MACF1, CEP170, NUPSO, PBRM1, EMD, SUB1, S100A11, CDC23, YTHDC2, PMFL, CDC27, CKMT1A, TMOD3, UTP14A, UTP20, ADAR, ABCF1, COPS2, ABCF2, AP1B1, UTP18, COPS3, CCNTL, TRMTL,
ACTR3, PARN, ATAD3A, BAG2, DYNC1HL, TOP2B, TOP2A, AP381, TFIP11, PRPF31, POLRLE, POGZ, INPPLL, FLOT2, SLC25A6, FLOTI, POLR1A, POLRIC, HERC2, SPEN, HERCL, GMPS, NOC2L, TRAPL, GTF2I, NOL10,
RBM39, PRPF38A, USP7, RBM34, SHROOMS3, ECH1, RPL27A, POLR2C, BMS1, STAU2, PDAPL, STAUL, PRPF19, SUMOL, SET, CD28P2, GATAD2A, FASN, GATAD2B, AP3D1, AATF, ACTLEA, SNRNP70, RBM27, REM28,
RBM26, CLIORF21, RRBP1, NASP, ILF3, POLR3B, PSMD14, TJP1, HYDIN, PSMD13, ILF2, PPP1RS, PSMD11, ATP6VLEL, PGK1, CIT, RBMLS, PAICS, RBM17, CBX3, CBX1, PNN, CBXS, TBC1D15, SRRM1, ACINI, RBM10,
MLL2, ARGLUL, EFTUD, PPP1CC, RSL1DL, SUZ12, MAPAK4, PSMAG, PSMAS, PSMA3, SNRPA, MYLE, PPMEL, NAPG, STRAP, COPZ1, PNPTL, KEAPL, ATPEV182, TRRAP, UBACL, PSMA7, FTH1, C120RF11, BTF3,
CLASP1, CLASP2, STRBP, CSTF2, TBL2, CKAPS, PTPN2, RNPS1, S5B, HEATR1, WRN, SUGTL, CTR9, PSMC4, PSMC3, PSMCL, CPNEL, WDR3, CPNE3, AHCYL2, PTPN1, WDR1, SMC1A, CSTF1, DAP3, HISTAH4, TLNI,
TLN2, MKIGTIP, BZW2, BZW1, SBDS, URBI, PSMD, PSMD2, PSMD4, PSMD7, KPNB1, FTSI3, NOLG, ELP3, MPP1, NOL7, RING1, MCM2, STOM, CRKL, C1QBP, KPNAG, PSME3, KPNA4, KPNA3, KPNA2, KPNAL,
SBNO1. USPOX. NDUFRS. TPM3. RGS10. UTP111. PPPIR12A. THYN1. APFX1. TNPOT. TNPO3. FNOT. MSHG. NDUFAT. CFNPE. KIF18B. GPI. PSMIG1. SON. CFNPV. SPTANT

KIFC1, SURF6, PPP2RSD, LSM, XRCCS, LSM7, INTSL, SYNCRIP, H1FX, RANGAP1, ZNF638, MED22, INTS3, SART3, WTAP, XRCC1, SART1, HISTIH280, INTS9, WDRTS5, CDCAB, DHX38, MAK16, INCENP, WDR77,
LSM4, DHX36, LSM3, LSM2, STAG2, LUCTL3, TBPL1, KRR1, NDNL2, EMGL, LIG1, LIG3, HMG20A, NCAPD3, NCAPD2, UXT, AQR, PTRF, RCC2, NLE1, FLII, MYBBP1A, RAD238, KIF4A, SDADL, NHP2L1, CHCHD1,
AHCTF1, BCL2L1, DIDO, XAB2, ZNF512, NCAPG2, CACYBP, NATL0, PABPCL, SFRS14, NUDC, SFRS11, SFRS12, UNCASA, DHXE, ZC3H14, ZNF622, DHX9, CCDC86, ZC3H1S, MKI67, NUF2, TFCP2, NXFL, GCFCL,
UPF38, NOLC1, POP1, PCNA, POPA, PARP1, POP7, CRNKL1, GARI, EZH2, NAP1L1, NAP1L4, HIST2H2AB, NUBP2, ANP32A, WDR33, SRPK2, SYMPK, HIST1HIE, EXOSCS, EXOSC9, ANP328, EXOSCS, HISTIHIC,
EXOSC7, AIFM1, HISTIH1B, TTC35, EXOSC4, EXOSCS, ANP32E, EXOSC2, GTF2H4, ADNP, TPX2, EXOSC3, GTF2H3, SRPKL, GTF2H2, SMIN, EIF4A3, TAF1S, NUP20S, THOC7, CANDI, RUVBL2, THOC4, RUVBLL,
THOCS, NUP107, THOC2, WDR43, KIAA1429, THOC1, NACA, HISTIH2AG, WRNIP1, POLAL, BCCIP, SF385, FCF1, SF383, SF382, SF3B1, NUMAL, REXO4, NUP210, USP39, DHX1S, DHX16, RQCD1, WDR12, TCEAL,
FEN1, NMD3, NSA2, SSRP1, AIMP1, AIMP2, HISTIH2BH, PAKLIP1, TRIM28, ZNF24, LMINA, PPP1R10, SF3AL, SF3A3, HNRNPUL2, SFPQ, POLDIP3, POLDIP2, TCEB2, PHFSA, TCEBL, CWC22, PESL, TXNLAA, EIF6,
XPO1, RPL36A, RNMT, XPOS, SNRPD3, SNRPD1, SNRPD2, CNOT7, CTNNBLL, DDX27, DPY30, EBNA1BP2, IMP3, DDX23, SMARCD2, SND1, SMARCD1, PSIP1, EED, DDX21, DDX20, DNAICZ, IMPA, APIS, ASPM,
RPS27A, SNRPAL, ACTNS, CMAS, MTA2, RELA, GABPA, MTAL, ARID1A, TOPBP1, HNRNPR, HNRNPU, MRTO4, RCL1, DDX39, PA2G4, TIMELESS, SMARCEL, SMARCAS, DNTTIP2, BAT3, LRPPRC, EPA00, UBAS2,
SMARCAA, NMNAT1, BAT1, HMGBI, HDLBP, HMGB2, HMGB3, PPIL2, SNRPB2, UBE2V1, C140RF166, STIP1, ANLN, HNRNPL, DDX47, DDX46, NIPBL, HNRNPK, SMARCBI, PPIL4, RPLS, HNRNPC, ASF1B, DDX41,
RHOXF2, ASF1A, DDX42, GINSL, XPOT, EPB41, GINS3, ARID3A, MPHOSPH10, WHSC2, RBMX, SAFB2, HDAC3, DDXS6, HDAC2, VCP, PLK1, SMARCCL, SMARCC2, GTF2F2, DDX50, ABLL, DDX54, DDX52, DDX51,
HINT3, KIF22, RSF1, HP1BP3, HINTL, LYAR, EDC4, DEK, SKIV2L2, KIF2C, DCAF13, PLRG, GPKOW, DKCL, RPS3A, PRMTS, GTF2A2, LBR, AHNAK, KIF14, IK, DDB1, NUSAP1, CDK, PRPF3, NUPSS, IPOS, CDCSL, CDK7,
NCL, ZFR, HMGAL, PRPF4, PURA, PRPFS, COBRAL, RECQL, RIFL, IPO7, IPO4, SNRNP200, IPOS, ORCSL, CPSF3, CPSF1, BCLAF1, FKBPS, FKBP4, FKBP3, NUP93, CDC73, ARID2, HIC2, CHD7, PRPFS, CEBPZ, GTF3CS,
CHD1, MYCBP, GTF3C1, CHD4, TSEN34, GTF3C3, PDCD11, PNO1, ANXAL, SFRS13A, SMCS, SMC6, SMC2, SMIC3, FBL, PWP2, SMC4, ORC3L, RPP38, U2AF2, SRP68, AURKB, SFRS6, SFRS7, SFRSA, SFRSS, SIN3A,
H2AFV, RPP30, H2AFY, H2AFX, SUPTSH, CLNS1A, GTPBP4, PRAME, SF3814, YY1, BYSL, POLE, UBR, POLB, SFRSL, ESCO2, SFRS3, SFRS2, RFC3, RFC4, BAZLA, MAD2L1, NOP2, BAZ1B, RFCL, HUWEL, ABT1, SERBP1,
UBRS, NUP43, SUPTGH, LMINB1, LMNB2, MRE11A, NOC3L, BOP1, IGF2BP3, COIL, PIN1, VRK1, FRG1, NUPS0, PBRM1, SUPV3L1, WDHD1, EMD, NKRF, NOCAL, SUB1, S100A11, PMF1, CDC27, NOP10, RPF1, NOP14,
NOP16, SUPTIGH, UTP14A, UTP20, CHAF1B, ADAR, ENY2, COPS2, COPSS, UTP18, COPS6, COPS3, COPS4, CCNTI, VBP1, UTP15, PARN, SEHIL, FANCI, NSMCEL, HIST3H28B, TOP28, TOP2A, TFIP11, PRPF31, RBBPS,
RBBP4, POLRIE, POGZ, CCNH, POLR1D, NIP7, POLR1A, POLR1C, MBD3, POLR18, SPEN, RBBP7, RADSO, NOC2L, GTF2I, NOL10, NOLL1, SNRNPAO, RBM39, NHP2, PRPF38A, USP7, POLR2G, RBM34, MTDH, POLR2E,
POLR2J, DIMTAL, POLR2C, BMS1, STAU2, POLR28, RPP14, PRPF19, SUMO3, SUMOL, SET, TOE1, NCAPG, MDC1, GATAD2A, GATAD28, AATF, ACTLGA, SNRNP70, RBM27, RBM28, BAZ2A, BCAS2, PDSSB, RRP12,
PDSSA, NASP, ILF3, POLR3A, POLR3B, ILF2, UBTF, PPP1R8, NOPSS, NOPS6, RBM15, TEX10, RBM17, MORFALL, EIFSA, CBX3, CBX1, PN, CBXS, TOP1, RAD21, CLP1, SRRM1, ACIN1, GNL2, RBM10, MYST4, GNL3,
MLL2, NUP133, RRP1, EFTUD2, RRP9, PPP1CC, SUZ12, SLTM, RSL1D1, TRIM33, PSMAG, PSMAS, PSMA3, CSTB, SNRPB, SNRPA, SNRPF, SNRPG, BLM, STRAP, TH1L, COPS7B, KEAP1, TRRAP, PSMAT, SPC24, CSE1L,
PELP1, PSMB3, EIF3E, CENPC1, NPM1, EIF3K, BTF3, NPM3, MAFG, TBL3, CSTF2, TSR1, RNPSL, SSB, SNW1, ABHD14B, HEATR1, WRN, TSN, CTR9, PPIE, PSMCS, PPIG, PSMC4, PSMC3, PSMC2, PSMCL, CPNEL,
WDR3, DNMT1, RRS1, TMPO, SMC1A, CSTF1, PDCDG, GLYRL, PUFEO, PHF6, DUT, HISTAH4, NUP188, MKIG7IP, PDCD4, C200RF11, URB2, URB1, CIRH1A, RANBP2, TPR, MDN1, KPNB1, FTSI3, NOL6, ELP3, NOL7,
RINGI, LAS1L, UBE2I, MCM2, SMU1, BPTF, NRM, LARP7, CFL1, PSME3, KPNAG, KPNA3, KPNA2, KPNA1, MATR3, UTP3, GLTSCR2, NUP160, TRA2B, UTP6, TRA2A, HCFC1, PRKDC, CCDCS9, RPA3, RPAL, EXOSC10,
KIAADD20, UTP11L, SAFB, THYN1, RSL24D1, SFRS2IP, GEMING, ERCC3, TNPO1, APEX1, GEMINA, TNPO3, ERCC2, ENO1, GEMINS, FAMSO0A, MSHS, NUP153, CENPF, SAP30BP, NUP155, PARK7, DIS3, MPG, SON,
PSMG2. THRAP3. CENPV. PSPC1. NGDN

MRPS36, RPL1S, RPLL7, SRP14, RPL36A, MRPS34, RPL19, RPL14, RPL13, SNRPD3, LSM6, RPL1S, SRPGS, LSM?7, SNRPD1, RPLP2, SNRPD2, SYNCRIP, SRP19, IMP3, RPL26L1, LS4, FAU, RPL10, MRPL37, LSM3, LSM2,
MRPL39, IMP4, RPS27A, RPL3GAL, MRPLS3, SNRPAI, KRR1, RPL35A, EFTUD2, RRP9, HNRNPR, HNRNPU, PA2G4, RPSIS, RPS12, SNRPB, SNRPA, RPS13, SRP72, MRPLA, MRPLAS, SNRPF, UBAS2, MRPLA3, SNRPG,
MRPS16, NHP2L1, MRPSL1, SNRPB2, RPS25, HNRNPL, RPS26, TROVE2, RPS28, HNRNPK, RPS29, RPL7, RPL6, RPLO, RPLS, RPL3, MRPLSS, RPLS, HNRNPC, RPLA, RPL10A, RPL7A, RPS21, RPS23, RPS24, MRPS27,
MRPS26, MRPS28, MRPS23, MRPS22, MPHOSPH10, RPSS, 558, MRPS21, HEATR1, RPL23A, RPS6, NOP10, RBMX, RPS8, RPS7, RPL37A, PUF60, DAP3, AR, RPS2, HNRPLL, DCAF13, DKC1, RPS3A, MRPL2, PRPF31,
MRPLL, MRPL3, MRPS5, MRPSG, MRPS7, SRPRB, RPSAX, MRPS2, CPSF3, NHP2, SRP9, RPL27A, RPL3S, RPL36, RPS15A, RPL3S, MRPLLL, RPL30, MRPLI3, RPL32, MRPLLS, RPL31, MRPL14, PRPFS, RPL34, MRPL17,
MRPL1S, SNRNP70, NSA2, RPL26, RPL27, RPL24, RPL28, FBL, RPL29, MRPL23, MRPL22, MRPL27, RPLI3A, RPL21, RPL7LL

XPOL, SRP14, RPL36A, RNMT, SURF6, XPOS, SNRPD3, LSME, TRMT2A, U2AF2, SRPES, LSM?, EIFSA, SYNCRIP, ZNF638, SRP19, SART3, SFRS6, SFRS7, IMP3, SFRS4, SFRSS, DDX18, EIF1AX, DDX24, LSM4, SRRM1,
LSM3, DDX21, DDX10, LSM2, RBM10, DHX30, KRR1, RPL3SA, SNRPAL, YARS, SF3B14, RRPS, SFRS1, HNRNPR, HNRNPU, SFRS3, SFRS2, SLTM, PA2G4, AQR, PTRF, ABT1, EIF251, SERBP1, SNRPB, SNRPA, SNRPF,
EIF2AK2, LRPPRC, BATL, SNRPG, HDLBP, NHP2L1, PABPC4, PNPT1, SNRPB2, IGF28P3, HNRNPL, MOV10, DDX47, TROVE2, EIF38, HNRNPK, DDX46, DDX49, RPL7, EIF3G, RPLS, NPM1, PPILA, RPLS, HNRNPC, STREP,
PABPCL, DDX41, SFRS11, DDX42, XPOT, ZC3H14, DHX9, CSTF2, RBM128, RPS9, SSB, RPL23A, RNPS1, NXF1, RBMX, RPF1, FXR1, DDX6, SAFB2, EIF4B, PPIE, DDXS6, UPF38, DDX50, CPNEL, DDX54, DDX52, PUFO,
ADAR, DDX51, GARL, MKI67IP, PDCDA, HNRPLL, LARP1, PARN, DKC1, NOLG, PRPF31, EXOSCS, EXOSCY, EXOSC, EXOSC7, NIP7, EXOSCA, EXOSCS, EXOSC2, G3BP2, EXOSC3, CDCSL, SPEN, RPSAX, NCL, ZFR, SMN1,
EIF4A3, TAFLS, FAM120A, LARP7, EIF4AL, THOC7, THOCA, RBM39, THOCS, THOC2, CPSF3, NHP2, MATR3, CPSFL, SRP9, THOC, POLR2G, RBMI34, TRA2B, TRA2A, SR140, DIMTIL, STAU2, STAU1, EXOSC10,
KIAADD20, SAFB, PRPFS, CSDE1, SNRNP70, RBM27, BAZ2A, RBM28, GEMINS, R8M26, CLIORF21, UPF2, AIMPL, PNO1, SFRS13A, PPPIRI0, ILF3, FBL, DIS3, SON, PPP1RS, POLDIP3, SFPQ, PSPC1, RBM15, RBM17
U2AF2, LSM6, SNRPD3, LSM7, SNRPDL, SNRPD2, SYNCRIP, WTAP, SARTI, PNN, SFRS6, SFRS7, SFRS4, SFRSS, DHX38, DDX23, SRRM1, LSMA4, LSM3, LSM2, DDX20, RBM10, LUC7L3, SNRPAL, SF3814, EFTUD2,
SFRSL, HNRNPR, SFRS3, HNRNPU, SFRS2, DDX39, AR, SNRPB, SNRPA, SNRPF, SNRPG, BAT1, NHP2L1, STRAP, SNRPB2, XAB2, DDX46, HNRNPK, FRG1, HNRNPC, PABPC1, DDXA1, SFRS14, SFRS1L, SFRS12, DHXS,
SNW1, RNPS1, RBMX, PPIE, PUF60, CRNKLL, SKIV2L2, PLRG1, ZCCHCE, TFIP11, SRPK2, PRPF31, PRPF3, CDCSL, PRPF4, SRPK1, SMIN1, PRPF6, EIF4A3, SNRNP200, THOC7, THOCA, SNRNPAO, THOCS, RBM39, THOC2,
THOCI, KIAA1429, PRPF38A, TRA2B, TRA2A, SF3BS, SF3B3, SF3B2, PRPF19, SF3B1, PRPFS, USP39, DHX1S, DHX16, SFRS2IP, GEMING, RBM28, GEMING, GEMINS, BCAS2, SFRS13A, SF3AL, SF3A3, PPPIRS, SFPQ,
PHFSA, CWC22, TXNLAA, RBM17

RNMT, U2AF2, LSM6, SNRPD3, LSM7, SNRPD1, SNRPD2, SYNCRIP, WTAP, SARTL, PNN, SFRS6, SFRS7, SFRS4, SFRSS, DHX38, DDX23, CLP1, SRRM1, LSM4, LSM3, DDX20, LSM2, RBM10, LUC7L3, SNRPAL, SF3814,
EFTUD2, SFRS1, HNRNPR, SFRS3, HNRNPU, SFRS2, DDX39, AR, SNRPB, SNRPA, SNRPF, SNRPG, BAT1, NHP2L1, STRAP, SNRPB2, XAB2, DDX46, HNRNPK, FRG1, HNRNPC, PABPC1, DDX41, SFRS14, SFRS11,
SFRS12, DHX8, CSTF2, SNW1, RNPS1, RBMX, PPIE, CSTFL, PUF60, ADAR, CRNKL1, SKIV2L2, PLRG1, ZCCHCS, TFIP11, SRPK2, SYMPK, PRPF31, PRPF3, CDCSL, PRPF4, SRPK1, SMINL, PRPFS, EIF4A3, SNRNP200,
THOC7, THOC4, SNRNP4O, THOCS, RBM39, CPSF3, THOC2, CPSFL, PRPF38A, THOCI, KIAAL429, TRA2B, TRA2A, SF385, SF3B3, SF382, PRPFL9, SF3B1, PRPFS, USP39, DHX1S, DHX16, SFRS2IP, SNRNP70, GEMING,
RBM28, GEMINA, TSEN34, GEMINS, BCAS2, SFRS13A, SF3AL, SF3A3, PPPIR, SFPQ, PHFSA, CWC22, TXNLAA, RBM17

EIF6, RPLLS, RPLL7, RPLLY, RPLL3, EIFS, HBSIL, EIFSB, EIFSA, RPLP2, QARS, EIF2A, RPS2, WARS, RPS3A, EIFLAX, RPL10, FAU, EIF1, RPS27A, EIF284, EIF2B5, RPL3GAL, RPL3SA, YARS, MRPL3, SARS, EIF2S3, EEF2,
RPSAX, EIF4A3, TARS, DHX29, EIF251, RARS, EIF252, RPS1S, EIF4AL, FARSB, RPS12, RPS13, YARS2, EEFLD, UBAS2, TUFM, EEF182, RPS15A, RPL36, RPS25, IARS, EIF3C, RPS26, EIF3D, EIF3A, RPL30, RPS28, EIF38,
EIF3G, RPL7, RPL32, RPS29, RPL31, EIF3H, RPLS, EIF3E, RPLY, EIF3F, RPLS, EIF3K, RPL3, EIF3L, RPLS, RPL7A, EIF3), RPS21, RPS23, EIF3M, RPS24, AIMP1, AIMP2, RPL26, RPL27, RPS9, RPL24, ETF1, RPS6, EIF2B1,
RPSS, RPL29, RPS7, EIF4B, GSPTL, RPLI3A, TSFM, RPL21

RPL1S, MRPS36, RPL17, RPL36A, MRPS34, RPL19, RPL14, RPL13, RPL1S, RPLP2, RPS2, IMP3, RPS3A, RPL26L1, RPLLO, FAU, MRPL37, MRPL39, RPS27A, RPL3GAL, MRPLS3, MRPL2, RPL35A, MRPLL, MRPL3, MRPSS,
MRPS6, MRPS7, RPSAX, MRPS2, RPS15, RPS12, RPS13, MRPLAS, MRPLAS, MRPLA3, UBAS2, MRPS16, MRPS11, RPL27A, RPL3S, RPS15A, RPL36, RPL38, RPS25, MRPL11, RPS26, MRPL13, RPL3O, RPS28, RPL7,
MRPLLS, RPS29, RPL32, RPL31, RPLG, MRPL14, RPL34, MRPLL7, RPLO, RPLS, RPL3, MRPLSS, MRPL1S, RPLS, RPLA, RPL10A, RPL7A, RPS21, RPS23, RPS24, MRPS27, MRPS26, MRPS28, MRPS23, MRPS22, RPL26,
RPL27, RPS9, MRPS21, RPL24, RPL23A, RPS6, RPL28, RPSS, RPL29, RPS7, MRPL23, MRPL22, RPL13A, MRPL27, RPL21, RPL7LI, RPL37A, DAP3.

CRNKL1, SNRPD3, U2AF2, SNRPDL, SYNCRIP, SNRPD2, SKIV2L2, SARTL, PNN, DHX38, PLRG1, DDX23, SRRM1, LSM3, DDX20, LSM2, ZCCHCB, TFIP11, PRPF31, SNRPAL, EFTUD2, PRPF3, CDCSL, SFRS1, PRPF4,
HNRNPR, HNRNPU, SMIN1, PRPFS, EIF4A3, AQR, SNRNP200, SNRPB, SNRPA, THOCA, SNRNPAO, SNRPF, BAT1, PRPF38A, SNRPG, NHP2L1, STRAP, SNRPB2, SF3B5, XAB2, SF383, SF3B2, PRPF19, SF3B1, HNRNPK,
FRG1, PRPFS, HNRNPC, PABPCL, GEMING, DDX41, RBM28, GEMIN, GEMINS, SFRS12, DHXS, BCAS2, SNW1, RBMX, SF3A1, SF3A3, PPIE, PPP1RS, PHFSA, CWC22, RBM17

RPL1S, KIFC1, LSM6, PPP2RSD, PGD, ASCC1, STOML2, SYNCRIP, VPREP, RANGAP1, SART3, CIAPINL, CDCAB, INCENP, WDR77, DHX36, DHX30, TBPL1, YARS, NDNL2, KIFSB, PCM1, NCAPD2, UXT, UNC13D, PTRF,
DHX29, RCC2, ASCC3, KIAALS24, RPS12, FLII, MYBBP1A, MYO18A, RAD238, OSTF1, KIF4A, AHCY, DNAH14, PABPCA, AHCTFL, HSPALA, DIDO1, SCRIB, C3ORF10, PFN1, CACYBP, PABPC1, NUDC, UNCASA, FH,
ZNF622, DHX9, ZC3H15, PCNT, ACACA, RPS9, NXF1, SEPT11, RPSS, FXR1, UPF38, NOLC1, CRNKL1, QARS, AASDHPPT, DYNLL1, NUBP2, DYNLL2, COPB1, ANP32A, SYMPK, SRPK2, EXOSC8, ARHGEF2, ARHGEF1,
EXOSC9, EXOSC6, EXOSC4, ANP32E, TPX2, EXOSC2, EXOSC3, FLNC, FLNB, FLNA, SMINL, SRPK1, EPBA1L2, SERPINBY, EIF4A3, SERPINB6, RRM2, CLICS, TXN, THOC7, USP20, RUVBL2, THOC4, THOCS, RUVBLL, SRPS,
THOCL, SNAP29, NACA, EEAL EZR, CSDEL, LYPLALL, NMD3, UPF2, AIMP1, EPPKL, AIMP2, ACLY, TRIM25, ETF1, CSNK1D, EIF6, XPO1, SRP14, RPL36A, ILKAP, CHERP, XPOS, CAPZAL, SRP19, VCL, ANKI, SND1,
DDX20, APIS, ASPM, RPS27A, ACTN4, RELA, MTA1, TOPBP1, EEF2, HNRNPR, HNRNPU, ARPC18, PA2GA, COPG2, STMN1, UBAS2, ARFGAP2, HDLBP, CLAORF166, ARPCA, ANLN, STIP1, HNRNPL, TROVEZ, HNRNPK,
ARPC2, RPLE, RPL3, RPLS, XPOT, EPBA41, NIN, FSCN1, ARID3A, SAFB2, EPS15, NMT1, VCP, TSC2, SPTAL, ABL1, PTGES3, HINT3, HINT1, EDC4, PRDXL, KIF2C, WARS, RPS3A, PRMTS, CDKSRAP2, KIF2A, KIF14, DDB1,
SARS, TBCE, NUSAP1, IPO9, NUPSS, CDCSL, RPSAX, NCL, PMM?2, ZFR, VASP, PPM1G, FAM1204, RIF1, TBCB, TBCA, PRDX, IPO7, IPO4, IPOS, DDT, UCHL3, MAPRE2, MAPREL, LCP1, STON2, BCLAF1, FKBPS, FKBP4,
HAUS1, RNH1, IARS, CHD1, MYCBP, VPS35, PAFAH1B2, HSPA, SFRS13A, ANXAL, DRG1, DRG2, COTLL, SMC2, SMC4, PDC, RAB3GAP2, UTRN, SRP68, CCT2, PDLIM1, AURKB, CCT3, CD2AP, MYDBS, ATXN10,
CLNS1A, TXNL1, BYSL, UBR4, SFRS1, DCTN1, RIC8A, DCTN2, MAD2L1, HUWEL, RARS, SERBP1, SRP72, DBN1, ADD1, TALDOL, IGF28P3, ACAT2, CAPZB, CDC37, TK1, MOV10, MACF1, CEP170, DMD, S100A11, PPAL,
DDX6, CCT7, CCTS, CCT4, CCT8, TMODS, CHAF18, ADAR, COPS2, COPSS, COPS6, COPS3, COPS4, VBP1, ACTR3, HSPH1, PARN, TOP2B, DYNC1H1, TOP2A, TFIP11, ABCEL, INPPL, HERC1, GMPS, GTF2, FARSS,
UROD, PPP6C, CARHSP1, YWHAZ, SHROOM3, MTDH, PPFIAL, FKBP1A, HPRTL, STAU2, MIF, STAUL, SUMO3, SUMOL, SET, CD2BP2, NCAPG, FASN, AP3D1, RBM27, CSNK1AL, UBXN, GDI2, NASP, YWHAB, ILF3,
YWHAE, YWHAG, ILF2, PPP1RS, CIT, PGKL, SEPT2, EIFSB, EIFSA, RPL3GAL, PPPLCC, PSMAB, PSMAS, PSMA3, CSTB, ERCL, SEPT?, DST, ANKFY1, SEPTS, STRAP, DIAPH1, COPZ1, COPS78, KEAP1, UBACL, PSMA?,
EIF3C, EIF3D, EIF3A, EIF38, CSE1L, EIF3G, EIF3H, PELP1, PSMB3, MTPN, EIF3E, EIF3F, EIF3K, EIF3L, CLASP1, EIF3), STRBP, CLASP2, EIF3M, PTPN2, ABHD148, RNPS1, TSN, CORO18, PSMCS, TXNDC17, PSMC4,
PSMC3, PSMC2, PSMC1, SPTBN2, SPTBN1, CYFIP1, WDRL, PHPTL, PDCDE, COPA, TLN1, OSBP, TLN2, PDCD4, SBDS, NUDT16L1, ACOT13, MSN, KPNB1, ZW10, ELP3, G38P2, TARS, SMUL, BPTF, ARCN, CFL1,
PSME3, KPNAG, KPNA3, COPG, KPNA2, KPNAL, COPE, GLRX3, USP9X, HCFC1, TPM3, EXOSC10, PPP1R12A, GEMING, TNPO1, GEMIN4, GEMINS, ENO1, TNPO3, TCP1, CENPF, TUBGCP2, PARKT, DIS3, GPI, PSMGL,
PSPCL, CENPV. NGDN. SPTAN1

RPLLS, RPLL7, RPL1, RPL13, RPLP2, RPS2, RPS3A, FAU, RPL10, RPS27A, RPL3GAL, RPL3SA, MRPL3, RPSAX, RPS1S, RPS12, RPS13, UBAS2, RPL36, RPS15A, RPS25, RPS26, RPL30, RPS28, RPS29, RPL32, RPLY, RPLS,
RPL31, RPLO, RPLS, RPL3, RPLS, RPL7A, RPL4, RPS21, RPS23, RPS24, RPL26, RPS9, RPL27, RPL24, RPS6, RPSS, RPS7, RPL29, RPL13A, RPL21, RPL37A

‘GAR1, UTP18, LSMS, UTP6, UTP15, BOP1, FCF1, DIMTAL, EXOSC10, DCAF13, IMP3, UTP11L, DKCL, FRG1, TFB2M, WDR12, IMP4, FTSJ3, NSA2, KRR1, PDCD11, EXOSCS, EXOSCS, RRPL, EXOSC6, EXOSC7, EMG1,
EXOSC4, EXOSCS, MPHOSPH10, EXOSC2, EXOSC3, HEATR1, RRP9, NOP10, RPF1, FBL, DIS3, NOP14, EIF4A3, DDXS6, PA2G4, PES1, NHP2, DDX51

SDAD1, GAR1, BOP1, FCF1, BMS1, DCAF13, EBNA1BP2, IMP3, SBDS, DKCL, FRG1, WDR12, RSL24D1, GNL2, IMP4, NSA2, KRR, GTPBP4, TSRL, EMG1, NIP7, BYSL, MPHOSPH10, HEATR1, NOP10, RPF1, MRTO4,
NOP14, RCL1, DDXS6, RRS1, NOPS8, NOPS6, PES1, UTP14A, NHP2, DDX51

XRCCS, SKIV2L2, DDX27, DDX18, DDX23, DHX38, DHX37, DDX24, DHX36, DDX21, DDX10, DDX20, DHX30, DDX39, EIF4A3, RECQL, DHX29, ASCC3, SNRNP20D, EIF4A1, SMARCAS, RUVBL2, RUVBLL, EP400,
SMARCA4, BAT1, BLM, MOV10, DDX47, DDX46, CHD7, DDX49, DHX15, DHX16, CHD1, SUPV3L1, DDX41, ERCC3, CHD4, DDX42, ERCC2, DHX8, DHXS, YTHDC2, WRN, DDX6, DDX56, GTF2F2, DDX50, DDX54, DDX52,
DDX51

798

959

656

145

107

117

95

95

71

430

49
45
37

52

4.23 0

1.84 5.40E-134

2.14 5.45E-101

7.26 2.08E-87

4.81 6.48E-76

7.15 1.56E-62

6.29 7.29e-61

7.06 1.81E-54
7.06 1.81E-54

8.26 3.55E-46

1.80 8.36E-37

9.38 9.87E-35
10.30 1.75E-34

10.77 5.86E-29

5.42 7.15€-22
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Supplementary Table 2 (cont.) | Functional enrichment analysis of proteins differentially enriched in integrin adhesion complexes.

Count (proteins ___Fold __ Corrected P
Cluster" Term®® Proteins® perterm)  enrichment  value
Active Mitosis KIFC1, SEPT2, AURKB, CD2AP, KIF2C, CDCAB, RAD21, SEH1L, INCENP, DYNCIHL, STAG2, ASPM, ZW10, ANAPC1, ARHGEF2, KIF11, ANAPCS, NUSAP1, UBE2I, CDK2, NCAPD3, NCAPD2, MAD2L1, RCC2, TIMELESS, 59 4.50 2.26E-20
MAPRE2, ANAPC7, RUVBLL, MAPREL, NUPA3, SEPT7, USP9X, HAUSL, ANLN, SPC24, NUMAL, C120RF11, NCAPG, NCAPG, CLASP1, CLASP2, NUDC, CSNKIAL, SSSCAL, PDSSB, PDSSA, CKAPS, NUF2, CENPF,
CDC23, PMF1, SMC2, SMC3, SMC4, PLKL, CENPV, SMC1A, CIT, TXNLAA
Active Cell division KIFC1, SEPT2, CCNT1, AURKB, CD2AP, KIF2C, CDCAS, RAD21, ATAD3B, SEH 1L, INCENP, STAG2, ASPM, ZW10, ANAPC1, ARHGEF2, KIFL1, ANAPCS, LIGL, LIG3, NUSAP1, UBE2I, CDK7, PPPICC, NCAPD3, CDK2, 68 3.60 8.56E-18
NCAPD2, MAD2L1, TIMELESS, RCC2, MAPRE2, MAPREL, ANAPC7, RUVBLI, NUP43, SEPT?, SEPTS, CKS1B, USP9X, HAUSL, AHCTF, ANLN, SPC24, C120RF11, NCAPG, NCAPG2, CLASPL, CLASP2, NUDC, CSNK1AL,
SSSCAL, PDSSB, PDSSA, CKAPS, NUF2, CDC23, CENPF, PMFI, SMC2, SMC3, SEPT11, SMC4, PLK1, CENPV, CKS2, SMC1A, CIT, TXNLAA
Active Cell cycle KIFC1, SEPT2, CCNTL, AURKB, WTAP, CD2AP, KIF2C, CDCAS, RAD21, SEHIL, FANCI, INCENP, H2AFX, STAG2, ASPM, ZW10, ANAPC1, ARHGEF2, RBBP4, KIF11, ANAPCS, CCNH, LIG1, LIG3, NUSAP1, UBE2I, CDK7, 91 2.76 427616
CDC5L, MCM?2, PPPICC, RADS0, NCAPD3, CDK2, ESCO2, NCAPD2, MAD2LI, TIMELESS, RCC2, RIF1, MAPK3, MAPRE2, PSMIE3, MAPREL, RUVBL1, ANAPC7, SEPT, NUP43, SEPTS, PPPGC, CKS18, USPOX, HAUSI,
HCFC1, AHCTF1, BCCIP, ANLN, CDC73, PINI, SPC24, NIPBL, C120RF11, SMARCBL, MDCI, NCAPG, NCAPG2, CLASP1, CLASP2, NUDC, CSNKIAL, SSSCAL, ERH, PDS5B, MKI6?, PDSSA, CKAPS, NASP, NUF2, CDC23,
CENPF, PMFL, SMC2, SMC3, SEPT11, SMC4, PLK1, CKS2, CENPV, SMC1A, CIT, CHAF18, TXNL4A
Active Mitochondrion MRPS36, MRPS34, 0GDH, COXSA, PDHB, GOT2, PGAMS, RPL10, MRPL37, TFB2M, MRPL39, PDHAL, DHX30, MRPLS3, LYRM, PECI, CLPX, COX6C, PYCRL, PTRF, DLD, ATPSCL, ATPIFL, YARS2, MRPLAS, MRPLAS, 131 2.20 3.09E-15
LRPPRC, MDH2, MRPLA3, MRPS16, GLUD1, MRPS11, PNPT, BCL2L1, PTRH2, HADHA, HADHB, COX6B1, MRPLSS, HSPEL, SUPV3LL, FH, MRPS27, MRPS26, ATPS.2, MRPS28, MRPS23, MRPS22, MRPS21, DLAT,
AFG3L2, VDAC2, IDH3A, PPIF, CKMTIA, USMGS, PTCD3, NDUFVL, NDUFV2, DAP3, DUT, UQCRC2, UQCRCL, ATPSB, CYC1, RGIMTD1, PRDX3, UGCRQ, ACOT9, MTHFD2, LONP1, NDUFS8, ACOT13, ATPSL, SLC25A1,
ATPSI, NDUFS3, NDUFS1, DNAIC19, MRPL2, MRPL1, ABCEI, MRPL3, ACO2, AIFM1, SLC25A6, CYCS, MRPSS, MRPS6, MRPS7, MRPS2, TRAP1, C1QBP, ALDH1B1, PMPCA, OAT, TUFM, NDUFB4, ALDH18AL, ECH1,
NDUFB9, TIMM16, TIMM13, DCI, MRPLLL, TFAM, MRPL13, MRPLLS, MRPL14, MRPLL7, MRPL1S, MYCBP, ETFB, HSPA9, DLST, NDUFAS, NDUFA2, SHMT2, NDUFA3, IMMT, NDUFA, NDUFAY, CS, ATPSFL, SDHA,
ACSM3, MRPL23, MRPL22, MRPL27, TSFM, ATPSAL
Active ATP-binding KIFC1, CLPB, XRCC6, CCT2, AURKE, CCT3, CSNK2A2, DDX27, TOP1, CSNK2AL, DDX18, DDX23, DHX38, DHX37, CLP1, DDX24, DHX36, DDX21, DDX20, DDX10, DHX30, YARS, BCR, KIFS8, LIGL, LIG3, OLAL, MYHS, 179 1.89 1.50E-14
HNRNPU, CLPX, MAPAK4, DDX39, RFC3, RFCA, RFCL, DHX29, BAZLB, ASCC3, RARS, MAPK3, SMARCAS, YARS2, EIF2AK2, MYO18A, EPA00, BATI, SMARCAG, NMINATL, KIF4A, BLM, DNAH14, GLUDI, HSPALA,
IMAPKAPK?, TK1, HSPALL, VRK1, MOV10, DDX47, DDX46, DDX4, SUPV3LL, NAT10, DDX41, DDX42, DHX8, DHXS, MKI67, NIN, MYO1D, ACACA, YTHDC2, WRN, AFG3L2, UBE2L3, DDX6, GART, CCT7, CKMTIA,
DDXS6, CCTS, CCT4, PSMICS, PSMC4, NOLCL VCP, PLK1, PSMC3, PSMC2, CCT8, PSMC1, GTF2F2, DDXS0, HSPAL4, ABL1, DDX54, SMCIA, DDX52, MYH10, DDX51, ABCFL, KIF22, ABCF2, ATPSB, SKIV2L2, QARS,
ACTR3, KIF2C, WARS, HSPH1, ATAD3A, LONP1, ATAD3B, NUBP2, TOP28, DYNC1H1, MDN1, TOP2A, KIF2A, KIF14, SRPK2, ABCEL, KIFL1, SARS, PI4KA, CDK9, UBE2I, MCM2, CDK7, PBK, GMPS, RADSO, CDK2, SRPK1,
TRAPL, TARS, EIFA3, RECQL, EIF4AL, SNRNP200, FARSB, ORCSL, RUVBL2, RUVBL1, TOP3B, DNAHS, ALDHIBAL, WRNIPL, PRKDC, BMISL, IARS, CHD7, DHX15, DHX16, CHD1, HSPAS, ERCC3, EHD, CHDA, HSPAS,
ERCC2, HSPAY, CSNK1AL, MSHB, TCP1, SMCS, KIF18B, SMIC6, ACLY, SMIC2, SMC3, SMC4, ACSM3, CSNKLD, THRAP3, ATPSAL, PGKL, CIT, PAICS
Active Initiation factor EIF6, EIFS, EIFSB, EIF2A, EIFC, EIF3D, EIF3A, EIF38, EIF3G, EIF3H, EIF1AX, EIF3E, EIF3F, EIF3K, EIF3L, EIFL, EIF3), EIF284, EIF3M, EIF285, EIF2S3, EIF281, EIF4B, DHX29, EIF2S1, EIF2S2, EIFAAL 27 7.25 5.90E-14
Active mMRNA transport  ENY2, XPO1, NUP160, EIFSA, AHCTFL, NUP93, NUP188, SEHLL, NUP210, NUPS0, RANBP2, TPR, NUP133, NUP153, G38P2, NUPES, NXF1, NUP15S5, EIF4A3, UPF38, NUP20S, THOC7, THOCA, THOCS, NUP107, 30 5.66 3.24E-12
THOC2, NUP43, LRPPRC, THOCL, BATL
Active Chaperone PTGES3, FKBPS, VBP1, CCT2, HSPATA, TIMM13, CCT3, CANX, CDC37, DNAICS, BAG2, DNAICS, NPM1, NPM3, HSPEL, ASF1B, DNAIC2, ASF1A, MON1, DNAICIS, HSPAS, HSPAS, UNCASA, ABCE1, TCP1, TBCE, 3 3.80 2.55E-11
RBBP7, PARK7, CLPX, PSMG3, CCT7, TRAP1, PFON2, PSMG, CCTS, PFDN1, CCT4, PSMG2, TBCB, TBCA, PFDNG, CCTS, THOCA
Active Transit peptide UQCRC2, UQCRC1, ATPSB, CYCL, RGIMTD, PRDX3, COXSA, OGDH, PDHB, ACOTS, GOT2, MTHFD2, LONP1, NDUFSS, MRPL37, TFB2M, SLC25AL, PDHAL, NDUFS3, NDUFS1, MRPLS3, MRPL2, MRPLL, ACO2, 82 241 1.02E-10
AIFM1, MRPS7, PECI, CLPX, TRAP1, C1QBP, ALDH1B1, DLD, ATPSCI, ATPIFL, YARS2, MRPLAS, MRPLAS, OAT, PMPCA, LRPPRC, MDH2, MRPLA3, TUFM, MRPS16, ECH1, GLUD1, MRPS11, PNPTI, PTRH2, DCI,
HADHA, HADHB, MRPL11, TFAM, MRPLLS, MRPL14, MRPL17, MRPLSS, MRPLLS, SUPV3LL, FH, HSPAY, DLST, MRPS26, SHIMT2, MRPS28, CS, ATPSF1, DLAT, IDH3A, SDHA, PPIF, ACSM3, CKMT1A, MRPL22, PTCD3,
TSFM, NDUFVL, NDUFV2, ATPSAL, DAP3, DUT
Active Nucleotide-binding  KIFCL, XRCC6, CCT2, CCT3, AURKB, DDX18, DHX3, DHX37, DHX36, DDX10, DHX30, GTPBP4, YARS, BCR, KIFSB, LIGL, LIG3, EIF253, OLAL, MYHS, RFC3, RFC4, BAZ1B, DHX29, RFCL, ASCC3, RARS, MAPK3, EIF2AK2, 201 167 1.06E-10
MYO18A, KIF4A, DNAH14, HSPALA, TK1, HSPALL, MOV10, VRK1, NAT10, SUPV3L1, DHXS, DHX9, MKIG7, ACACA, YTHDC2, AFG3L2, UBE2L3, VDACZ, SEPTL1, DDX6, GART, CCT7, CCTS, CKMT1A, CCT4, NOLCL,
CCT8, HSPAL4, ABCF1, ABCF2, ATPSB, QARS, ACTR3, HSPH1, ATAD3A, LONP1, ATAD3B, NUBP2, SRPR, TOP2B, DYNCLH1, TOP2A, ABCEL, SRPK2, PI4KA, GMPS, RADSO, SRPKL, TRAP1, EIF4A3, EIF4AL, RABSA,
FARSB, RUVBL2, RUVBL1, TOP38, TUFM, ALDH1EAL, WRNIPL, BMSL, DHX15, DHX16, CSNK1AL, ACLY, ACSM3, CSNK1D, ATPSAL, CIT, PGK1, PAICS, SEPT2, CLPB, EIFS, HBS1L, EIFS8, CSNK2A2, DDX27, TOPL,
CSNK2AL, DDX23, CLP1, DDX24, DDX21, DDX20, GNL2, GNL3, EFTUD2, EEF2, HNRNPU, CLPX, MAP4K4, DDX3, SMARCAS, YARS2, SEPTZ, EPA00, SEPTS, BAT1, NMNAT1, SMARCAA, BLM, GLUDL, MAPKAPK2,
DDX47, DDX45, DDX49, DDX41, DDX42, RABSB, NIN, MYO1D, WRN, DDXS6, PSMICS, PSMCA, VCP, PLKL, PSMC3, PSMIC2, GTF2F2, PSMCL, DDX50, DDX54, SMC1A, ABLL, DDX52, DDX51, MYHI0, KIF22, SKIV2L2,
WARS, KIF2C, MDNI, KIF2A, KIF14, KIF11, SARS, CDK9, UBE2I, SRPRB, CDK7, MCM2, PBK, CDK2, RECQL, TARS, SNRNP200, ORCSL, DNAHS, PRKDC, IARS, CHD?, CHD, HSPAS, ERCC3, EHDI, CHD4, HSPAB, ERCC2,
HSPAS, MSHS, TCP1, SMCS, KIF188, SMIC6, DRG1, DRG2, SMIC2, SMIC3, SMCA, GSPT1, THRAP3
Active Isopeptide bond ~ ABCFL, HISTAH4, SYNCRIP, VPRBP, RANGAP1, OGDH, UQCRQ, HISTIH2BO, HIST2H2AB, TOPL, H2AFV, FANCI, RPLLO, H2AFY, H2AFX, RPN2, RANBP2, ACIN1, HIST3H288, PSMD?, KPNBL, RPS27A, CULL, KIF14, 63 2.76 1.99E-10
RBBP4, ACO2, ACTNG, HISTIHIC, LIGL, KTN1, UBE2), RBBP7, TARS, PSMAG, SNRNP200, CPSF3, DST, UBAS2, HMGBL, HISTIH2AG, DIAPH1, WRNIPL, SUMO3, PFN1, SUMOL, SET, HNRNPK, NPM1, HNRNPC,
RBM27, FN1, MAFG, HISTIH28H, ANXAL TRIM2S, PARK7, RPL29, HDAC3, CCT8, PSMCL, PCNA, SSR4, ADAR
Active Cytoskeleton KIFCL, SEPT2, CAPZAL, UTRN, STOML2, PDLIM1, RANGAP1, AURKB, CD2AP, VCL, CDCAS, ANKI, INCENP, CLNS1A, KIFSB, UBR4, TOPBP1, PCM1, DCTNL, DCTN2, ARPCLB, UXT, RCC2, FLII, SEPT7, DST, MYO18A, 97 213 9.77€-10
ADD1, SEPT, KIF4A, DIAPH, DNAH14, ANLN, ARPC4, CL4ORF166, CAPZB, C3ORF10, PFN1, MACFL, ARPC2, CEP170, DMD, CLASPL, CLASP2, NUDC, NIN, EPB41, PCNT, SEPT11, CORO18, SPTBN2, TMOD3,
SPTBN1, SPTAL, WDR1, ABLI, TLN1, TLN2, ACTR3, KIF2C, NUBP2, CDKSRAP2, MSN, KIF2A, ZW10, KIF14, SYMPK, ARHGEF2, INPPLL, TPX2, TBCE, NUSAP1, NUPSS, FLNC, FLNB, VASP, FLNA, EPB41L2, RIF1, TBCB,
TBCA, CLICS, CFL1, MAPREL, RUVBLL, LCP1, SHROOM3, HAUS1, TPM3, EZR, CSNK1AL, EPPK1, CENPF, COTL1, TUBGCP2, CENPV, SPTANL.
Active Host-virus XPO1, COPS6, VAPB, CCNT1, SYNCRIP, VPRBP, APOBEC3C, TOP1, SNDI, COPBI, GTF2A2, PSIP1, KPNBI, ABCE1, RELA, DDBI, SLC25A6, UBR4, UBE2I, SPEN, HMGAL, SRPKL, C1QBP, IPO7, MAPK3, IPOS, PSMA, 56 2.74 5.72E-09
interaction THOCA, EIF2AK2, KPNA2, KPNAL, USP7, POLR2E, NACA, GRB2, POLAL, HCFC1, PSMAT, SF382, HNRNPK, SMARCB1, PSMB3, NPM1, ERCC3, TNPO1, HSPAS, ERCC2, CCDC86, TRIM2S, NXF1, YWHAE, FBLN1, PSMC3,
PSMIC2, TCEBL, RBM15
Active Proteasome RAD238, PSMA7, PSMD14, PSMD13, PSMCS, PSMAG, PSMD12, PSMCA, PSMAS, PSMC3, PSMDL, PSMB3, PSMIC2, PSMDL, PSMICL, PSMA3, PSMID2, PSMD3, PSMDA, PSME3, PSMIDS, PSMDS, PSMD7 23 5.74 5.74E-09
Active DNA replication BLM, WRNIPL, POLAL, RPA3, RPAL, PRIM1, TOP1, PRIM2, GINSL, SSRP1, RBBPA, NASP, LIG1, GINS3, POLE, LIG3, POLB, MCM2, RBBP7, RFC3, ORC3L, RFC4, RFC1, RRM2, SUPTI6H, PCNA, ORCSL, CHAFLB 28 444 2.32E-08
Active DNA damage MORFAL1, RAD238, MRE11A, WRNIP1, XRCCE, PRKDC, BCCIP, INTS3, XRCC1, XAB2, PRPFLS, RAD21, MDCL, FANCI, NSMCEL, H2AFX, ERCC3, APEX1, ERCC2, MSHG, SSRP1, DDBI, LIG, POLE, LIG3, SMIC5, GTF2Ha, 1 3.00 6.58E-08
‘GTF2H3, SMCS, POLB, TOPBP1, CDK?, RADSO0, SMIC3, GTF2H2, MPG, RIFL, BAZ1B, TIMELESS, SFPQ, SUPT16H, SMC1A, PARP1, CHAF18
Active Kinetochore CSNK1A1, NUP133, NUF2, CENPF, AHCTF1, NUP8S, RANGAP1, PMF1, SPC24, KIF2C, MAD2L1, SEH1L, PLK1, CENPCL, INCENP, CENPV, CLASP1, CLASP2, NUP107, SMC1A, NUP43, SEPT7, ZW10 23 5.10 8.68E-08
Active Ubl conjugation ABCF1, KIF22, HISTAH4, SYNCRIP, VPRBP, RANGAP1, XRCC1, OGDH, UQCRQ, SART1, HISTIH2BO, TOP1, HIST2H2AB, CDCAS, H2AFV, FANCI, RPL10, H2AFY, H2AFX, RPN2, ACIN1, RANBP2, HIST3H28B, PSMD7, 86 2.04 1.76€-07
KPNB1, CULL, RPS27A, KIF14, RBBP4, ACO2, ACTNG, HISTIHIC, LIG1, DDB, RELA, NUSAP1, KTN1, TOPBP1, UBE2), RBBP7, DCTNI, TARS, PSMAG, TBCB, GTF2I, SNRNP200, USP20, CPSF3, DST, UBAS2, USP7,
HMGB1, HISTIH2AG, DIAPH1, WRNIP1, ANLN, KEAP1, SCRIB, CDC37, SUMO3, PFN1, SET, HNRNPK, NPM1, HNRNPC, RBM27, MAFG, SSRP1, AIMP2, HISTIH2BH, ZNF24, SMC6, TRIM25, DRG1, DRG2, PARK?,
RPL29, HDAC3, PSMC3, CCT, PSMCI, PCNA, DNMTL, SR, PES, ADAR
Active Protein transport  COPA, XPOL, AP1B1, XPOS, AP1G1, AP251, EIFSA, AP3S1, NUP188, AP2B1, SEHIL, COPBI, RANBP, TPR, KPNB1, DNAIC19, ZW10, AP3B1, NUP133, ACTNA, NUPBS, P03, COPG2, SEC618, P07, 1PO4, NUP205, 75 2.16 2.24E-07
1POS, ARCN1, RABSA, KPNAG, KPNA4, NUP107, KPNA3, COPG, ERCL, KPNA2, NUPA3, COPE, KPNAL, SNAP29, SNX9, ARFGAP2, SDADI, NACA, NUP160, NAPG, TIMIM16, COPZ1, NUP93, AHCTF, TIMMI3, SNX3,
CSE1L, AP3M1, NUP210, NUPS0, AP3DI, SEC22B, EXOC3, VPS35, SNAP23, TNPOL, SEC61A1, TNPO3, NMD3, APZM1, NUP153, RABSB, RRBP1, NASP, NUP1SS, EPS15, AP2A2, AP2AL
Active Chromatin regulator UTP3, ENY2, MORFALI, RSF1, EZH2, CBX3, TRRAP, ARID2, DPY30, CHD?, SMARCD2, SMARCB, PRMTS, SMARCDI, EED, H2AFY, CHD1, PBRM1, ACTL6A, ASFLB, BAZ2A, ASF1A, MYST4, CHD4, MLL, RBBPS, 1 2.89 2.36E-07
RBBP4, RING1, HMG20A, ARID1A, RBBP7, SUZ12, HDAC3, HDAC2, BPTF, SMARCEL, SMARCCL, SMARCC2, SMARCAS, DNMTJ, RUVBL2, RUVBLI, EP400, SMARCAS
Active DNA repair MORFAL1, RAD238, MRE11A, XRCC6, PRKDC, BCCIP, INTS3, XRCC1, XAB2, PRPF19, RAD21, MDCL, FANCI, NSMCEL, H2AFX, ERCC3, APEX1, ERCC2, MSH6, SSRP1, DDB1, LIGL, POLE, LIG3, GTF2H4, SMICS, GTF2H3, 21 3.00 3.05E-07
SMC6, POLB, TOPBP1, CDK7, RADSO, SMC3, GTF2H2, MPG, RECQL, SFPQ, SUPTIGH, SMCLA, PARP1, CHAF18
Active WD repeat COPA, UTP18, UTP15, EDCA, EIF2A, WDR75, DCAF13, WDR36, PLRGL, SEH1L, WDR77, EED, CIRH1A, WDR33, RBBPS, RBBP4, RRPO, HERC2, RBBP7, HERC1, PRPF4, ARPC1B, SMU1, AAAS, NLEL, NOL10, SNRNP4O, 51 258 4.976-07
NUP43, WDRA3, WDRAG, PPP2R2A, STRAP, LRBA, BOP, PRPF19, WDR1S, EIF38, WDR12, WDHDI, GEMINS, TBL3, TBL2, PAK1IP1, WDR70, PWP2, CORO1C, CORO18, WDR3, WDRI, CHAF1B, CSTF1
Active RNA binding SRP14, CSTF2, SNRPB2, RNPSL, 5B, NCL, FXRL, EIF4B, EIF4A3, HNRNPK, TAF15, EIF4AL, SNRPA, RPS27A, UBAS2 15 7.48 7.08E-07
Active Viral nucleoprotein  SNRPAL EFTUD2, SNRPB2, MPHOSPH10, SNRPDI, SYNCRIP, 558, RBMX, HNRNPR, HNRNPU, HNRNPL, HNRNPK, SNRPB, IMPd, AHNAK 15 7.23 1.28E-06
Active Isomerase PTGES3, ECH1, FKBPS, FKBP4, FKBP3, PPIL2, PDIAS, FKBP1A, DCI, MIF, PIN1, TOP1, TPI1, DKCL, PPILA, HSD17B4, RPIA, RANBP2, TOP2B, TOP2A, CWC27, TOPBPL, PMIM2, PECI, PPIF, GPI, PPIE, PPIG, IDI1, TOP3B 30 349 2.32E-06
Active Nuclear pore NUP133, NUP153, NUP160, AHCTF1, NUP93, EIFSA, NUP188, NUP8S, NUP155, SEHIL, NUP205, NUP210, NUPSO, RANBP2, NUP107, TPR, NUP43 17 5.94 2.78E-06
complex
Active Translocation NUP133, NUP153, NUP160, RRBP1, TIMM 16, AHCTF1, NUPS3, EIFSA, NUP188, NUPSS, TIMIM13, NUP155, SEC618, SEH1L, NUP205, NUP210, NUPSO, NUP107, RANBP2, TPR, NUP43, SEC61A1, DNAIC19 23 434 2.80E-06
Active Actin-bi SHROOM3, DIAPHI, CAPZA2, UTRN, CAPZAL, ANLN, ARPC4, CAPZB, VCL, TPM3, ACTR3, PFN1, MACF1, ARPC2, DMD, CAP1, EMD, EPBA1, ACTNA, INPPLL, MYOLD, FSCN1, MYHS, COTLL, FLNC, FLNB, VASP, FLNA, 46 2.60 2.85E-06
COROIC, EPBA1L2, ARPC1B, CORO1B, CFL1, SPTBN2, FLI, SPTBN1, TMOD3, CYFIPL, WDRL, SPTAL, DBNL, DST, LCP1, MYH10, SPTANL, ADD1
Active Exosome DIS3, EXOSC10, EXOSCB, EXOSCO, EXOSCE, EXOSC7, EXOSCA, EXOSCS, EXOSC2, EXOSC3 10 11.64 4.59E-06
Active Chromosomal HMGB1, HVGB2, HISTAH4, HMGB3, HISTIH2AG, HP1BP3, XRCCE, H1FX, AURKE, HIST1H2BO, HIST2H2AB, KIF2C, CDCAB, H2AFV, FANCI, CENPCL, H2AFY, H2AFX, HIST3H2BB, SSRP1, HISTIHLE, HISTIHIC, 32 3.08 1.56E-05
protein HIST1H1B, HISTIH2BH, SMCS, CENPF, SMC6, HMGAL, RADSO, RIF1, SUPT16H, TMPO
Active Respiratory chain  UGCRC2, NDUFBA, NDUFAS, NDUFA2, NDUFA3, UQCRC1, NDUFBI, NDUFAG, CYC1, CYCS, NDUFAZ, COXSA, UQCRQ, COX6C, NDUFV1, NDUFSS, NDUFV2, COXEB1, NDUFS3, NDUFS1 20 393 1.93E-04
Active P-loop TUFM, KIFC1, ABCF2, ATPSB, TK1, LONP1, DDX18, SRPR, DDX21, DYNCIH1, DDX42, DHX9, ABCEL, KIF11, KIFSB, EIF253, EEF2, HNRNPU, DDX6, RECQL, EIF4A3, RFCL, EIF4AL, RABSA, ATPSAL, SEPT7 26 313 2.83E-04
Active DNA-directed RNA  POLR2G, POLR2E, POLRIE, POLRID, POLR2), POLR1A, POLR3A, POLRIC, POLRIB, POLR2C, POLR3B, POLR2B, PRIML, PRIM2 14 529 452604
polymerase
Active Nucleotide binding  TUFM, KIFC1, ABCEL, KIF11, KIFSB, ATPSB, EIF253, EEF2, HNRNPU, TK1, DDX6, EIF4A3, RECQL, LONP1, DDX18, RECI, SRPR, EIF4A1, RABSA, DDX21, ATPSAL, DYNCIHI, SEPT?, DDX42 24 313 8.35E-04
Active Actin g UTRN, FLNG, FLNA, ANXA2, TPM3, PFN, EZR, DMD, CFLL, SPTBN1, SPTAL, MSN, LCP1, SPTAN1 14 4.89 1.256-03
Active Microtubule KIFC, KIF22, DNAH9, KIF4A, SHROOM3, DNAH14, HAUS1, ARPCA, STAU2, KIF2C, DYNLLL, DYNLL2, INCENP, CEP170, CLASP1, CLASP2, DYNC1H1, EMD, NUDC, KIF2A, KIF14, ARHGEF2, KIF11, KIFSB, NIN, NUSAP1, 38 2.30 1.66E-03
KIF188, DYNLT1, TUBGCP2, DCTN1, DCTN2, TBCB, RCC2, TBCA, MAP4, MAPRE2, STMINL, MAPREL
Active Exonuclease EXOSC8, EXOSCO, EXOSC, EXOSC7, MRE11A, EXOSC4, EXOSCS, EXOSC2, EXOSC3, DIS3, EXOSC10, PARN, REXO4, FEN1 14 455 3.10€-03
Active Mitochondrion inner UQCRC2, NDUFB4, ALDH18A1, UGCRCL, ATPSB, TIMM16, NDUFB9, CYCL, TIMM13, COX5A, UGCRQ, ATPSL, SLC25A1, NDUFS3, ATPSI, NDUFS1, DNAIC19, NDUFAS, NDUFA2, ATPS12, NDUFA3, IMIMIT, SLC25A6, 33 239 3.62E-03
e NDUFA6, NDUFAT, ATPSF1, COX6C, SDHA, CKMT1A, NDUFV1, NDUFV2, ATPSC1, ATPSAL
Active Methylation RPL3GA, HISTH4, HISTIH2AG, TRA2B, SNRPD3, PABPCA, SNRPD1, HISTIH2BO, HISTZH2AB, HNRNPK, H2AFY, PABPCL, HIST3H28B, SUPTSH, RPL3GAL, DHXO, HISTIHLE, RABSE, HISTIHIC, HISTIH2BH, G38P2, 38 2.19 4.97€-03
ILF3, POLB, SFRS1, HMGAL, RBMX, NCL, FBL, HNRNPU, RPL2S, FXRL, FAM120A, TAF1S, SFPQ, THRAP3, SNRPB, THOCA, UBAS2
Active Molecular LONP1, TCP1, CCT, HSPEL, HSPALA, CCT3, CANX, HSPAS 8 8.60 5.84E-03
chaperone
Active Electron transport  UQCRC, TXNLL, NDUFB4, NDUFAS, NDUFA2, NDUFA3, UQCRC, NDUFAS, NDUFB9, NDUFAY, CYCS, CYC1, UQCRQ, SDHA, NDUFV1, TXN, NDUFSS, NDUFV2, NDUFS3, ETFB, NDUFS1 21 2.93 1.21€-02
Active Pre-mRNA splicing  SFRS4, SFPQ, SNRPB2, SNRPA, SFRS2IP, SF3AL 6 11.97 1.82E-02
Active Rotamase PPIF, PPIE, PPIG, FKBPS, FKBP4, CWC27, FKBP3, PPIL2, PPILA, FKBP14, RANBP2, PINT 12 453 1.91€-02
Active Chromosome KIF2C, PPP2R1A, RAD21, SEHIL, USPOX, INCENP, UBE2I, PMF1, NUPA3, SRPK1, STAG2 11 4.96 1.97E-02
partition
Active Systemic lupus TROVE2, SNRPD3, SNRPB2, XRCC6, SNRPD1, SNRPB, PCNA, SNRPD2, 5B, PSME3 10 517 3.58E-02
erythematosus
Inactive Acetylation CTPS, DTYMK, TUBB2C, UBQLN, SAE1, UBQLN2, ACSS2, RNF214, UBQLN1, RAB1A, ACTG1, CUL2, NANS, CISD1, RAVER?, SRRM2, RAVER1, DNAICT, VPS4A, OGT, PUM2, NQO1, RBM12, TORIAIP2, CAPNS, AARS, 157 2.66 2.31E-30
YTHDF2, DCTN3, ALDH16A1, STK4, JUP, UHRF1, EP300, TIALL, ZNHIT2, RAB14, RNF138, TUBAGA, MAPKE, AKAPS, ARLSB, RABL0, BAT2, CRTC2, ADSS, FN3K, HMGCS1, UBAG, ITGBI, CMPKI, PXN, DAZAP1,
HNRNPM, DOCK2, SFRS15, TUBB, RAC2, METTL1, UBAP2L, RUNXI, DVL2, EEFLAL, LCMT1, NPLOCA, CEORF130, AKAPBL, CSRPL, LARPAB, HNRNPH3, HNRNPH2, EIFAE, HEATRZ, UBAL, UBAZ, POLD2, ASNAL, XPO7,
NCOR2, DCXR, TSG101, PRKAGL, ESD, FUBP1, MTHFD1, CDC42, FUBP3, MCM?, SLC25A3, RANBP1, TUBALC, DCAF16, TUBB3, TBLIXR1, PFKL, ACTAL, ACTA2, PFKP, SF1, IRF28P2, IRF2BP1, METTL2B, CDKS, PRKCE,
UBE2N, LAP3, PANK4, UMPS, EIF4G3, GEPD, LARPA, NCOA3, GNBI, DEF6, PKM2, UBE2M, RRMI, KHSRP, CARM1, METTL11A, DCD, NUP9, KRT6B, USPS, ADHS, UGDH, ASNS, NSUN6, CBR1, ATXN2L, ACSL, ATIC,
SEC16A, RABL1A, MSI2, BDH2, BCLOL, TSTA3, KDM3B, ACSL4, BUBS, TRIP13, EHD4, DUS3L, RBM22, EIFAENIFL, SAMHDL, ITPR2, CAPN1, APRT, CCNBL, ITPA, RNF114, HNRNPULL, RAB35, DPM1, TUBAL, CUL4B
Inactive Phosphoprotein PDLIM7, TUBB2A, TUBB2C, PTPN23, RNF214, RABIA, ACTG1, CUL2, FAM125A, APOE, RAVER2, RAVERL, ILK, OGT, PITX1, RAB27A, SYK, CIZ1, AARS, MED12, SKP2, KRT10, JUP, PNKP, UHRF1, SCYL2, RAB14, 283 1.74 8.77E-30
ZNHIT2, TUBAGA, MAPKS, RAB13, PIASL, SIPL, GIGYF2, CRTC2, COASY, GNAI3, PFKFB4, MOB2, HVIGCS1, IGF28P2, MST4, PXN, SFRS1S, ARIH2, TCF20, GORASP2, POTEF, TCF3,
CSRP1, LARP4B, METTL13, PKP1, ARF1, UBAI, PKP3, UBA2, RADSAL2, LGTN, TCF12, NCOR2, HTATIP2, TSG101, CPEB4, HELZ, COPSS, FAM195A, CKB, RNGTT, MTHED1, RBM4B, SMAP2, AES, SLC25A3, TUBB6, QK
TUBB3, TUBBA, TOMMS34, FUNDC2, ZCCHC11, ACTAL, ZC3H7A, ACTA2, SF1, METTL28, GEPD, TOMM20, USP5, UGDH, STATE, CBR1, ACSLL, ATXN2L, KTI12, C7ORF27, SQSTM1, FATI, PCSK9, BCLOL, C190RF61
RBM25, BUBS, TES, TRIP13, EIF4ENIFL, UPF1, DLGAPS, TRIM24, C7TORF11, STAT3, APRT, ITPR2, CCNB1, TPS3RK, RPSGKA3, PHF19, RPSGKAL, HNRNPULL, MAPK14, TUBAL3, DPM1, RBM14, AACS, GOLGB1
PLXNAL, ATP6AP2, CTPS, RBM4, UBQLNG, SAEL, ACSS2, UBQLNI, TN, MKRN2, CNOT4, GATAL, DAB2, TIAL, TARDBP, SRRM2, AKR7A2, PUM1, DNAIC7, MLSTS, PUM2, SARLA, RBM12, TOR1AIP2, SATB2, DTL,
YTHDF2, RRPS, RNASEH2A, STK4, EP300, PRCC, TIAL1, BMP2K, RNF138, DSP, AKAP, XRN1, BAT2, GNE, FN3K, ITGB1, RABGGTB, DAZAP1, HNRNPM, TUBB, DOCK2, TCERG1, ALB, METTL, ORC6L, ZNFS98,
UBAP2L, CCDC21, RUNXI, EWSR1, EEF1A1, RABBA, SMG7, AKAPSL, CASC3, HNRNPHS3, HNRNPH?, EIFE, DSGL, RAPLB, AHCYL1, DNAJBA, XPOT, TRIPS, DCXR, DNAIBS, NAMPT, PTGES2, CXORF38, KIAAO913,
YLPM1, PPIPSK2, PPIPSK, TTLL12, MEN1, FUBP1, CASP6, FUBP3, FAM83A, MCM7, CTU1, GRWDI, EDC3, PRMTG, RHOA, RHOC, YRDC, RANBP1, CSK, TUBALB, TUBALC, KDMISC, NSF, KIAA0S07, ARL2, TBLIXR1,
IRAKL, SSBP3, PFKL, LB, PFKP, IRF28P2, IRF2BP1, PFKM, IPO8, CDKS, GAK, PRKCB, EIF4G3, SASS6, UMPS, LARPA, NCOA3, DEF6, PKI2, UBE2M, CPSF7, KHSRP, UBAP2, BTAFL, NUP9S, KRT6B, DCK, ASNS,
NSUN6, ALDH1A2, ATIC, SEC16A, POU2FL, KRT2, MS12, ZNF609, KRT3, BDH2, KRT4, KDM3B, TNRC6B, EHD2, EHDA, DUS3L, KAT2A, DGCRGL, ARMC10, SAMHDI, PPPIR13L, MEMOL, RPRD2, CUL4B
Inactive Nucleotide-binding  CTPs, TUBB2A, TUBB2C, DTYMK, ACSS2, TTN, RABIA, ACTG1, ILK, RALB, RAB23, VPSA, SARLB, SAR1A, SYK, RAB27A, AARS, STK4, PNKP, BMP2K, RAB14, TUBAGA, MAPKS, ARLSB, RAB13, RABL0, SRXN1, PRPS2. 116 3.07 4.54E-26
ADSS, COASY, GNAI3, PFKFB4, GNE, UBAG, ARF6, ARFS, MST4, CMPK, TUBB, RAC2, GMPPA, EEFIAL, RABSA, RTCDI, OXSR1, ARFL, UBAL, UBA2, ARF4, RAPLA, RHEB, RADSL2, RAP1B, ASNAL, PPIPSK2, PPIPSKI,
HELZ, PMVK, RNGTT, CKB, MTHFD1, CDC42, MCM7, ORCAL, RHOA, TUBB6, RHOC, CSK, TUBALB, TUBAIC, TUBB3, NSF, RHOG, TUBBA, RAP28, ARL2, NLRP7, IRAK1, RABL3, ACTAL, PFKL, ACTAZ, PFKP, PFKM, IRGC
NLRP2, CDKS, GAK, PRKCB, UBE2N, PANK4, PKM2, UBE2M, RRM1, BTAF1, DCK, ASNS, DNAHS, ACSL, KTI12, TOR1B, RABL1A, ACSL4, PAPSSL, SPATAS, EHD2, TRIP13, EHD4, UPFL, TPS3RK, RPSGKAS, RPSGKAL,
MAPK14, RAB35, TUBALS, AACS
Inactive GTP-binding ADSS, GNAI3, TUBB2A, TUBB2C, ARF6, ARFS, RAB1A, RNGTT, CDC42, TUBB, RAC2, GMPPA, RALB, RAB23, RHOA, TUBBS, RAB11A, RHOC, SAR1S, SAR1A, TUBALB, TUBB3, RHOG, TUBALC, TUBBS, RAB27A, ARL, 4 5.97 2.14E-18
RAP2B, EEFIAL, RABBA, RABL3, IRGC, ARF1, RAB3S, ARF4, RAB14, TUBALS, TUBAGA, RAP1A, RHEB, RAP1B, RABL3, ARLS, RABL0
Inactive Cytoplasm 51008, PDLIM?, RBMA, UBQLN4, UBQLN2, ACSS2, TTN, UBQLN1, CNOT4, ACTG1, GSTM2, FAM125, RAVER2, RAVERL, SULTIAL, SULTIA3, AKR7A2, PUM, OGT, PUM2, MLSTS, NQO1, CAPNS1, DTL, AARS, 147 1.97 6.30E-15
LYPLA2, DCTNS, DCTN, STK4, JUP, SCYL2, KRT14, DSP, ARLSB, SIP1, XRN1, SRXN1, BAT2, SRI, COASY, CRTC2, ADSS, MOB2, GNE, HMGCS1, IGF28P2, ARFS, MST4, CMPK1, PXN, DAZAP1, DOCK2, RAC2, NMRALL,
SNFS, POTEF, EWSRL, DVL2, EEFIAL, DVL3, NPLOC, IKZF1, SMG7, AKAPSL, CASC3, HNRNPH2, ARFL, RAP1B, ASNAL, TRIPG, XPO7, DNAJBS, ZNF385A, DNAJBE, NAMIPT, HTATIP2, PTGES?, TSG101, ESD, PPIPSK2,
PPIPSK1, COPSB, CKB, MTHFD, CASP6, SMAP2, CTUL, PRMT?, EDC3, RHOA, QKI, CSK, NSF, TOMM34, ARL2, ELP2, ZCCHCL1, AIFM2, ACTAL, ACTA2, IPOB, CDKS, NLRP2, GAK, PRKCB, LAP3, PANKA, SASS6,
NCOA3, DEF, PKM2, RRMIL, KHSRP, RBVI38, CARML, SSU72, ADHS, STATS, ALDH1A2, CBR1, SH3GLB2, SQSTM1, SH3GLBL, SPRR2A, PAFAH1B3, MISI2, BDH2, TNRCEB, SPATAS, REM25, TES, REM22, EIF4ENIF,
UPF1, DLGAPS, CAPN2, PPPIR13L, C7ORF11, STAT3, CAPN1, APRT, CCNBL, ITPA, MAPK14, PTP4A2, AACS, RBM14, VPS25
Inactive Methylation ACTG1, CDCA2, TUBB, ATXN2L, RAC2, GORASP2, PRMTS, RALB, RAB23, RHOA, QKI, RAB11A, RHOC, RUNXL, TUBALB, EWSR1, RHOG, RAB27A, RAP28, EEF1AL, RABBA, ACTAL, ACTA2, HNRNPH3, HNRNPH2, 33 6.09 2.05€-13
EP300, NCOA3, HNRNPULL, RAB14, RAPLA, RHEB, RAP1B, RAB13
Inactive ATP-binding CTPS, DTYMK, PPIPSK2, PPIPSKL, HELZ, ACSS2, PMVK, TN, CKB, MTHFDI, ACTG1, MCM7, ORCAL, ILK, VPSAA, CSK, NSF, SYK, NLRP7, IRAKL, ACTAL, PFKL, ACTA2, AARS, PFKP, PFKM, STK4, NLRP2, CDKS, GAK, 72 242 1.74E-09
PRKCB, UBE2N, PANKA, PNKP, PKM2, UBE2M, RRML, BMP2K, MAPKS, SRXNL, PRPS2, BTAF1, COASY, PFKFBA, GNE, DCK, UBAG, ASNS, MST4, CMPKI, DNAH6, ACSL1, KTI12, TOR18, ACSL4, PAPSS1, SPATAS,
EHD2, EHDA, TRIP13, UPFL, RTCDI, OXSR1, TPS3RK, RPSGKA3, RPSGKAL, UBAL, MAPK14, UBA2, RADSAL2, ASNAL AACS
Inactive Transferase NAMPT, DPHS, DTYMK, PPIPSK2, PPIPSKL, PMVK, TTN, CKB, RNGTT, FDFT1, NGAMT, GSTM2, NANS, CTUL, PRMT, SULTIAL, ILK, PRMT6, SULTIA3, OGT, PCYT2, CSK, SYK, IRAKL, ZCCHCL1, PFKL, PFKP, RRPS, 71 227 4.54E-08
PFKM, METTL2B, STK4, CDKS, GAK, PRKCB, PANK4, PNKP, UMPS, EP300, NCOA3, PKM2, BMP2K, MAPKS, CARM 1, METTL11A, PRPS2, COASY, PFKFB4, GNE, FN3K, HMGCS1, DCK, MST4, RABGGTB, CMPKI,
NSUNG, ATIC, METTLL, GMPPA, PAPSS1, KAT2A, LCMT1, OXSR1, APRT, TPS3RK, METTL13, RPS6KA3, RPSGKAL, MAPK14, POLD2, DPM1, QPRT
Inactive RNA-binding CPEBA, RBMI4, IGF2BP2, CNOT4, DAZAP1, HNRNPIM, RBMAB, SFRS15, CTUL, RAVER2, TIAL TARDBP, METTLL, SRRM2, RAVERL, PUMI, QKI, MSI2, RBMA7, PUM?, TNRC6B, EWSR1, RBM12, RBM22, AARS, SF1, 40 331 4.76E-08
MBNLI, CASC3, LARPAB, EIFAG3, HNRNPH3, LARPA, EIFAE, HNRNPH2, HNRNPULL, TIALL, KHSRP, CPSF7, RBMI38, RBM14, XRN1
Inactive Prenylation RAP2B, RABSA, RABIA, CDCA2, RAC2, RAB3S, PTPAA2, RHOA, RAB23, RALB, RAB14, RHEB, RABL1A, RAP1A, RAP1B, RHOC, RAB13, RAB10, RHOG, RAB27A 20 5.72 7.99E-07
Inactive Nucleotide binding  ARL2, RABSA, GNAI3, DTYMK, ARF6, ARFS, RAB1A, CDCA2, ARF1, RAC2, RAB3S, ARF4, RHEB, RAB13, NSF, RAB27A 16 6.67 5.83E-06

26



Supplementary Table 2 (cont.) | Functional enrichment analysis of proteins differentially enriched in integrin adhesion complexes.

Count (proteins __ Fold _ Corrected P

Cluster" Term®® Proteins® perterm)  enrichment  value

Inactive GTP binding EEF1A1, RABBA, GNAI3, TUBB2A, RAB1A, CDCA2, RAC2, GNB1, RAB3S, ARF4, RHEB, RAB13, RAB27A 13 8.66 9.76E-06
Inactive P-loop ARL2, RABBA, GNAI3, DTYMK, ARF6, ARFS, RABIA, CDCA42, ARF1, RAC2, RAB3S, ARF4, RHEB, RAB13, NSF, RAB27A 16 6.16 1.77E-05
Inactive Kinase COASY, PFKFB4, GNE, PRKAG1, FN3K, DTYMK, DCK, PPIPSK2, PPIPSK1, TTN, PMVK, MST4, CMPK1, CKB, ILK, PAPSS1, CSK, SYK, DVL3, IRAK1, PFKL, PFKP, PFKM, OXSR1, STK4, CDKS, GAK, PRKCB, TPS3RK, PANKA, 38 2.46 3.10E-04

PNKP, RPSGKA3, RPSGKAL, MAPK14, PKM?2, BMP2K, MAPKS, PRPS2
Inactive Multifunctional MTHFD1, PNKP, COASY, UMPS, PFKFBA, ATIC, GNE, TSTA3, PAPSS1, RNGTT, FDFTL 11 7.01 1.24€-03
enzyme
Inactive Protein transport  NUPSS, TSG101, VPS378, ARFS, ARFS, RABLA, FAMI25A, SECI6A, SNFE, RAB23, VPSAA, RABLIA, SARLB, SAR1A, NSF, EIFAENIFL, RABEA, PO, CSORFSS, NUPLL, ARFL, RAB3S, ARFA, TOMM20, RABLA, RABL3, 29 267 1.87€-03
RAB10, XPO7, VPS25
Inactive Prenylated cysteine CDC42, RABSA, RAC2, RAB3S, RAB13, RAB1A, RAB27A 7 13.58 3.25E-03
Inactive Ligase ADSS, CTPS, RTCD1, AARS, UBAG, SAEL, ASNS, ACSS2, RNF214, CNOT4, MKRN2, UBE2N, MTHED1, UHRF1, ACSL1, UBA1, UBA2, UBE2M, RNF138, ACSL4, AACS 21 3.07 7.05E-03
Inactive Phosphotransferase PFKFB4, PFKL, DTYMK, PFKP, DCK, PFKM, CDKS, PRKCB, RPSGKA3, RPSGKAL, MAPK14, PKM2, ILK, MAPKS, CSK, SYK 16 3.55 1.79€-02
Inactive Palmoplantar KRTS, JUP, KRTEB, DSG1, KRT14, DSP. 6 14.09 1.80E-02
keratoderma

Inactive Monomer RPSEKA3, CBRL, RPSGKAL, PKM2, ARF4, FOXR, RHEB 7 10.08 2.02E-02
Inactive Magnesium ADSS, TN, MST4, ITGAM, FOFTL, ACSLL, RHOA, SAR1B, ACSLA, NSF, IRAKL, PFKL, PFKP, PDXP, PFKM, OXSRL, STKA, LAP3, RPSGKA3, ITPA, RPSGKAL, PKM2, RHEB, PRPS2, SRANL 25 252 231E-02
Inactive MRNA processing  RBM22, RBMA, SF1, PRPF39, CASC3, RNGTT, HNRNPM, RBMAB, HNRNPH3, SRRM2, TARDEP, KHSRP, CPSF7, QKI, REM38, SIP1, REM14, REM2, SSU72 18 3.09 3.02E-02
Inactive Heterodimer CAPNS1, S100A8, TUBB2A, ITGAS, ITGAV, TUBA4A, CAPN2, ITGB1, TUBA1B, ITGAM, CAPN1 11 477 3.77€-02
Unenriched  Acetylation XRCCS, LDHB, LDHA, PDLIMS, WDRE2, BTK, NONO, REMSA, RPLPO, UZAF1, RPL1, RPLL2, EIF2B3, RAN, PTBP1, JUP, MAPKL, SPAGS, NMIE2, KRT1S, RPS18, PPPICA, RPS1S, KRT1S, RPS16, RPS17, REC2, RPS11, 220 2.19 1.41E-88

MCTS1, NEK7, ALDOA, HSD17810, FIP1L, CHCHD3, DUSP12, TAGLN2, ACP1, ACATL, HNRNPA3, CORFS7, IDH2, RPS20, PRPF40A, HNRNPAB, RPSA, SRP54, LGALS1, PHB, GARS, DDXL, EPRS, HBAL, DDXS, RPSS,

HNRNPA1, HNRNPAO, VDACI, WDR61, LASP1, NIPSNAP1, NUTF2, GNB2L1, RABSC, TSNAX, TCOF1, C220RF28, DGCR14, YBX1, LSM14A, ACTR2, COPB2, RRP1B, GBAS, ATPSO, RBM42, SLC25A5, UFDIL, PIK3C2A,

CCT6A, DECRY, CLIC1, HNRPDL, GNB2, ROD1, CLIC4, EEF1G, FARSA, THOC3, POLR2H, LIMISL, NOBL, LANCLI, NUFIP2, POLR2A, NUP214, DDX19A, PCMTL, MARS, MAT2A, CSNK28, MACROD1, SGTA, EEFIEL,

PSMD10, PHGDH, YWHAQ, HSPAAL, USP48, DNM2, MMS19, RALY, NCBP1, ZC3HAV1, IQGAP2, MTHFDIL, CBFB, AIP, PPPAC, DARS, HNRNPA2B1, CORO7, PPP1CB, PSMA2, ADRM1, PSMAL, PSMAG, HSPB1, EDF1,

PDCDEIP, RNF20, XRN2, PRPS1, CHMP2A, CNBP, SRM, KARS, TTC4, SPC25, PSMBS, PSMBL, ARPC3, DDX3X, ZNF326, HNRNPF, PSMB2, DNAJAL, HNRNPD, EIF3], HIST2H3A, WDRS, SAP18, SMG1, AK2, CBORF33,

PSMC6, PPIH, HDACI, PPIA, POLD1, EIF4H, SEC13, HSPD1, DNAJB1, HNRNPHL, EIF4E2, HSPSOABI, METAPL, PRDXS, PRDX2, CAD, BUD31, RPS3, ACTR1A, MAGOHS, IMPDH2, KHDRBS1, HSP90AAL, ACADM,

SSBP1, G3BP1, NDUFC2, CDK6, MCM3, CDK4, MCM4, MCMS, MCMB, SARNP, EIFAGL, EIF4G2, UCHLS, HBG1, HBG2, UBE2S, GSTP1, SEC238, KRTGC, VPS29, KRT6A, VIM, HAT1, VARS, ANXA7, RPA2, PSMF1, KRTS,

NUDT21, HSPA4, CNN2, UCK2. GSTO1, GAPDH, GTF3C4, NDUFA4, PDCD10, MSH2, PHB2, ANXAL1, HBZ, LSM12
Unenriched Phosphoprotein XRCCS, LDHB, LDHA, HRNR, SEC314, PDLIMS, STATSA, KPRP, WDRS2, BTK, NONO, WDR74, DDX17, RBMSA, RPLPO, SFRS9, U2AF1, PQBP1, RPL11, RPL12, NUP35, CDCAS, CCARL, RAN, RCOR1, PTBP1, JUP, 260 1.80 8.50E-31

MAPKL, SPAG, KRT19, NME2, PPP1CA, KRT18, KRT17, RPS17, RPS14, CMIP, RPS10, PELO, RPS11, MCTS1, NEK7, FUS, GLG1, ALDOA, FIP1LL, CHCHD3, FLG2, IGF28P1, RCC1, TAGLN2, ACP1, HNRNPA3, RACL

RPS20, PRPFA0A, HNRNPAB, RPSA, PHB, LGALS1, DDX1, GARS, EPRS, NDC8O, HBAL, DDXS, HNRNPAL, RPSS, HNRNPAO, VDACL, SYNEL, RPL18A, NUP62, LASP1, GNB2L1, TCOF1, TSNAX, PDIAG, C220RF28,

DGCR14, YBX1, LSM14A, ANKRD17, COPB2, RRP1B, USP10, CTBP1, NDUFB10, UFDIL, SLC25AS, PIK3C2A, CCT6A, EXOSCL, CLICL, GTF28, HNRPDL, GNB2, FANCD2, CDKL1A, EEFLG, FARSA, SRCAP, RBM33, NOB1
NUFIP2, MLF2, POLR2A, SRRT, NUP214, PPP2CB, TRIP11, ACSL3, ETFA, MARS, MAT2A, CSNK28, ELAVLL, STATL, SGTA, TRIM21, CAPRINL, NRAS, CCNB2, TFRC, RPL23, PHGDH, YWHAQ, HSPAAL, USP48, TRMT112,
DNM2, MMIS19, RALY, NCBP1, ZC3HAV1, RBMS3, IQGAP2, RBM7, RPS27L, CBFB, AIP, NUDCD2, CGGBP1, DARS, BAIAP2, HNRNPA2B1, CORO7, PPPICB, PSMA2, ADRM1, PSMAL, PSMA, TELO2, EDF1, HSPB:
PDCD6IP, RNF20, DCUNIDS, XRN2, CHIMP2A, AGFG1, LIN28B, KARS, TTC4, PSMB4, PSMB7, DDX3X, ARPC3, PSMB1, ZNF326, HNRNPF, NUMB, PRKRA, HNRNPD, DNAJAL, EIF3I, DNAJA2, HIST2H3A, CSTF3, WORS,
SMG1, QRICH1, PSMC6, NOSIP, HDACI, PPIA, POLD1, PPID, EIF4H, SEC13, HSPD1, HNRNPH, HSPIOAB1, METAP1, CAD, RPS3, PRMT, PCBP1, PCBP2, MAGOHB, CAT, TUBAIA, CLINT, IMPDH, PSMDS,
KHDRBSL, HSPIOAAL, SSBP1, NUP8E, HMBS, G38P1, CDK6, MCM3, CDK4, MCMA4, MCM6, SARNP, EIF4GL, ATPEV1A, EIF4G2, CPSF6, CPSF4, HBG2, CPSF2, GSTPL, KRT6C, KRT6A, VIM, HAT1, CTNND1, COMT,
VARS, STUBL, RNF126, TYMS, RPA2, PSMFL, KRTS, KRT8, NUDT21, KRT1, LARS, HSPA4, CNN2, UCK2, YES1, GAPDH, NSUN2, GTF3C4, GIGYF1, PSTPIP2, MSH2, ATXN2, HSPIOB1, KRT77, PHB2, ANXALL, LSMI12,

HBEL RNF40
Unenriched RNA-binding RALY, EIF2C2, ZC3HAV1, RBM3, TIMMS0, RBM?, YBX1, RPS3, NONO, ANKRD17, DDX17, RBMSA, PCBP1, PCBP2, SFRS9, U2AF1, MAGOHS, RPL11, RPL12, KHDRBS1, RBMA2, PTBP1, G38P1, HNRNPA281, EXOSC1, 66 6.14 8.54E-30
SARNP, HNRPDL, EIF4G1, RPS18, ROD1, THOCS, CPSF6, RPS11, CPSF4, THOC3, CPSF2, SNRPE, FUS, FIP1L1, RBM33, IGF2BP1, LIN28B, NUFIP2, HNRNPA3, DDX3X, DDX19A, HNRNPF, NUDT21, PRKRA, HNRNPD,
NSUN2, HNRNPAB, MARS, SRPS, DDXL, EPRS, ELAVL1, DDXS, HNRNPAL, TRIM21, HNRNPAO, RPL22, EIF4H, CIRBP, HNRNPH, EIFAE2
Unenriched  Cytoplasm NCBP1, LDHB, EIF2C2, LDHA, SEC31A, ZC3HAV1, RBM3, STATSA, KPR, BTK, AIP, RAEL, REM8A, RPLPD, TUBG1, PPPAC, CCAR1, NUDT4, DARS, RAN, BAIAP2, HNRNPA281, CORO7, LYPLAL, PPPICE, PSMA2, 1UP, 153 231 2.37E-23
SPAGY, ADRM1, PSMAL, NME2, PPP1CA, RPS18, KRT18, DCAF7, KRT17, PSMAd, TELOZ, EDF1, HSPBI, CMIP, RPS10, MVK, PELO, PDCD6IP, MCTSL, NEK7, ACTBL2, CNBP, MAGEAL, IGF28P1, RCC1, ACP1, LIN28B,
KARS, PSMBS, PEF1, PSMB4, PSMB7, PSMB6, DDX3X, ARPC3, PSMBL, PSMB2, PRKRA, HNRNPD, EIF31, HNRNPAR, RPSA, SRPS4, SAP18, SMGL, HNRNPAL, NOSIP, PSMC6, PPIH, SYNEL, NUP62, PPIA, LASP1, EIF4H,
PPID, CIRBP, NUTF2, DNAJBL, HSPD1, HSPS0AB1, TSNAX, PRDXS, PRDX2, CAD, YBXL, RPS3, LSM14A, ACTR2, COPB2, ANKRD17, ACTR1A, PCBP1, PCBP2, CLINT1, AKRIC1, CTBP1, RBMA2, HSPIOAAL, PIK3C2A,

UFDIL, HMBS, G38P1, CLIC2, CCT6A, CLICL, HNRPDL, GNB2, CDKI1A, FARSA, VPS29, NXT1, LANCL1, CTNND1, HAT1, COMT, STUBL, NUFIP2, MLF2, SRRT, DDX194, PPP2CB, KRTS, LARS, PCMT1, HSPA4, GSTO1,
YES1, GAPDH, NSUN2, TRIP11, MARS, PSTPIP2, ELAVLL, STAT1, CAPRINI, TRIM21, UBLS, ATXN2, PHB2, EEF1E1, ANXAL1, YWHAQ, HSPAAL, USP48, DUSP9, DNM2

Unenriched  Protein biosynthesis VARS, KARS, RPS3, RPLPO, LARS, RPL11, EIF3), RPL12, RPS20, EIF2B3, MARS, RPSA, DARS, GARS, EPRS, RPSS, EIFAGL, EIF4G2, RPS18, RPS19, RPL23, RPS16, RPLI8A, RPL22, RPS17, RPS14, EIFAH, EEFIEL, EEFIG, 33 8.82 2.61E-18
RPS10, RPS11, FARSA, EIF4E2

Unenriched  Nucleus MMS19, RALY, XRCC5, NCBP1, EIF2C2, ZC3HAV1, R8M3, STATSA, WDRB2, MED20, CBFB, BTK, WDR74, NONO, DDX17, RAEL, CGGBP1, REM8A, SFRS9, U2AFL, PQBP1, NUP37, NUP35, PPPAC, COCAS, RAN, 159 1.86 5.81E-15

RCOR1, HNRNPAZB1, PTBP1, PPPLCB, RFCS, PSMA2, ADRM1, PSMAL, NME2, PPP1CA, RPS19, DCAF7, RFC2, PSMAG, TELO2, EDF1, HSPBL, CMIP, PELO, SNRPE, RNF20, XRN2, FUS, FIP1LL, AGFG1, IGF28P1,
DUSP12, RCCL, LIN28B, KARS, PSIVIBS, HNRNPA3, SPC25, PSMBA, PSMBY, PSMB6, DDX3X, PSMB1, ZNF326, HNRNPF, PSMB2, HNRNPD, NUPS4, HNRNPAB, PRPFA0A, HIST2H3A, RPSA, CSTF3, SRPS4, WDRS,
SAP18, SMG1, NDC8O, DDXS, HNRNPAL, HNRNPAO, NOSIP, PSMC6, PPIH, SYNE1, NUP62, HDACL, POLDI, CIRBP, DNAJB1, HNRNPH1, TSNAX, TCOF1, TIMMS0, BUD31, DGCR14, RPS19BP1, YBX1, ANKRD17,
PRMT1, ASH2L, RRP18, PCBP1, PCBP2, MAGOHB, KHDRBS1, CTBP1, RBMA2, PIK3C2A, NUPSS, UFDIL, G38P1, CLICL, EXOSCL, MCM3, MCM4, GTF28, MCMS, MCMG, SARNP, HNRPDL, FANCD2, CLICA, CDK114,
CPSF6, CPSFA, THOC3, SRCAP, CPSF2, POLR2H, NXT1, NOB1, LANCLL, WBSCR22, CTNND1, HATL, NUFIP2, MLF2, POLR2A, RPA2, SRRT, NUP214, DDX19A, NUDT21, PPP2CB, SUPT4H1, GAPDH, NSUN2, GTF3C4,
MSH2, STATI, TRIM21, PHB2, EEFLEL, ANXALL, HSPAAL, USP4S, RNF40

Unenriched  Ribonucleoprotein  RALY, EIF2C2, RPS27L, RPS3, LSM14A, HNRNPA3, MRPL12, HNRNPF, PCBP1, RPLPO, PCBP2, HNRNPD, RPL11, RPL12, RPS20, HNRNPAB, RPSA, SRPS4, HNRNPA2B1, HNRNPAL, RPSS, TRIM21, HNRNPAO, RPS18, 35 6.30 7.28€-15
RPS19, RPL23, RPL18A, RPS16, RPL22, RPS17, RPS14, RPS10, RPS11, HNRNPHL, SNRPE

Unenriched  Host-virus VIM, KARS, PSMBS, PSMB4, ANKRD17, PSMB, PSMBE, DDX3X, PSMBL, RPLPO, KRTS, PSMB2, CTBP1, SLC25A5, RAN, RCORL, STAT1, GTF28, HNRNPAL, SGTA, VDACL, EIF4G1, MAPKI, KRT19, KRT18, HDACL, 34 5.99 8.156-14

interaction TFRC, PPIA, PSMAA, EIF4H, CPSF4, HSPD1, PDCDGIP, SRCAP

Unenriched MRNA processing  RALY, NCBPL, FIP1LI, PPILL, DGCR14, YBX1, NONO, HNRNPA3, RBM8A, HNRNPF, SFRS9, NUDT21, U2AF1, MAGOHB, PPIL3, PRPFA0A, CSTF3, PTBP1, HNRNPA2B1, DDXS, HNRNPAL, PPIH, THOCE, CPSF6, CPSF4, 30 5.79 2.09€-11
HNRNPHL, CPSF2, SNRPE, THOC3, XRN2

Unenriched  Proteasome PSMIBS, PSMA2, PSMB4, PSMAL, ADRM1, PSMF1, PSMC6, PSMB7, PSMB6, PSMB1, PSMA4, PSMD10, PSMB2, UCHLS, PSMDE, PSMDY 16 1435 6.38E-11

Unenriched Ribosome RPSA, RPSS, RPS3, RPS18, RPS19, RPL1BA, RPL23, RPS16, RPS17, RPL22, RPS14, RPLPO, RPS10, RPL11, RPS11, RPS20, RPL12 17 11.70 2.96E-10

Unenriched mRNA splicing RALY, NCBP1, PPILL, PTBP1, HNRNPA281, DDX5, DGCR14, HNRNPAL, YBX1, NONO, HNRNPA3, PPIH, RBMSA, HNRNPF, SFRS9, THOC6, U2AF1, MAGOHB, PPIL3, HNRNPHL, THOC3, SNRPE, PRPFA0A 23 553 7.62E-08

Unenriched mRNA transport ~ NCBP1, AGFG1, NUPSS, HNRNPAL NUP214, NUP62, RBM8A, DDX19A, THOCE, MAGOHB, NUP37, NUPS4, NUP35, THOC3 14 9.50 7.84E-07

Unenriched Threonine protease PSMA2, PSMBS, PSMB4, PSMAL, PSMB7, PSMB6, PSMBI, PSMA4, PSMB2 9 22.60 8.44E-07

Unenriched Methylation KHDRBS1, FUS, HIST2H3A, SLC25AS, RBM3, HNRNPA2B1, G3BP1, ELAVLI, DDXS, HNRNPAL, HNRNPAO, HNRNPA3, HNRPDL, NRAS, PPP2CB, RACL, HNRNPD, KRT1, HNRNPH, PPPAC, GAPDH, HNRNPAB 22 457 6.45E-06

Unenriched  Ribosomal protein  RPSA, RPS27L, RPSS, RPS3, RPS18, RPS19, MRPL12, RPS16, RPLISA, RPL23, RPS17, RPL22, RPS14, RPLPO, RPS10, RPLL1, RPSLL, RPS20, RPLL2 19 5.08 1.52€-05

Unenriched  ATP-binding XRCCS, HSPSOABI, CAD, MTHEDIL, BTK, ACTR2, DDX17, ACTR1A, HSPIOAAL, DARS, PIK3C2A, G3BP1, CDK6, CCT6A, MCMS3, CDK4, MCM4, MCMS, MCM, RCS, MAPKL, ATP6V1A, NME2, RFC2, CDKL1A, MVK, 57 2.16 2.43E-05

FARSA, UBE2S, SRCAP, NEK7, PRPS1, ACTBL2, VARS, KARS, GALKL, UBE2D3, CLORF57, DDX3X, DDX19A, LARS, HSPA4, UCK2, YES1, ACSL3, MARS, MAT2A, MSH2, DDX1, GARS, SMG1, AK2, EPRS, DDXS, HSP90B1,
PSIVIC6, HSPAAL, HSPD1

Unenriched  Nucleotide-binding  XRCCS, HSPI0ABL, RABSC, CAD, MTHFDIL, BTK, ACTR2, DDX17, ACTR1A, TUBG1, TUBALA, ARLL, HSP90AAL, DARS, PIK3C2A, RAN, G38P1, CDK6, CCT6A, MCMS3, CDK4, MCM4, MCMS, MCM, RFCS, MAPKL, 66 1.97 5.52E-05
ATPBV1A, NME2, RFC2, CDKL1A, MVK, FARSA, UBE2S, SRCAP, NEK7, PRPS1, ACTBL2, VARS, KARS, GALKL, UBE2D3, CLORFS7, DDX3X, DDXL9A, RACL, LARS, HSPA4, UCK2, YESL, ACSL3, MARS, SRPS4, MAT2A,
MSH2, DDX1, GARS, EPRS, SMIG1, AK2, DDXS, NRAS, HSP90B1, PSMC6, HSPAAL, HSPD1, DNM2

Unenriched  Oxygen carrier HBZ, HBQ1, HBG1, HBG2, HBA1, HBE1 6 37.67 5.89E-05
Unenriched ~ Proteinase PSMA2, PSMBS, PSMBA, PSMB6, PSMBL, PSMAS, PSMB2 7 20.68 2.23E-04
Unenriched ~ Spliceosome RALY, PPILL, HNRNPAZB1, DDX5, HNRNPAL, DGCR14, HNRNPA3, PPIH, RBMSA, HNRNPF, UZAFL, PPIL3, HNRNPH1, SNRPE 14 5.86 2.88E-04
Unenriched  Blood HBZ, HBQ1, HBG1, HBG2, HBA1, HBE1 6 27.39 4.62E-04
Unenriched  Oxygen transport HBZ, HBQ1, HBG1, HBG2, HBA1, HBE1 6 25.11 7.80E-04
Unenriched Intermediate KRT6C, KRTEA, KRT19, KRT18, KRT77, KRT17, KRS, KRT16, KRTS, VIM, KRT1 1 7.08 1.18€-03
filament
Unenriched  Stress response HSP90ABL, HSPIOAAL, RBM3, HSPAAL, HSPBI, CIRBP, HSPAS, DNAIBL, HSPD1, SERPINHL 10 7.61 2.19E-03
Unenriched Aminoacy-tRNA  DARS, LARS, GARS, EPRS, FARSA, VARS, KARS, MARS 8 1030 3.76€-03
synthetase
Unenriched  Erythrocyte HBZ, HBQ1, HBGL, HBG2, HBAT, HBE1 6 15.07 1.33€-02
Unenriched Metalloprotein PPPLCA, MAT2A, HBZ, PPP2CB, HBQ1, HBG1, HBG2, HBAL, CAT, HBEL, PPPAC, PPPICB 12 486 1.36E-02
Unenriched WD repeat SEC31A, GNB1L, WDRS, CORO7, WDRB2, WDR92, WDR?4, COPB2, DCAF7, GNB2, WDR61, RAEL, THOCS, SEC13, EIF3|, NUP37, GNE2L1, THOC3 18 328 1.47E-02
Unenriched Translation LSM144, SARNP, EIF4G1, NCBP1, EIFAG2, EIF2C2, RBMBA, IGF2BP1, EIF4E2 9 6.75 1.92E-02
regulation
Unenriched Cell cycle KHDRBS1, RAN, CDK6, NDCE0, CDK4, MCM3, RCCL, PPP1CB, MCM6, MAPKL, SPC25, PPPLCA, CCNB2, KRT18, FANCD2, CDKL1A, ANXALL, PELO, NUP37, PDCDGIP, CDCAS, UBE2S, MCTS1, CCARL 2 2,61 1.95€-02
Unenriched Heterotetramer KRTS, HBZ, KRT1, CSNK2B, HBQ1, HBGL, HBG2, HBAL, HBEL 9 6.55 2.37E-02
Unenriched ~ Cell division RAN, CDK6, NDC0, RCCL, CDKA, PPPLCB, MCMS, SPC25, PPP1CA, CCNB2, CDKI1A, ANXALL, PELO, NUP37, PDCDGIP, CDCAS, UBE2S 17 3.23 2.97E-02
Unenriched Nuclear pore NUP214, NUP62, NUP83, DDX19A, NUP37, NUPS4, NUP35 7 8.79 4.59€-02

complex

“proteins identified by MS and assigned to active, inactive or unenriched clusters (Supplementary Table 1) were subjected to analysis of enrichment of SwissProt Protein Information Resource keywords.
Terms with fold enrichment >1.5, Bonferroni-corrected P value <0.05, EASE score (modified Fisher's exact probability) <0.05 and at least two proteins per term were considered significantly overrepresented.
*Terms highlighted in the text are indicated in bold font. Data i with terms signifi rrep nted in all three clusters are indicated in grey font.

“Proteins are indicated by gene name for clarity.




Supplementary Table 3 | Effect of reduced expression of selected +TIPs and other proteins on cortical microtubule targeting.

Expression knockdown (%)z Effect on MT localisation

Gene name’ Protein name® Alias(es) HFF K562 U20S to cell periphery®
ARHGEF2 Rho/rac guanine nucleotide exchange factor 2 GEF-H1 0 70 0 -
CKAPS Cytoskeleton-associated protein 5 Ch-TOG, XMAP215 70 75 n.d. =*
MACF1 Microtubule-actin cross-linking factor 1 ABP620, ACF7 80 0 n.d. -
MAPRE1 Microtubule-associated protein RP/EB family member 1 EB1 90 n.d. n.d. -
CDK9 Cyclin-dependent kinase 9 CDC2L4, TAK 40 n.d. n.d. -
FLNA Filamin-A ABP-280 0 n.d. 90 =
GNB2L1 Guanine nucleotide-binding protein subunit beta-2-like 1 HLC-7, RACK1 50 n.d. 50 —*
GRB2 Growth factor receptor-bound protein 2 ASH 70 n.d. n.d. -
LGALS1 Galectin-1 Galaptin, HLBP14 90 n.d. n.d. -
MPG DNA-3-methyladenine glycosylase ADPG 85 n.d. n.d. -
PLEC Plectin HD1 80 n.d. n.d. +
SNRPB Small nuclear ribonucleoprotein-associated proteins B and B' Sm-B/B' 70 n.d. n.d. —*
EZR Ezrin Cytovillin, VIL2 85 n.d. n.d. -
ILK Integrin-linked protein kinase - n.d. n.d. 90 ++
IQGAP1 Ras GTPase-activating-like protein IQGAP1 p195 40 n.d. 90 -
PHLDB2 Pleckstrin homology-like domain family B member 2 LL5B 0 n.d. 70 -
RCC2 Regulator of chromosome condensation 2 TD-60 90 n.d. 90 +

'Quantitative MS data for all proteins identified in the active integrin data set were mapped onto a merged, multi-source interactome database to generate
an active integrin interactome (see methods for details). From the identified proteins reported to interact directly with or indirectly within three interactions
of B1 integrin (the three-hop interaction network), proximity subnetworks seeded with B1 integrin or +TIPs were generated in silico. Proteins situated at the
intersections of B1 integrin and +TIPs one- or two-hop subnetworks were identified as candidates that may functionally link active integrin and +TIPs.
Expression of selected +TIPs (red bar), candidate connecting proteins from interaction network analysis (blue bar) and other potential connecting or active
integrin—enriched proteins (green bar) was depleted by siRNA in a range of cell types. Knockdown of ILK expression has previously been shown to affect
microtubule localisation at the cell periphery®.

?Experiments were performed in HFF, K562 and U20S cells. 0, expression knockdown not effective; n.d., not done.

3Forty-eight to seventy-two hours after siRNA transfection, cells were spread on FN for 1 h, fixed and stained for a-tubulin to assess the effect of expression
knockdown on microtubule targeting to the cell cortex. ++, substantial effect (microtubules did not reach the cell periphery in most cells); +, slight effect
(microtubules did not reach the cell periphery in some cells); -, no effect (microtubules did reach the cell periphery); *, expression knockdown produced
off-target effects (such as reduced cell spreading or cell viability).
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Supplementary Table 4 | Statistics source data.

(a) Statistics source data for Figure 4b.

MT density? Comparison
Cell repl. FN stim. Inhib. Statistic® FNvsstim.__stim. vsinhib. __FN vs inhib.
1 289(9) 5.13(15) 1.00(10)  Mean difference 335 X
2 5.00 (1) 6.36 (11) 042(12)  95%Clof difference -4.40t0-230 50310720  165t03.88
3 267(6) 7.71(14) 040(15)  Corrected Pvalue <0.0001 <0.0001 <0.0001
4 4.67 (3) 6.79 (19) 0.38(29)  *One-way analysis of variance, Tukey's multiple comparisons test, a = 0.05
5 3.63(8) 5.85 (13) 1.00 (24)
6 262 (13) 8.36 (11) 0.69 (29)
7 2.43(21) 5.40(15) 055 (44)
8 2.85(13) 6.00(9) 0.30(30)
9 3.44(18) 6.88(8) -
10 - 8.56 (16) -
Mean 335 670 059
sd. 093 119 0.28
n 9 10 8
P (NGD)™* 0.36 0.60 0.45

“Number of MTs per 5 x 2-um region at cell periphery

“Number of regions quantified per cell indicated in parentheses
*P value (H;, NGD, non-Gaussian distribution)
“D'Agostino & Pearson omnibus normality test, a = 0.05

(b) Statistics source data for Figure 4c.

MT density"”, before NOC MT density"”, after washout Comparison, before NOC Comparison, after washout Compar., FN___Compar., stim.__Compar., inhib.
Cell repl. FN stim. Inhib. FN stim. Inhib. Statistic® FNvsstim. __Stim. vsinhib. __FN vs inhib. FNvsstim. __Stim.vsinhib. __ FNvsinhib. __ Beforevsafter _Before vs after _Before vs after
1 3.00 (36) 3.05(20) 0.58 (19) 248 31) 262 (21) 010(20) Mean difference y 277 048 2.20 268 ¥ X
2 3.50(32) 2.41(27) 043 (23) 2.53 (36) 1.60 (20) 000(20) 95%Clof difference -0.58t0127  156t03.29  191to3.64  -045t0140 13310306  181t0354  -032t0153  -0.19t0166  -030t0131
3 3.47(34) 3.47(19) 0.61(23) 3.16(32) 252(31) 009(34)  Corrected P value 0.8200 <0.0001 <0.0001 05600 <0.0001 <0.0001 03300 0.1600 03500
4 - - 0.59 (34) - - 0.00(21)  “Two-way analysis of variance, Tukey's multiple comparisons test, a = 0.05
Mean 332 298 055 272 225 005
sd. 028 054 007 038 056 005
n 3 3 4 3 3 4
P (NGD)*** ND ND ND ND ND ND
*Number of MTs per 5 x 2-um region at cell periphery
“Number of regions quantified per cell indicated in parentheses
2P value (H,, NGD, non-Gaussian distribution)
*D'Agostino & Pearson omnibus normality test, a = 0.05
°ND, not determined (too few values to compute normality)
(c) Statistics source data for Figure 4d.
MT density'?, DMSO MT density"”?, Compar., DMSO _Compar., cyto. _Compar., stim. _Compar., inhib.
Cell repl. stim. Inhib. stim. Inhib. Statistic® Stim. vs inhib. __ DMSO vs cyto. __ DMSO vs cyto.
1 372(18) 008 (38) 343(21) 076(25)  Mean difference X 057 -1.40
2 3.82(17) 003 (31) 477 (30) 163(24)  95%Clof difference  2.57t04.19 1.80t03.30 -138100.24  -2.15t0-0.65
3 439(18) 0.42 (43) 4.64(25) 215(27)  Corrected P value <0.0001 <0.0001 0.2246 0.0003
4 3.18(17) 028(32) 4.15(26) 1.84(25)  “Two-way analysis of variance, Tukey's multiple comparisons test, @ = 0.05
5 2.95(21) 036(39) 3.94(16) 1.82(17)
6 - - - 1.63 (24)
7 - - - 1.61(23)
163
043
n 5 5 5 7
P (NGD)*** ND ND ND ND

Number of MTs per 5 x 2-um region at cell periphery

“Number of regions quantified per cell indicated in parentheses

*p value (H,, NGD, non-Gaussian distribution)
“D'Agostino & Pearson omnibus normality test, a = 0.05
®ND, not determined (too few values to compute normality)
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Supplementary Table 4 (cont.) | Statistics source data.

(d) Statistics source data for Figure Sa.

(e) statistics source data for Figure 5c.

MT density" Comparison
Patch FN Stim. Inhib. Statistic* FNvs stim. __ Stim. vs inhib.
1 3266 166.66 2389 Mean rank difference  ~7.02 9330
2 7.23 31847 1582 Corrected P value >0.9999 <0.0001
3 147.01 23714 23.30 kal-Wallis test, Dunn's multiple test, a=005
4 2243 13733 86.57
5 27.56 79.88 77.48
6 5.05 30.53 2173
7 7.79 36.40 36.92
8 69.07 26.34 7063
9 535 2851 19.49
10 13.28 2163 28.95
1 32087 372 17.19
12 95.64 3033 16.37
13 33186 156.48 33.45
14 23551 19351 24.20
15 50.68 27.75 3684
16 84.05 27.43 56.43
17 92.80 12040 11.78
18 77.19 22866 11.40
19 1035 91.00 2083
20 92.58 19.29 37.34
2n 41890 4637 57.24
2 608.84 4637 44.03
23 2834 4242 46.73
2 47557 1211 23.03
25 325.08 53.06 3270
26 3177 453.29 89.83
27 7318 62.08 78.72
28 626.04 17086 53.77
29 221 31145 79.12
30 189.94 186.80 39.89
31 180.98 187.55 37.34
32 24938 9116 57.24
33 23012 11434 44.03
34 36953 201.33 46.73
35 248.48 4351 23.03
36 307.22 107.45 32.70
37 124.81 83.84 89.83
38 193.56 135.02 78.72
39 56.61 22737 53.77
40 23297 93.96 79.12
a1 20279 80.96 39.89
2 107.07 23350 21.48
a3 2622 48.90 17.71
4 21785 64.64 1813
a5 104.96 388.06 18.07
6 188.83 68.32 28.46
a7 3657 95.15 18.11
28 20435 288.45 16.06
a9 52.79 4523 23.87
50 8.04 12381 40.47
51 4248 22357 46.90
52 5067 84.88 71.68
53 31096 149.25 122.04
54 287.07 117.84 67.70
55 319.83 369.57 2179
56 2207 102.20 45.98
57 17115 107.95 11.43
58 92.55 12933 2282
59 102.58 14551 10.47
60 2035 66.14 56.35
61 34.70 28.09 109.12
62 76.86 17438 51.50
63 19.91 3341 27178
64 45005 127.50 37.38
65 33.74 258.43 1287
66 8.62 3114 116.95
67 20065 21882 3345
68 2009 7361 7.91
69 66.40 12865 72.48
70 948.28 146.60 19.30
7 531 2028 78.78
7 356.60 12165 2101
73 667.07 105.61 3643
7 92.29 6174 17.02
7 20655 69.90 82.59
76 90.54 21228 36.87
77 158.27 20005 9.69
78 2257 37.79 893
79 34439 77.86 10.14
80 3162 71835 10.02
81 196.43 13253 54.88
82 12.87 90.12 2433
5] 182.36 261.42 6.81
84 109.94 9381 33.40
85 101.76 8864 2083
86 3279 28.23 815
87 8147 8362 11.48
88 28.41 60.02 1062
£ 6023 104.70 2288
%0 150,57 22295 23.78
91 64.10 208.08 57.63
%2 161.77 16119 1459
9 34223 8051 34.93
9 85.40 8273 18.90
95 1016 196.73 2024
9% - 64.15 15.28
97 - 56.49 25.62
98 - 34851 -
9 - 27287 -
100 - 22366 -
101 - 24.10 -
102 - 53.42 -
103 - 17854 -
104 - 3212 -
105 - 11869 -
106 - 8227 -
107 - 96.28 -
108 - 45.88 -
109 - 4039 -
110 - 182.66 -
m - 4175 -
112 - 196.50 -
13 - 8141 -
114 - 3813 -
115 - 109.67 -
116 - 76.84 -
17 - 96.75 -
118 - 36.08 -
119 - 8036 -
120 - 93.40 -
121 - 4411 -
122 - 37.06 -
123 - 51.94 -
124 - 4717 -
125 - 57.51 -
Mean 158.84 123.00 4048
sd. 168.48 10225 35.50
n 9 125 97
P (NGD)** <0.0001 <0.0001 <0.0001

Tubulin fluorescence intensity per patch at cell periphery
2P value (H,, NGD, non-Gaussian distribution)
°D'Agostino & Pearson omnibus normality test, a = 0.05

MT density*?
Cell repl. FN 5 Inhib. Inhib. +stim.”  Statistic*
1 358 (40) 231(35) 0.11(36) 264(56)  Mean difference 2384024
2 3.50 (36) 3.64 (14) 032(34) 203(33)  95%Cl of difference 18510290
3 461(31) 2.88 (40) 038(32) 3.64(47) Corrected Pvalue <0.0001
4 4.00 (55) 2.00 (24) 0.22(32) 2.36(45) “Two-tailed unpaired t test, Welch's correction
s 5.56 (18) 290 (21) 0.56 (36) 1.92(39)
6 5.06 (17) 3.03(33) 0.85(33) 2.95 (56)
7 3.04(23) 263(19) 010 (39) 3.29(35)
8 5.63(8) 2.31(48) 1.08 (36) 3.00(33)
9 4.08(13) 4.79(33) 0.24(34) 213 (45)
10 2.96 (26) 0.39(31) 4.00 (37)
1 1.88(25) 0.35(34) -
12 - 3.75 (60) - -
Mean 430 292 0.42 280
sd. 093 082 030 070
n 9 12 1 10
PINGD)** 054 018 009 066

Number of MTs per 5 x 2-um region at cell periphery.

Number of regions quantified per cell indicated in parentheses

“Inhibitory:stimulatory, 1000:1
*P value (Hy, NGD, non-Gaussian distribution)

*D'Agostino & Pearson omnibus normality test, a = 0.05
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