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Figure S1 RPKM expression profile of 79 germ-line-specific genes. Shown are the RPKM expression profiles of 79 germ-line-specific genes meeting the FDR 0.001 cutoff from EdgeR
differential gene expression analysis. Genes were filtered by performing four pairwise comparisons of expression between 0-1 day old ovaries and larvae, pupae, male, and 24 hr post-
bloodmeal carcass (ovaries removed). Samples are 0-1 hr embryo (0-1 E), 2-4 hr embryo (2-4 E), 4-8 hr embryo (4-8 E), 8-12 hr embryo (8-12 E), larvae (L), pupae (P), 1-5 day old male (1-5 do
M), 1-5 day old female (1-5 do F), 1-2 day old ovaries (1-2 do Ov), 24 hr post-bloodmeal ovaries (24 hr PBM Ov), 24 hr post-bloodmeal carcass, ovaries removed (24 hr PBM C).
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