0

s s bs s IR I VL I ¢C o T L I W T L M M N S A G K F R H T P G R
L R A I HR * E S F * Y A R H * S G L * * *x T P L E N S G T R Q E
59501 TCTTCGAGCGATTCATCGATAAGAATCGTTCTGATATGCCAGACATTGATCTGGACTTTGATGATGAACTCCGCTGGAAAATTCCGGCACACGCCAGGAA

......... S S L
AGAAGCTCGCTAAGTAGCTATTCTTAGCAAGACTATACGGTCTGTAACTAGACCTGAAACTACTACTTGAGGCGACCTTTTAAGGCCGTGTGCGGTCCTT

F M EM KT S P T S Q T T S P T K AI KTW RS TTULUPGULTA A S H R

D L w K * KRR QR R K P HHUL QR Q K HAOQRHECOQGUL R L R T E

59601 GATTTATGGAAATGAAAACGTCGCCAACGTCGCAAACCACATCACCTACAAAGGCAAAAACACGCTCAACGACATTGCCAGGGCTTACGGCTTCGCACAG
S S S S S S S O I S |
CTAAATACCTTTACTTTTGCAGCGGTTGCAGCGTTTGGTGTAGTGGATGTTTCCGTTTTTGTGCGAGTTGCTGTAACGGTCCCGAATGCCGAAGCGTGTC

K . s T P L L K DV I G WX P TL DL EMUOQU F S M L S R R I S

N F R R HC * KM S R S G G NI RH S T W K CN S RCOCH GV * A S
59701 AAAACTTTCGACGCCATTGCTAAAAGATGTCCAGATCGGGTGGAAACCGACACTCGACTTGGAAATGCAATTCTCGATGTTGTCACGGCGTATAAGCATC
O S S S S P O P e |
TTTTGAAAGCTGCGGTAACGATTTTCTACAGGTCTAGCCCACCTTTGGCTGTGAGCTGAACCTTTACGTTAAGAGCTACAACAGTGCCGCATATTCGTAG

—

I L K F R S CW I H T VML L R KOS NS RET S I RWIEF M L A G

s * N F E AV GGY I R * CY * G sS N QTR G K P AT F D G N s C W R
59801 ATCCTGAAATTTCGAAGCTGTTGGATACATACGGTGATGCTATTGAGGAAGCAATCAAACTCGAGGGAAACCAGCATTCGATGGGAATTCATGCTGGCGG
S S S S s S P O I S |
TAGGACTTTAAAGCTTCGACAACCTATGTATGCCACTACGATAACTCCTTCGTTAGTTTGAGCTCCCTTTGGTCGTAAGCTACCCTTAAGTACGACCGCC

s L L L R T L F Q K CAURF I RNTIRUDI K EI RNDNWANX* P K S F R T
v R Y C F 6 P ¥ S R S VP D LY E I Q G TR KE TR T S P N H S V R
59901 GTTCGTTATTGCTTCGGACCCTATTCCAGAAGTGTGCCCGATTTATACGAAATACAAGGGACAAGGAAAGAAACGCGAACTAGCCCAAATCATTCCGTAC
O S S S s S S O I S |
CAAGCAATAACGAAGCCTGGGATAAGGTCTTCACACGGGCTAAATATGCTTTATGTTCCCTGTTCCTTTCTTTGCGCTTGATCGGGTTTAGTAAGGCATG

K N EM QNI S EC S RW T F s VvV C Q QWA * S G R F V V G F G C
K T R C R T S RNAQD G L S R S VNNGH DRED S W L A S D A
60001 GAAAAACGAGATGCAGAACATCTCGGAATGCTCAAGATGGACTTTCTCGGTCTGTCAACAATGGGCATGATCGGGAAGATTCGTGGTTGGCTTCGGATGC

......... S S [ S S O T
CTTTTTGCTCTACGTCTTGTAGAGCCTTACGAGTTCTACCTGAAAGAGCCAGACAGTTGTTACCCGTACTAGCCCTTCTAAGCACCAACCGAAGCCTACG

G s ~*
E A HK * L VL P LM I A QTTI T WS L ENDG * T D TH G F R L R
s Yy p s * S R R R L HG A * K T MV E Q I R T G S G S
11501 GAGGCTCATAAGTGACTAGTCCTACCCCTCATGATCGCGCAGACGATTACATGGAGCTTAGAAAACGATGGTTGAACAGATACGCACGGGTTCAGGCTCA

......... S S S [ S T O T
CTCCGAGTATTCACTGATCAGGATGGGGAGTACTAGCGCGTCTGCTAATGTACCTCGAATCTTTTGCTACCAACTTGTCTATGCGTGCCCAAGTCCGAGT

P T RN S GM L L F K Q R KM RTNN * Y R R L Q K AR F R H M *
G R Q ET P G C S Y s s s GRCV QT I D I G D F K KHV F G T C E
11601 GGCCGACAAGAARACTCCGGGATGCTCTTATTCAAGCAGCGGAAGATGCGTACAAACAATTGATATCGGAGACTTCAAAAAGCACGTTTTCGGCACATGTG

......... S S e
CCGGCTGTTCTTTGAGGCCCTACGAGAATAAGTTCGTCGCCTTCTACGCATGTTTGTTAACTATAGCCTCTGAAGTTTTTCGTGCAAAAGCCGTGTACAC

K v P K S A $S C * R KL GV S L M T S S E KNS K L S I L DN Q T
K ¢ P N P H P A KGN * G Y P * * P L RRIRTOQONY P S W T I R R
11701 AAAAGTGCCCAAATCCGCATCCTGCTAAAGGAAATTAGGGGTATCCTTGATGACCTCTTCGGAGAAGAACTCAAAATTATCCATCTTGGACAATCAGACG
O 2 S S s S P O I e |
TTTTCACGGGTTTAGGCGTAGGACGATTTCCTTTAATCCCCATAGGAACTACTGGAGAAGCCTCTTCTTGAGTTTTAATAGGTAGAACCTGTTAGTCTGC

Figure S1



