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Supplemental Figure 2: f(-galactosidase activity in Miller Units of E. coli expressing
MprF domain interaction partners (A and B) fused N- or C-terminally to adenylate
cyclase fragments. C-terminal fusions encoded by low-copy number plasmid pKT25C
and high-copy number plasmid pUT18C. N-terminal fusions encoded by high-copy

number plasmid pUT18N. The mean of at least 3 independent experiments is shown.



