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SUPPLEMENTAL FIGURE LEGENDS 
 
SUPPLEMENTAL TABLE S1. Identified phosphorylation sites. Output table from 
MaxQuant listing the 3,667 phosphorylation sites identified. 
 
SUPPLEMENTAL TABLE S2. Class I DIF-1 regulated phosphorylation sites. DIF-1 
regulated phosphorylation sites observed at each of the four time points (1, 5, 8 and 15 
min) in more than one biological replicate. 
 
SUPPLEMENTAL TABLE S3. Class II DIF-1 regulated phosphorylation-sites. DIF-1 
regulated phosphorylation sites observed in more than one biological replicate (3σ 
replicate filter cut off) at the same time point with an average 1.5-fold change. 
 
SUPPLEMENTAL TABLE S4. GO term analysis of class II DIF-1 regulated 
phosphorylation-sites. GO term enrichment (p ≤ 0.05) of class  
 
SUPPLEMENTAL FIGURE S1. Examples of the assignments of phosphorylation site 
location from tandem mass spectra data. (A) EppA (DDB0233660) pS325. (B) PKBA 
(DDB0191195) pT435. (C) cAR1 (DDB0185024) pS324 and pS325. (D) ERK2 
(DDB0191457) pY178. 
 
SUPPLEMENTAL FIGURE S2. DIF-1 Regulated phosphorylation sites in Ca2+/CaM 
related proteins. (A) Summary of Ca2+/CaM related proteins with class I DIF-1 regulated 
phosphorylation sites. (B) Temporal profile for DIF-1 induced phosphorylation changes 
to class I phosphorylation sites in Ca2+/CaM related proteins. 
 
SUPPLEMENTAL FIGURE S3. DIF-1 Regulated phosphorylation sites in proteins 
upstream of PKB.  (A) Summary of DIF-1 regulated phosphorylation sites in the TorC2 
complex, which phosphorylates PKB; the Sca1C complex, which regulates RasC/RasG; 
and potential regulators of heterotrimeric G protein regulation. (B) Temporal profile for 
DIF-1 induced phosphorylation changes for proteins in the Sca1C complex. Solid lines 
represent averaged data for class I sites and dashed lines from class III sites from a 
single experiment. (C) Temporal profile for DIF-1 induced phosphorylation changes for 
class I sites in potential regulators of heterotrimeric G proteins. See Fig. 5 for graphical 
summary of the signalling pathways between cAR1 and PKB. 
 
SUPPLEMENTAL FIGURE S4. DIF-1 regulated phosphorylation sites in myosin and its 
regulators. (A) Temporal profile for DIF-1 induced phosphorylation changes in class I 
sites on myosin heavy chains. (B) Summary of all DIF-1 regulated phosphorylation sites 
on myosin and its regulators. 
 
SUPPLEMENTAL FIGURE S5. Temporal profile for DIF-1 induced phosphorylation 
changes in proteins with multiple class I sites. (A) Nine class I sites on AbcF4 
(DDB0232240). (B) Five class I sites on uncharacterized protein DDB0232240. (C) 
Three class I sites on protein kinase NdrB (DDB0219947). (D) Five class I sites on the 
polyketide synthase PKS16 (DDB0230068).  
















