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Typical livoprotein 1st amino acid for 1st amino acid for
/P popre Antigens 1 -4 Antigens 5 - 8
processing site
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Antigens 2 + 6 Antigens 3 + 7 Antigens 4 + 8
Lipid
modlf_lcatlon N-termingl C-terminal glycosylation
site repeat region Nitrite reductase region
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