
miRNA sequences split into 6-mers 5’ to 3’

R
el

at
iv

e 
fre

qu
en

cy
 o

f 6
-m

er
miR-103 miR-494

2.5

2.0

1.5

1.0

0.5

0.0

1.5

1.0

0.5

0.0

1.6

1.2

0.8

0.4

0.0

miR-503
A

Type of miRNA target pairing

Lo
g2

 re
pr

es
si

on

Lo
g2

 e
nr

ic
hm

en
t

1.5

1.0

0.5

0.0

-0.5

R
el

at
iv

e 
fre

qu
en

cy
 o

f
ta

rg
et

 p
ai

rin
g 

se
qu

en
ce

0.0

0.5

1.0

1.5

5’ mismatch seed + 3’ mismatch
5’ perfect seed match + 3’ mismatch

5’ perfect seed match position 1-6
5’ perfect seed match position 2-7

Type of miRNA-target pairing:
All genes profiled

1.5

1.0

0.5

0.0

-0.5

Lo
g2

 e
nr

ic
hm

en
t

1.5

1.0

0.5

0.0

-0.5

Lo
g2

 re
pr

es
si

on

1.5

1.0

0.5

0.0

-0.5

microarray: miR-503 RNA-seq: miR-103

B

C

Type of miRNA target pairing

D

*


