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Most abundant architecture (common to prokaryotes)
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Figure S5C — HECT
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Figure S5E - zf-C3HC4
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Figure S5F — zf-C3HC4_2

_SPX 2f-C3HC4 2
2i~C3HCA 2" Z"TRAF
2i-C3HC4_2 LON
FHA z-C3HC4_2
SNF2_N zf-C3HC4_2

zf-C3HC4_2 zf-TRAF MATH
2f-C3HC4_2 zf-B_box NHL
zf-C3HC4_2 zf-TRAF WD40
zf-C3HC4_2 zf-B_box fn3 SPRY

. zf-C3HC4 2 zf-B_box
zf-C3HC4_2

ubiquitin PHD YDG_SRA zf-C3HC4_2
zf-C3HC4_2 USP8_interact
2f-C3HC4_2 SH3_1
2f-C3HC4_2 SAP

zf-C3HC4_2 MAT1

zf-C3HC4 zf-C3HC4_2 LON
DUF2367 SNF2_N zf-C3HC4_2
zf-C3HC4_2 NHL

2f-C3HC4_2 Helicase_C
zf-C3HC4_2 YEATS
2f-C3HC4_2 BRCT

zf-C3HC4_2 PRY SPRY

zf-C3HC4 TPR_2 zf-C3HC4_2 LON
2f-C3HC4 TPR_11 TPR_2 z~C3HC4_2 LON
zf-C3HC4_2 BRCT_assoc EIN3 BRCT
zf-C3HC4_2 RDM PRY SPRY
2f-C3HC4_2 SH3_2 SH3 1

zf-C3HC4_2 _box PRY SPRY
Zf-C3HC4_2 “box WD40
zf-C3HC4_2 _box fn3 PRY SPRY
zf-C3HC4_2 zf-RAG1 RAG1

DWNN zf-CCHC zf-C3HC4_2
zf-C3HC4_2 zf-B_box MATH
zf-C3HC4_2 zf-TRAF PDZ

2f~C3HC4_2 SAM_1

zf-C3HC4_2 CAP_GLY

zf-C3HC4_2 zf-B_box SPRY

zf-AD zf-C3HC4_2

zf-C3HC4_2 zf-B_box Filamin
zf-C3HC4_2 MATH

zf-C3HC4_2 zf-B_box fn3

BTB BACK Kelch_1 zf-C3HC4_2
Filamin zf-C3HC4_2 zf-B_box
M20_dimer zf-C3HC4_2 zf-TRAF MATH
SNF2_N RVT_1 zf~C3HC4_2 Helicase_C
zf-B_box zf-C3HC4_2

zf-C3HC4 TPR_9 zf-C3HC4_2 LON
2f-C3HC4_2 SH3_1 SH3_2
zf-C3HC4_2 zf-TRAF MATH zf-C3HC4
Zf-RING_2 zf-B_box zf~C3HC4_2
DWNN zf~CCHC_2 zf-C3HC4_2
Zf-C3HC4_2 SAM 2

zf-C3HC4_2 Di19

2f-C3HC4_2 zf-B_box fn3 Y_phosphatase
zf-C3HC4_2 ANF_receptor 7tm_3
2f-C3HC4_2 zf-TRAF Pkinase
2f-C3HC4_2 Ran_BP1

zf-C3HC4_2 Filamin

2f-C3HC4_2 _box DUSP
zf-C3HC4_2 box Filamin SGL NHL
2f-C3HC4_2 MFS_1
zf-C3HC4_2 _| MIB_HERC2
zf-C3HC4_2 zf-CCCH

zf-C3HC4_2 WWE

DWNN zf-C3HC4_2

zf-C3HC4_2 Ras

Motile_Sperm zf-C3HC4_2

2f-C3HC4_2 zf-B_box Arf

TPR_1 zf~C3HC4_2 LON

Prefoldin zf-~C3HC4_2

zf-C3HC4_2 VPS11_C

Kinesin FHA KIF1B DUF3694 PH zf-C3HC4_2
BIR zf-C3HC4_2

zf-C3HC4_2 Pkinase

Macro zf-C3HC4_2

CbI_N CbI_N2 Cbl_N3 zf~C3HC4_2 UBA
Ank_2 COX4 zf-C3HC4_2

WD40 Clathrin zf-C3HC4_2

TPR_11 zf-C3HC4_2

FHA zf~C3HC4_2 Ank_2 Ank

AAA_5 zf-C3HC4_2 Pkinase

TPR_2 TPR_11 zf-C3HC4_2 LON
Ank_4 Ank 2 zf-C3HC4_2

CbI_N CbI_N2 Cbl_N3 zf~C3HC4_2

Ras zf-C3HC4_2

2f-C3HC4_2 Ank_2 Ank_4

SNF2_N zf-C3HC4_2 Helicase_C AMP_N Peptidase_M24 DEAD HA2 OB_NTP_bind PX
zf-C3HC4,_2. Ank_2 Ank

2i-C3HC4_2 zf-B_box IPK
Pex2_Pexi2 zf~C3HC4_2 SPX Ank_4 Ank_2 GDPD

Ank_4 Ank_2 zf~C3HC4_2 IBR
Ank_2 Ank WW zf-C3HC4_2
2i-C3HC4_2 FYRN FYRC

zf-C3HC4_2 F-box-like WD40
zf-C3HC4_2 PWI

PHD SNF2_N zf-C3HC4_2 Helicase_C
zf-C3HC4_2 zf-B_box RasGEF_N RasGEF
2f-C3HC4_2 CBM_20

DEAD_2 Helicase_C_2 PAH zf-C3HC4_2
DWNN zf-C3HC4_2 zf-CCHC

SNF2_N WW zf~C3HC4_2 Helicase_C
zf-C3HC4_2 CUE

zf-C3HC4_2 DUF946

zf-C3HC4_2 zf~-HC5HC2H BRCT
zf-C3HC4 2 PHD
3HC G

lantae histone-binding

YDG_SRA zf-C3HC4_2

PTCB-BRCT zf-C3HC4_2

PHD zf-C3HC4_2 YDG_SRA zf-C3HC4
TPR_11 TPR_2 zf-C3HC4_2 LON
2f-C3HC4_3 zf-C3HC4_2 77

RVT_3 zf~C3HC4_2 IBR

Glyco_transf_92 zf-C3HC4_2

PHD zf-C3HC4_2 YDG_SRA

TPR_11 zf-C3HC4_2 LON

zf-C3HC4_2 Sina

zf-C3HC4_2 Pkinase WD40

TPR_11 TPR_9 zf-C3HC4_2

2f-C3HC4_2 77

zf-C3HC4_2 zf-CCHC

SNF2_N PHD zf-C3HC4_2

F-box zf~CW SNF2_N zf~C3HC4_2 Helicase_C
Ank_2 Ank zf-C3HC4_2

SNF2_N PHD zf-C3HC4_2 PPR PPR_2
RWD zf-C3HC4_2 IBR

2f-C3HC4_2 Helicase_C THF_DHG_CYH_C
zf-C3HC4_2 RINGv

zf-C3HC4_2 zf-HC5HC2H BRCT elF-5_elF-2B
zf-C3HC4_2 YDG_SRA zf-RING_LisH

FHA LRR_6 zf-C3HC4_2

LRR_4 zf-C3HC4_2

zf~CCHC_2 zf-C3HC4_2

lon_trans zf~-C3HC4_2 RhoGEF FYVE
Dynamin_N zf-C3HC4_2

TYW3 Met_10 zf-C3HC4_2
cNMP_binding zf~-C3HC4_2
zf-C3HC4_2 CRAL_TRIO
2f-C3HC4_2 DEAD

zf~C3HC4_2 TPR_11 Dnal
zf-C3HC4_2 Tub

zf-C3HC4_2 MBT

zf-C3HC4_2 DUF1517

zf-C3HC4_2 UQ_con

zf-C3HC4_2 zf-C3HC4

zf-RING_2 zf-C3HC4_2

SET zf-C3HC4_2 SH3_2
zf-C3HC4_2 PX

zf-C3HC4_2 SPRY

DEAD_2 Helicase_C_2 zf-C3HC4_2
Ank_2 zf-C3HC4_2

FHA zf-C3HC4_2 zf-CCHH
2f-C3HC4_2 TPR_11 TPR_1 TPR_2 DnaJ

2i-C3HC4_2 AP2
Sel1 zf-C3HC4_2

2i-C3HC4_2 Cullin

2f-C3HC4_2 Cullin Cullin_Nedd8
2i-C3HC4_2 Selt

2i-C3HC4_2 ShK

2i-C3HC4_2 TPR_11 TPR_2 DnaJ
Zf-MYND Zf~C3HC4_2

2f-PARP SNF2_N zf~C3HC4_2 Helicase_C
FHA zf~C3HC4_2 zf-PARP

Beta_helix zf~C3HC4_3 zf-C3HC4_2

a

'ma whisleri
lvdis
lata

nulus guttatus

legia coerulea
ion merolae

o1 paradoxa..

Ectocarpus siliculosus
Nannochloropsis gaditana

Aureococcus anophagefferens

Capitella teleta
Z|

Lottia gigantea

Nematostella vectensis
goeca rosetta

Capsaspora owczarzaki
rinus cinereus

stilago may

Cog
Mortierella ve
Giardia lambli

Volvox cal
Chlorella variabi
Ostreococcus
Trypanosoma cruzi

Emiliania huxleyi

... Guillardia theta..
Naegleria grube!

Sorghum bicolor
Trichomonas vagin:

inella moellendorffii
yscomifrella patens. .

hlamydomonas reinhard
licromonas pusilla

Ciona intestinali
nidiosch)

Saccoglossus kowalevskii
um den
izellomyces puncta
Encephalitozoon cunit
Mi

Aq
Brachypodium distachyon
igelowiella natans

Neurospora crassa
Toxoplasma gond
Perkinsus. marinus..
Leishmania maj

haromyces pombe
Saccharomyces cerevisiae

Mnemiopsis leidyi
Oscarella carmela
tamoeba histolyti

ces blakes|
hondylium pal

i
Y1

Abe:
Tuber melanosporum

Trichoplax adhaerens
Salpi
Sphaeroforma arctica
Creolimax fragranti
h

_..ED
Phytophtora.infestans. .

fyostelium discoi
anthamoeba.castellani..

/y%

Drosophila me_lano’qaster
Caenorhabditis elegans
Tetrahymena thermophila

Sp
Sela
-..Gyanop

Thalassiossira pseudonana

Cryptococcus neoformans
Phaeodactylum tricornutum

Cya

chizosaccl
Di
Po

Phycor

S
ix

Amoebozoa Unicell
Archaeplastida




Figure S5G — zf-C3HC4_3
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Holozoan
Cbls

Cbl_N2 SH2 zf-C3HC4_3 : Dictyostelid Cbl-like protein
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Figure S5I — U-box
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— zf-RING_LisH

Figure S5J

Most abundant architectures
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Figure S5K — RINGv
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Figure S5L
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Figure S5M - IBR

i Most abundant architecture (one or two copies)
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zf-C3HC4 IBR : IBR domain (C-terminal RINGs not
Z-RING 2 IBR i detected by Pfam)
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Figure S5N — Cullin
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Figure S50 — F-box/F-box-like
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Figure S5Q - BTB
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Figure S5S - Josephin

Most abundant architecture
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Figure S5T — OTU
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Figure S5U — Pept

Peptidase_C65 zf-RING_2

. I.Deptidase C65: Most abundant architecture
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Figure S5W - zf-MIZ
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Figure S5X — zf-Nse

Most abundant architecture
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dase C48

Figure S5Y — Pept
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Figure S5Z — WLM
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dase C78

Figure S5AB — Pept

I.Deptidase C78: Most abundant architecture
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Fig. S6A
P-P plots of

matched-pairs symmetry tests
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Fig. S6B Ubiquitin ML
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