Fig.6B

1004
5T - - - -
50

BACE1

" ——
251
20
15+
10-

Syntaxin6
Fig.6C
250
150+
e e
100 - -
APP
e
50
BACE1
25
204
15-
GAPDH

I
754

37

GGA3
25-]
20|

GAPDH



