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Supplementary Figure 1. Cluster analysis of samples from IBS patients and controls using
partitioning around medoids (PAM). A: PAM clustering of samples using Bray-Curtis
distance. B: PAM clustering of samples using Jensen-Shannon divergence. C: PAM clustering
of samples using weighted UniFrac distance.

Supplementary Figure 2: Multidimensional scaling (MDS). A: MDS coordinate 2 for Bray-
Curtis distance indicates a separation of controls and patients, and coordinate 5 indicates a
separation of controls from the IBS phenotype. B: MDS coordinate 2 for Jensen-Shannon
divergence indicate a separation of controls and patients. C: MDS coordinate 2 for UniFrac

indicate a separation of controls and patients



Supplementary Figure 1A
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Supplementary Figure 1B
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Supplementary Figure 1C
Weighted UniFrac
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Supplementary Figure 2A
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Supplementary Figure 2B
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Supplementary Figure 2C

UniFrac
0.4-
O
O
s 0.2- o o
g
g mA
§ [ =
8 A
g A A
® |
S O O O A (]
i AO
Z 00- o
o @) o e
o) A A A
.. A O
A ® o
| [} ‘ o
[ |
-0.2- &) m
A
02 00 02

PC1 (19.9% variance explained)

Group
() CTRL
® c-IBS
W BS
A p-BS



