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Supplemental Figure 1. Amino acid sequence alignments for the BRWD-like fragment in selected
Arabidopsis ARFs and BRWD proteins.

Identical amino acids are boxed in yellow and similar amino acids are boxed in grey. Secondary
structures for ARFs (Boer et al., 2014) and predicted for BRWD proteins (Phyre2) are shown at
approximate positions above the alignments. The Tudor domain (Boer et al., 2014) and another
Auxin_resp domain protein (TgCRM) are shown for comparison. Sequences for ARFS5 (Atlg19850),
ARF6 (At1g30330), ARF7 (At5g20730), ARF1 (At1g59750), ARF9 (At4g23980), and ARF3
(At2g33860), PpARF1 and PpARF2: Physcomitrella patens (XP_001782750 and DAA06632),
SmARF1 and SmARF2: Selaginella moellendorffii (XP_ 002969449 and XP 002976921), PpBRWD:
Physcomitrella patens (XP_001755663), DIBRWD: Dictyostelium fasiculatum (XP_004357233),
PopBRWD: Polysphondelium pallidum (ADBJ01000037), AcBRWD: Acanthamoeba castellani
(XP_004337512), AIBRWD: Aphanomyces invadans (gb ETW016454), CcBRWD: Chondrus crispus
(XP_005719095), MmPHIP: Mus musculus (gb EDL26451), HmWDRO: Homo sapiens (AB080587),
DmWDRY: Drosophila melanogaster (AY094828), GmBRWD: Glycine max (XM_006588511),
AtBRWD: Arabidopsis thaliana (At5g49430), TgCRM: Toxoplasma gondii (XP_002366434)
chloroquine resistance marker protein, and Tudor: Tudor domain from Homo sapiens PHD-finger
protein 20 (NP_057520.2) are aligned. Asterisk is the position of the B3 domain in ARFs that has
been excised from the alignment. The dashed lines in TgCRM show the number of amino acid

residues between the conserved motifs that are found in ARFs or BRWD proteins. The FD1- related

sequences are located within residues 3324-3359, and FD»-related sequences are located within
residues 3744-3773, 3854-3881, and 3921-3934 of the TgCRM protein.





