S1 Table: Significantly regulated miRNAs between ALK+ ALCLs, ALK- ALCLs
and normal T cells. The 82 significantly regulated miRNAs between ALK+ ALCL cell
lines and the ALK- cell line and between ALK+ ALCL cell lines and normal T cells are
shown and expression (base mean) and significance (padj) values of the significantly
regulated miRNAs are indicated. The 56 miRNAs additionally significantly regulated

between ALK- ALCL cells and T cells are highlighted in grey.

miRNA ALK- ALCL ALK+ ALCL padj T cells ALK+ ALCL padj
base mean base mean base mean base mean

hsa-miR-196b 186 0 2,48E-43 7 0 1,37E-08
hsa-miR-155 44475 1205 8,56E-35 3622 1205 1,09E-04
hsa-miR-146a 2525 29 3,34E-27 7082 29 3,03E-37
hsa-miR-203 0 316 1,19E-23 8 316 2,57E-14
hsa-miR-135b 2 405 1,07E-21 6 405 4,46E-17
hsa-miR-135b* 0 119 1,67E-18 0 119 1,60E-17
hsa-miR-503 343 22 1,14E-16 2 22 7,13E-06
hsa-miR-424* 910 78 7,64E-15 28 78 7,90E-03
hsa-miR-182 672 17849 3,79E-14 86 17849 3,24E-27
hsa-miR-183 51 1473 3,79E-14 4 1473 1,11E-27
hsa-miR-542-3p 413 38 1,40E-13 8 38 7,49E-04
hsa-miR-513a-5p 26 0 3,33E-13 1 0 4,78E-02
hsa-miR-450b-5p 1246 134 7,43E-13 19 134 2,00E-06
hsa-miR-3194 28 0 9,89E-13 14 0 2,60E-08
hsa-miR-149 427 51 1,67E-12 3 51 4,80E-08
hsa-miR-193b 1910 240 6,83E-12 73 240 2,34E-03
hsa-miR-199a-5p 28 0 2,28E-11 6 0 9,40E-04
hsa-miR-513c 19 0 2,81E-11 6 0 1,20E-06
hsa-miR-4326 0 30 3,58E-11 9 30 9,93E-03
hsa-miR-574-3p 0 31 3,58E-11 5 31 3,31E-04
hsa-miR-96 2 71 5,09E-11 0 71 1,60E-14
hsa-miR-365 400 55 1,84E-10 17 55 8,50E-03
hsa-miR-450a 438 50 2,94E-10 19 50 1,99E-02
hsa-miR-3200-3p 115 15 1,39E-08 1 15 2,77E-05
hsa-miR-183* 1 34 1,61E-08 0 34 3,85E-10
hsa-miR-9 20 940 5,99E-08 24 940 7,48E-08
hsa-miR-181a-2* 0 38 7,16E-08 615 38 2,66E-08
hsa-miR-33b 304 61 2,74E-07 179 61 5,64E-04
hsa-miR-497 25 2 2,74E-07 9 2 2,26E-03
hsa-miR-548i 0 16 3,78E-06 3 16 2,64E-02
hsa-miR-195 19 1 1,21E-05 8 1 6,18E-03
hsa-miR-9* 1 11 1,89E-04 2 11 5,00E-03
hsa-miR-26a 17721 5467 1,92E-04 200819 5467 9,38E-34
hsa-miR-582-5p 0 6 3,20E-04 17 6 2,53E-02
hsa-miR-20b* 1 22 3,55E-04 0 22 3,23E-05
hsa-miR-1246 57 252 3,62E-04 7 252 4,22E-14
hsa-miR-205 6 0 3,85E-04 2 0 1,80E-02
hsa-miR-223 0 7 8,15E-04 523 7 1,23E-18
hsa-miR-574-5p 9 55 1,12E-03 4 55 9,87E-06
hsa-miR-145 0 59 1,20E-03 0 59 2,34E-03
hsa-miR-34a 1248 443 2,12E-03 42 443 1,05E-08
hsa-miR-335* 0 7 2,45E-03 189 7 4,83E-08
hsa-miR-196a 1772 602 2,47E-03 7 602 2,16E-19
hsa-miR-549 0 49 2,47E-03 0 49 1,72E-03
hsa-miR-301b 651 246 2,82E-03 15 246 3,88E-10
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