Raw /7 Daa
Data "Q‘ ‘Quality control

l:l Process
w0 e [ Remu

YES
Clean
Reads
Coverage

Alignment with reference gene and genome file analysis
(504P2) b o
Distribution of
1i t reads of
QCor-alig reference genes
Moz D
YES
I I | 1 ]
Expression level Gene structure i Novel transcripts :
(RPEM) réfinement Alternative splicing prediction SNP analysis
[

Screening of
differentially
expressed genes

I

Gene ontology

Pathway cnrich
analysks (KEGG)

analysis
(GO::Term Finder)

SUPPLEMENTARY FIG. S2. Bioinformatics analysis pipeline for RNA-seq results. QC, quality control.





