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GTGCGG——=———=—————— CCGGCCAGCGAGTGAGAGACCCGGGCGCTACCAAAAGGGGAG
GTGCGG——=———=—————— CTGGCCAGCGACTGAGAGACCCGGGCGCTACCAAAAGGGGAG
GTGCGG——=———=—————— CTGGCCAGCGACTGAGAGACCCGGGCGCTACCAAAAGGGGAG
GTGCGG——=———=—————— CTGGCCAGCGACTGAGAGACCCGGGCGCTACCAAAAGGGGAG
GTGCGG——=———=—————— CCAGCCAGCGAGTGAGAGACCCGGGCGCTACCAAAAGGGGAG

GTGGGGGAAGCTGCAGGTGAGGCCAGCGAGCAAGAGAGCCAGGCACTACTAAAAGGGGAG
GTGGGGGAAGCTGCAGGTGAGGCCAGCGAGCGAGAGAGCCAGGCACTACTAAAAGGGGAG

GTGGGGGAAGTTGCAGGTTTGGCCAGTCAGAGGGAAC----TGCGGGACAAAAAGGGGAG
GTGGGGGAAGCTGCAGGTGTGGCCAGTGAG————- ACCCCAGGCGGGACAAAAAGGGGAG
GTGGGGGAAGCTGCAGGTGCGGACAGCGAG————-- ACCCCAGGCAGGGCAGAAAGGGGGG

CGGGGTGGTGGGGCAGTTCCTAAGGCTTCCCGGGGGCTAGGAGGTCCCAAACAATGGGGG
CGGGGTGGCGGGGCAGTTCCTAAGGCTTCCCGGGGGCTGGGAGGTCCCAAACAATGGGGG
CGGGGTGGCGGGGCAGTTCCTAAGGCTTCCTGGGGGCTGGGAGGTCCCAAACTATGGGGG
CGGGGTGGCGGGGCAGTTCCTAAGGCTTCCCGGGGGCTGGGAGGTCCCAAACTGTGGGGG
CGGGGTGGCGGGGCAGTTTCTAAGGCTTCCCCAGGGCTGGGAGGTCCCAAACAATGGGGG
CGGGGTGGCGGGGCAGTTCCTGAGGCTTCCCAGGGACCGGGAGGTCCCAAACAGTGGGGG
CGGGGTGGCGGGGCAGTTCCTGAGGCTTCCCAGGGACCGGGAGGTCCCAAACAGTGGGGG
AGGAGGGGTTGAGCAGCTCCTGAGGTTTTCT-GGG———————— CTTCCAAGCAGTGGGGG
CGGGGTGTCGGGGCGGTTCCTGAGGCTTCCCAGGGAATAGGGGGTCTCAAACAGTGGGGG
TGGGGTGGC-AGGTAGTTCCTGAGGCTTCCCAGGGACTAGGGGGTCCCAAACAGTGGGGG

AGATCCTTGCCTGTTCCCTTAGAGACTGGAAAGGTAG-GGAGACC-GCCCCACTCTCAGC
AGATCCTTGCCTGTTCCCTTAGAGACTGGAAAGGTAG-GAGGACT-GCCCCACCCTCAGC
AGATCCTTGCCTTTTCCCTTAGAGACTGGAAAGGTAG-GGGGACT-GCCCCACCCTCAGC
AGATCCTTGCCTTTTCCCTTAGAGACTGGAAAGGTAG-GGGGACT-GCCCCACCCTCAGC
AGATCCTTGCCTGTTCCCTTAGAGACTGGAAAGGTAG-GGGGACC-GCCCCACTCTCAGC
AGATCCTTGCCTGTTCCCTTAGAGACGGGAAAGGTAG-GGGGACC-GCCCCACCCTCAGC
AGATCCTTGCCTGTTCCCTTAGAGACGGGAAAGGTAG-GGGGACC—-GCCCCACCCTCAGC
AGATCCCTGTCTGTTCCCTCAGAGACTGGAAAAGTAA-GGGGTCCAGCCCTACCCTCAGC
AGATCGCTGCCTGTTCCCTTAGAGACTAGAAAGGTAGAGGGGCT--GCCCCACCCTCAGC
AGATCTCTGCCTGTTCCCTTAGAGACTAGAAAGGTAGAGGGGCT--GCCCCACCCTCAGC

—ACCCAGGGGAACCTCAGCCCAGTAGTGAGGAC-——————————————————————————
—ACCCAGGGGAACCTCAGCCCAGTAGTGAAGAC———==——————————————————————
—ACCCAGGGGAACCTCAGCCCAGTAGTGAAGAC———==——————————————————————
—ACCCAGGGGAACCTCAGCCCAGTAGTGAAGAC———==——————————————————————
—ACCCAGGGGAACCTCAGCCCAGTAGTGAAGACCTGCTGCTGCAGGCCCCAGATGAGCCC
—ACCCAGGGGAACCTCAACCCAGTAGTGAAGAC———=———————————————————————
—ACCCAGGGGAACCTCAACCCAGTAGTGAAGAC———=————=———————————————————
TGTCCTGGGGATCCTCAGCCCAGTAGCTAACAG-——————————————————————————
—ACCCAGGGGAACCTCAGTCCAGTAGTAAAGAC———————————————————————————
—ACCCAGGGGAACCTTAGTCCAGTAGTAAAGAC———————————————————————————

TGAGCACCAAAGGGATTGACTGGGTAGGATGGAGGGGGCCATCCCTGAGCCTCTCAAGAA
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200 oo
206 —mm oo
205 o
199 mmm oo CTGGTTATCAGGC
199 mmm oo CTGGTTATCAGGC
199 mmm oo CTGGTTATCAGGC
199 mmm oo CTGGTTATCAGGC
406 CCCTGGGCCTGCGCTGGTGCACCCTCCCGGCAGTGTCCAACATGCTGCTGGGTATTAGGC
21l e m o CTGGTTATTAGGC
21l e m o CTGGTTATTAGGC
200 —mm oo CTGGTTATTAAGC
206 = mmm oo CTGGTTATTAAGC
205 - CTGGTTATTAAGC

khkkhkkkhkkhkkkhkkkhkkhkkkhkkhkkkkkk
212 CCTATGGTAGTGCCTTGGCTGGAGGAGGGGAAAGAAGTCTAGATCTGCTGCAGGGGTGAG
212 CCTATGGTAGTGCCTTGGCTGGAGGAGGGGAAAGAAGTCTAGACCTGCTGCAGGGGTGAG
212 CCTATGGTAGTGCCTTGGCTGGAGGAGGGGAAAGAAGTCTAGACCTGCTGCAGGGGTGAG
212 CCTATGGTAGTGCCTTGGCTGGAGGAGGGGAAAGAAGTCTAGACCTGCTGCAGGGGTGAG
466 CCTATGGTAGTGCCTTGGCTAGAGGAGGGGAAA=——=—==—=—=—————————— -
224 CCTATGGTAGTGCCTTGGCTAGAGGAGGGGAAA=——=—==—————————— -
224 CCTATGGTAGTGCCTTGGCTGGAGGAGGCGAAA=——=—==——————————— o
213 CTTAGGGCAATGCATTGCCCAGAATAGGGGGGGGCG-—==—===—====—=——————————
219 CCTATAGTAGAGCCTTGGCTGGAGGAGGGGA=—====—==—==——————— -
218 CCTGCGGTAGCGCCTTGGCTGGACGAGGGGA=—=—==—==——=——————— -

R
GAAGTCTAGACCTGCTGCAGGGGTGAGGAAGTCTAGACCTGCTGCAGGGGTGAGGAAGTC
GAAGTCTAGACCTGCTGCGGGGGTGAG==——=——=——==——————————————————————
GAAGTCTAGACCTGCTGCAGGGGTGAGGAAGTCTAGACCTGCTGCAGGGGTGAGGAAGTC
GAAGTCTAGACCTGCTGCAGGGGTGAGGAAGTCTAGACCTGCTGCAGGGGTGAGGAAGTC

272
272
272
272
499
257
257
249
250
249

T
332 TAGACCTGCTGCAGGGGTGAGGAAGTCTAGACCTGCTGCAGGGGTGAGGAAGTCTAGA-C
299

332 TAGACCTGCTGCGGGGGTGAG———————————————————————————————————————
332 TAGACCTGCTGCGGGGGTGAG-—========————————————————— GAAGTCTAGA-C
490 — o GATGTCTAGA-C
2 N GAAGTCTAGA-C
2 2 GAAGTCTAGA-C
DA GAAATCTAGA-C
D5 m e GAA-TGTCTAGC
DA GA-GTGTCCAGC
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CT-GCTGCAGGGGTGAGGACA-———-——————————— CCTGGGCGGTGC----TGTCAGTA
————————————————— GACAGCTGAGCGGAGCTTCCCTGGGCGGTGC----TGTCAGTA
————————————————— GACAGCTGAGCGGAGCTTCCCTGGGCGGTGC----TGTCAGTA
CT-GCTGCGGGGGTGAGGACAGCTGAGCGGAGCTTCCCTGGGCGGTGC----TGTCAGTA
CT-GCTGCAGGGGTGAGGACAGCTGAGTGGAGCTTCCCTGGGCGGTGC----TGTCAGTA
CT-GCTGCAGGGGTGAGGACAGCTGAGCGGAGCTTCCTTGGGCGGTTC----TGTCAGTA
CT-GCTGCAGGGGTGAGGACAGCTGAGCGGAGCTTCCTTGGGCGGTTC----TGTCAGTA
-TGGCACAGCCCGTGAGGATAGCTGAGCAGTGCTTCCCTGGGGATGCTG---TTCAAGTA
—CCACTCCACGG-TGAGGACAGCTGGGTGCAGCTTCCCCGGGTGGTGGGTGCCGTCAGTA
—-CCGCTCCACGG-TGAGGACAGCTGGGCGCAGCTTCCCTGGGCGGTGGGTGGTGTCAGTA
GCAGGAGCAGCCTCCTGGAAAAG-CCCTGGCTGCTGCTTCTCCCCCAAGAGAGAAGGCTT

GCAGGAGCAGCCTCCTGGAAAAG-CCCTGGCTGCTGCTTCTCCCCCAAGAGAGAAGGCTT
GCAGGAGCAGCCTCCTGGAAAAG-CCCTGGCTGCTGCTTCTCCCCCAAGAGAGAAGGCTT
GCAGGAGCAGCCTCCTGGAAAAG-CCCTGGCTGCTGCTTCTCCCCCAAGAGAGAAGGCTT
GCAGGAGCAGCCTCCTGGAAAAG-CCCTGGCTGCTGCTTCTCCCCCAAGAGAGAAGGCTT
GCAGGAGCAGCCTCCTGGAAA-G-CCCTGGCTGCTGCTTCTCCCCCAAGGGAGAAGGCTT
GCAGGAGCAGCCTCCTGGAAA-G-CCCTGGCTGCTGCTTCTCCCCCAAGGGAGAAGGCTT
ACAGGAGCAGCCTCCTGGAAAGGGCCCTGCCTGCTGCTTCCCTG-—==-—-————— AGG---
GCAGGAGCGGCCTCCTAGAAAAG-CCCTGGCTGCTGCTTCTCCC-===—=====——————
GCAGGAGCGGCCTCCTGGAAAAG-CCCTGGCTGCTGCTTCTCCC—===——====——————

CTCCTGCCAGGCCAGTCCAGTGCAGCCCCTCACCGACACCCGCTGCTC----CCCCAGTT
CTCCCGCCAGGCCAGTCCAGTGCAGCCCCTCACCCACACCCACTGCTA----CCCCAGTT
CTCCCGCCAGGCCAGTCCAGTGCAGCCCCTCACCCACACCCACTGCTA----CCCCAGTT
CTCCCGCCAGGCCAGTCCAGTGCAGCCCCTCACCCACACCCACTGCTA----CCCCAGTT
CTCCCGCCAGGCCAGTCCAGTCCAGCCCCTCACCCATACCCACTGCTC----CCCTAGTT
CTCCTGCTAGGCCAGTCCAGTACAGCCCCTCACCCACACCCGCTGCTC----CCCCAGTT
CTCCTGCTAGGCCAGTCCAGTGCAGCCCCTCACCCACACCCGCTGCTC----CCCCAGTT
————— GTCAGGTCTGCCCAACCCGTGCCCTCACCCACACCCATTGCTCCCCTCCCCAGTT
————— ACCAGGCCAGCCCAGTGCAGCCCCTCACCCACACCCGGTGCTCC---CCCCAGCT
————— ACCAGGCCAGCCCAGTGCAGCCCCTCACCCACACCCAGTGCTCC---CCACAGGT
CCCCTGCCTCGGCCCGCACCCGCCCTCACACCCCAGCCCACAGACTCGGGGCTGGCCTTG

CCCCTGCTTCGGCCCGCACCCTCCCTCACACCCCAGCCCACAGACTCGGGGCTGGCCTTG
CCCCTGCTTCGGCCCGCACCCTCCCTCACACCCCAGCCCACAGACTCGGGGCTGGCCTTG
CCCCTGCTTCGGCCCGCACCCTCCCTCACACCCCAGCCCACAGACTCGGGGCTGGCCTTA
CCCCTGCCTCAGCCCGCACCCTCCCTCACACCCCAGCCCACAGACTCGGGGCTGGCCTTG
CCCCTGCCTCGACGTGCACCCTCCCTCACACCCCAGCCCACAGACTCGGGGCTGGCCTTG
CCCCTGCCTCGACGTGCACCCTCCCTCACACCCCAGCCCACAGACTCGGGGCTAGCCTTG
CTCCTGCCTCGACCTGGACCC—=====——=—=—=—=—————— GTAGGCTCAGGGCTGGCCTGG
CCCCTGCCCCAGCCCGCACCC--CCTCACACCCCAGCCCACAGACTCAGAGCTGGCCTCA
CCCCTGCCCCAGCCCACACCC-CCCACACACCTCAGCCCACAGACTCAGTGGTGGCCTCG

GTTACTGGAAC-GCCTGTGACCACAGCACTAAGAGAAGCAAGCTGCCCCATGGGGAAC-T
GTTACTGGAAC-GCCTGTGACCACAGCACTAAGAGAAGCAAGCTGCCCCATGGGGGAC-T
GTTACTGGAAC-GCCTGTGACCACAGCACTAAGAGAAGCAAGCTGCCCCATGGGGGAC-T
GTTACTGGAAC-GCCTGTGACCACAGCACTAAGAGAAGCAAGCTGCCCCATGGGGGAC-T
GTTACTGGAAT-GCTTGTGACCACAGTACTAAGAGAAGCAAGCTGCCCCATGGGGGAC-T
GTTACTGGAACAGCCTGTGACCACAGCACTGAGAGAAGCAAGCTGCCCCATGGGGGALC-T
GTTACTGGAACAGCCTGTGAGCACAGCACTGAGAGAAGCAAGCTGCCCCATGGGGGALC-T
GTTATTGAG-CAGCCTGTGCCCATGGCACTAAGAGAAGCAAGCTGACCCATAAGGGAA--
GTTGCTAGAACAGCCTGTGACCACAGCACTAAGAGAAGCAAGCTGCCCCATGGGGGAA-C
ATCACTAGAACAGCCTGTGCCCACGGCACTAAGAGAAGCAAGCTGCCCCATGGGGGAAAC

—-GGTCCCACGGCCTCGGCCTCCTTCACCGTC--ACTGGCCGCCAAA----GAGTTTGAAA
TGGTCCCATGGCCTTGGCCTCCTTCACCATC--ACTGGCCGCCAAA-—--GAGTTTGAAA
TGGTCCCATGGCCTTGGCCTCCTTCACCATC--ACTGGCCACCAAA-——--GAGTTTGAAA
TGGTCCCATGGCCTTGGCCTCCTTCACCATC--ACTGGCCGCCAAA--—--GAGTTTGAAA
TG-----""""" -
TGGTCCCATGGCCTTGGCCTCCTTCACCATC--ACTGGCCGCCAAA--—--GAGTTTGAAA
TGGTCCCATGGCCTTGGCCTCCTTCACCATC--ACTGGCCGCCAAA----GAGTTTGAAA
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TCAGCCCATGATCTTGGCCTCCTTGGCTGTA--ACTGGCCACCAAA----GAACTTGGAG
TGCACCTACAGCCTTGACCTCCTTCACTGGC---CTGGCCGCCAAA----GAGTTTGGAA
TGCACCTACGGCCTTGACCTTCTCCGCCACTGGACTGGCCACCAAAAAAAGAGTTTGGAA

TAAAGCCACGTGCCCAGTGAATCCCAGAGGAACCTCAAATAAAATAAAAACAATCCTATC
TAAAGCCACGTGCCCAGTGAATCCCAAAGGAACCTCAAATAAAATAAAAACAATCCTATC
TAAAGCCACGTGCCCAGTGAATCCCAAAGGAACCTCAAATAAAATAAAAACAATCCTATC
TAAAGCCACGTGCCCAGTGAATCCCAAAGGAACCTCAACTAAAATAAAAACAATCCTATC
TAAAGCCACGTGCCCAGTGAATCCCAAAGGAGCCTCAAATAAAATAAAAACAATCCTATC
TAAAGCCACGTGCCCAGTGAATCCCAAAGGAGCCTCAAATAAAATAAAAACAATCCTATC
TAAAGCCACATGCTCAGTAAATCCCAAAGAAGTCTCAAATAAAACAAGAATAATCCTGTC
TAAAGCCTTATGCCCAGTGACTCCCAAAGCAGTCTCCAGTAAAACACAAACTATCCAATC
TAAAGCCTCGTGCCTAGTGAATCCCAAAGGAGTCTCGAGTAAAATAAAAACAATCCTATC
TGACACTTGCCTGACCCTCT-AAGTCGTTCAAAGCTTTAGCTCAACTTTGATCC-ATCTG
TGACACTTGCCTGACCCTCT-AAGTCGTTCAAAGCTTTAGCTCAACTTCGATCC-ATCTG
TGACACTTGCCTGACCCTCT-AAGTCATTCAAAGCTTTAGCTCAACTTCGATCC-ATCTG
TGACACTTGCCTGACCCTCT-AAGTCATTCAAAGCTTTAGCTCAACTTCGATCC-ATCTG
TGACACTTGCCTGACACTCT-AAGTTGTTCAAAGCTTTAACTCAACTTTGATCC-ATCTG
TGACACTTGCCTGACACTCT-AAGTTGTTCAAAGCTTTAACTCAACTTTGATCC-ATCTG
TGACACTTGCCTAAC--TCTTAAGTTCTTCAAAGCTTTAGCTCAACTTTGAACCCATCTG
CGACACCTGCCTGACCCTCT-AAGTCGTTCAAAGCTTTAGCTCAACTTTGATCCC-TTTG
TGACACCTGCCTGACCCTCT-AAGTTGTTCAAAGCTTTAGCTCAACTTTGATCCC-TCTG

AGTTGCCATAGTGGACCCCACTCAGAGCTGCGTCCCTCCCTTGACCCCAGGCTGGT---C
AGCTGCCATAGTGGACCCCACTCAGAGCTGCGTCCCTCCCTTGACCCCAGGTTGGT---C
AGCTGCCATAGTGGACCCCACTCAGAGCTGCGTCCCTCCCTTGACCCCAGGTTGGT---C
AGCTGCCATAGTGGACCCCACTCAGAGCTGCGTCCCTCCCTTGACCCCAGGTTGGT---C
——————————————————————————— CTGCGTCCCTCCCTTGACCCCAGGCTGGTGGTC
AGCTGCCATAGTGGACCCCACTCAGAGCTGCGTCCCTCCCTTGACCCCAGGCTGGT---C
AGCTGCCATAGTGGACCCCACTCAGAGCTGCGTCCCTCCCTTGACCCCAGGCTGGT---C
AGCTTCCATAATGAACCCTACTCATAGCTATGTCCCTCCCTTGATCCCAGGCCAGT---C
AGCTGCCATAGTGGGCCCCACTCAGAGCTGTGT--——=====————=————————————— C
AGCCGCCATAGTGGGCCCCACTCAGAACTTCGT - = === ==—————————————————— C

CCTGCCACTCCCCTGCCCCTGTCACTGACACACGTTTCCTCCTCCCTCAGGCAGGAGTGG
CCTGCCACTCCCCTGCCCCTGTCACTGACACACGTTTCCTCCTCCCTCAGGCAGGAGTGG
CCTGCCACTCCCCTGCCCCTGTCACTGACACATGTTTCCTCCTCCCTCAGGCAGGAGTGG
CCTGCCACTCCCCTGCCCCTGTCACTGACACATGTTTCCTCCTCCCTCAGGCAGGAGTGG
CCTGCCACTCCCCTGCCCCTGTCACTGACACACGTTTCCTCCTCCGTCAGGCAGGAGTGG
CCTGCCACTCCCCTGCCCCTGTCACTGGCACATGTTTCCCCCTCCCTCAGGCAAGAGTGG
CCTGCCACTCCCCTGCCCCTGTCACTGGCACATGTTTCCTCCTCC-TCAGGCAAGAGTGG
CCTGCCA--CCCCTACCTCTGTCACCAACACATGTTTCCTCCTCCCTCGGGCAGGAATGA
CCTGCCACTCCCCTGCTCCTGTCACTGACATGTGTTTCCTCCTCCCTCAGGCAGGAGTGG
CCTGCCACTCCCCTGCCCCTGTCACTGACACGTGTTTCCTCCTCCCTCAGGCAGGAGTGT

GACCTCCCAGCCTCCTCCTGGGGCCTCCACTCA-—— === === ——————————————————
—ACCTCCCAGCCTCCTCCTGCGGCCTCCACTCA-——————————————————————————
GACCTCCCAGCCTCCTCCTGGGGCCTCCACTCA-— === == ————————————————————
GACCTCCCAGCCTCCTCCTGGGGCCTCCACTCA-— === === ———————————————————
GACCTCCCAGCCTCCTCCTGGGGCCTCCACTCA-——————————————————————————
GACCTCCCAGCCTCCTCCTGGGGCCTCCACTCA-GCCAGCCAAGACAGCTCCTCCAAGCC
GACCTCCCAGCCTCCTCCTGGGGCCTCCACTCA-GCCAGCCAAGACAGCTCCTCCAAGCC
GACCTCCCAGTCTCCT---GGGGCAT-CACTCAAGTCAGCCAAGGCTT-TCCTGG---CA
GACCTCCCAGCCTCCTCCTGGGGCCTCCACTCA-GCCAGCCAAGACAGCTCCTCCAAGCA
GACCTCCCAGCCTCCTTCTGGGGCCTCCACTCA-GCCAGCTAAGACAGCTCCTCCAAGCG

—-——-GAATGTCAGGATGAGCAGGGTCCTAGGAGGCCCCCGGTGCAGCCTTCCC-TTCCCAC
—-——-GAATGTCAGGATGAGCAGGGTCCTAGGAGGCCTTTGGTGCAGCCTTCCC-TTCCCAC
—-——-GAATGTCGGGATGAGCAGGGTCCTAGGAGGCCTCTGGTGCAGCCTTCCC-TTCCCAC
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1021
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—-——-GAATGTCAGGATGAGCAGGGTCCTAGGAGGCCTCTGGTGCAGCCTTCCC-TTCCCAC
—-——-GAATGTCAGGATGAGCAGGGTCCTAGGAGGCCCCTGGTGCAGCCTTCCC-TTCCCAC
CTAGAATGTCAGGATGAGCAGGGTCCTAGGAGGCCCCTGGTGCAGCCTTCCC-TTCCTAC
CTGGAATGTCAGGATGAGCAGGGTCCTAGGAGGCCCCTGGTGCAGCCTTCCC-TTCCTAC
TCAGAATGTCAGCGTTGGCAGGGTCCCTGGAGGCCACTTAGTACACCACCCCCTTCCTAT
CTAGAATGTCAGGATGAGCAGCATCCCAGAAGGCCTCCTGTGCAGGCTTCCC-TTCCCAT
CTAGAATGTCAGGATGAGCAGCGTCCCAGGAGGCCCCCTGTGTAACCTTCCC-TTCCCAT

CATCCATGTG-CTCAAAGAGAATAAGATGGCTGGCTGGGGTCACCCGTCCTTTCTTGAAT

CATCCATGTG-CTCAAAGAGAAT-—--———————-———————— CACCCGTCCTTTCTTGAAT
CATCCATGTG-CTCAAAGAGAAT-—--———————-———————— CACCCGTCCTTTCTTGAAT
CATCCATGTG-CTCAAAGAGAAT-—--———————-———————— CACCCGTCCTTTCTTGAAT

CATCCATGTG-CTCAAAGAGAATCAGATGGCTGGCTGGG-TCACCCGTCCTTTCTTGAAT
CATCCATGTG-CTCAAATAAAATCAGATGGCTGGCTGGGGTCACCCGTCATTTCTTGAGT
CATCCATGTG-CTCAAATAAAATCAGATGGCTGGCTGGGGTCACCCGTCATTTCTTGAGT
CATCAATGTG-CTCAAGGAAAGTCAGATGGCCAA-TGGGGTCACCTGTCTTTGCTTGAGC
CGTTCATGTGATTCTCAGAGAATCAGATGGCTGCCTGGGGTCACCTGTCCCTTCTTGAGT
CATCCGTGTGATTCTCAGAGAATCAGATGGCTGCCTGGGGTCACCTGTCTCTTCTTGAGT
GCCATGGATCATGGGGGATTTGCTGCCCACACTCCTAGGCGGTCTCTTAGACATCCGTTG
GCCATGGATCATGGGGGATTTGCTGCCCACACTCCTAGGCGGCCTCTTAGACATCCGTTG
GCCATGGATCATGGGGGATTTGCTGCCCACACTCCTAGGCGGCCTCTTAGACATCCGTTG
GCCATGGATCATGGGGGATTTGCTGCCCACACTCCTAGGCGGCCTCTTAGACATCCGTTG
GCCACGGATCATGGGGGATTTGCTGCCCACACTCCTAGGCGGCCTCTTAGACATCCGTTG
GCCATGGATCATGGGGGATTTGCTGCCCACACTCTTAGGTGGCCTCTTAGACATCTGTTA
GCCATGGATCATGGGGGATTTGCTGCCCACACTCTTAGGTGGCCTCTTAGACATCTGTTA
ACCATGCACAATGGGGAACTCACTAGCCACACTCCTAGGCCGCCTCCT---CATCCACTG
GCCATGGATCATGGGGG-TTTGCTGCGCACACTCCTAGGCAGCCTCCGAGACATCCGTTG
GCAATGGATCGTGGGG-ATTTGCTGCCCACACTCCTAGGCAGCCTCTGAGACATCCATTG

GTGCCTAACCC-AAGCATCAGTTTGGCAGAGGCTGAGTCCCTCCTCTGTACTAGATACCA
GTGCCTAACCC-AAGCATCAGTTTGGCAGAGGCTGAGTCCCTCCTCTGTACTGGATACCA
GTGCCTAACCC-AAGCATCAGTTTGGCAGAGGCTGAGTCCCTCCTCTGTACTGGATACCA
GTGCCTAACCC-AAGCATCAGTTTGGCAGAGGCCGAGTCCCTCCTCTGTACTGGATACCA
GTGCCTAACCC-AAGCATCAGTTTGGCAGAGGCTGAGTCCCTCCTCTGTATTGGATACCA
GTGCCTAACCC-AAGCATCAGTTTGACAGAGGCTGAGTCCCTCCTCTGTACTGGGTACCA
GTGCCTAACCC-AAGCATCAGTTTGACAGAGGCTGAGTCCCTCCTCTGTACTGGGTACCA
GTGCCTTTCCCCAAGCATCAGTTTGGCAGTGGTTGGGTCCCTCTTCTGCACCAGGTACCT
GTACCTAATCC-AAGCATCAGTTTGGCAGAGGCTG--TCCCTCCTCTGTACTGGGTACCA
GTGCCTAACCC-AAGCATCAGTTTGGCAGAGGCTG--TCCCTCCTCTGTACTGGGTACCA

GGTCAGCTTCCGTAGGGATGGGGAGATACCTGGCCCAGGGAGGAGATGAGGAGCAGCCCG
AGTCAGCTTCCGTAGGGATGGGGAGACACCTGGCCCAGGGAGGAGATGAGAAGCAGCCGG
CATCAGCTTCCGTAGGGATGGGGAGACACCTGGCCCAGCGAGGAGATGAGAAGCAGCCCG
AGTCAGCTTCCATAGGGATGGGGAGACACCTGGCCCAGGGAGGAGATGAGAAGCAGCCCG
AGTCAGCTTCCGTAGGGATGGGGAGACACCTGGCCCAGGGAGGAGATGAGGAGCAGCCCG
AGTCAGCTTCTGTAGGGATGGGGAGACACCTGGCCCAGGGAGGAGATGAGGAGCAGCCCG
AGTCAGCTTCTGTAGGGATGGGGAGACACCTGGCCCAGGGAG---ATGAGGAGCAGCCCG
AGTCAACTTCTATAGTGATGGGGAGACACTTGGCCCAGAAAG-ACA--AGAAGCAGACCA
AGTCAGCTTCTGTAGGGATGGGGAGACACGTGGCACAGAGAGGAGATGAGGAGCAGGCCA
GGTCAGCTTCTGTAGGGATGGGGAGACACCTGGCACAGGAAGGAGATGAGGAGCAGGCCG

GATGGTGCTACA---TATGTCAGAGAGCAGGGCAGGAAGGGATCAGTGTGGATGCCAATG
GATGGTGCTACA---TATGTCAGAGAGCAGGGCAGGAAGGGATCAGTGTGGATGCCAATG
GATGGTGCTACA---TATGTCAGAGAGCAGGGCAGGAAGGGATCAGTGTGGCTGCCAATG
GATGGTGCTACA---TATGTCAGAGAGCAGGGCAGGAAGGGATCAGTGTGGCTGCCAATG
GATGGTGCTACG---TATGTCAGAGAGCAGGGCAGGAAGGGATCAGTGTGGATGCCAGTG
GATGGTGCTACA---TATGTCAGAGAGCAGGGCAGGAAGGGATCAGTGTGGATGCCAATG
GATGGTGCCACT---TATGTCAGAGAGGAGGGCAGGAAGGGATCAGTGTGGATGCCAATG
G---GTGGTAATGGGTATGTGAGGGTGCAGGGCAGGGAGGGGTCGGTGTGGATGCAGATG
G---GTGCTACA---TATGTCAGAGAGCAGGGCAGTAAGGGATCAGTGTGGATGCCAGTG
G---GTGCTACA---TATGTCAGAGAGCAGGGCAGGAAGGGATCAG-GTGGATGCCAGTG
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1336
1225
1280
1307
1276
1258
1254
1205
1204
1211

1369
1258
1313
1340
1309
1291
1287
1265
1236
1244

1428
1317
1372
1399
1368
1348
1344
1323
1293
1300

GTCAGGAGGGCGCCATGGAGTGAA——————————————————————————— CCATGACCC
GTCAGGAGGGTGCCATGGAGTGAA-——————————————————————————— CCATGGCCC
GTCAGGAGGGCGCCATGGAGTGAA——————————————————————————— CCATGGCCC
GTCAGGAGGGCGCCATGGAGTGAA——————————————————————————— CCATGGCCC
GTCAGGAGGGTGCCATGGAGTGAA-——————————————————————————— CCATGGCCC
GTCAGGAGGGCGCCATGGGGTGAA-—————————————————————————— CCATGGCCC
GTCAGGAGGGCGCCATGGGGTGAA-—————————————————————————— CCATGGCCC
GTCAGGAAGACACCCTGAGGAGAAAGAACCATGACTCCCAGCAAGTAACTCCCCTCACCC
GTCAGGAGGGCGCCG-GGGGTGAA- - === === ——————————————————— CCATGACCC
GTCAGGAGGGTGCTGTGGGGTGAA-—————————————————————————— CCAGAGGCC

CTGCCT-CCTCGCCAGCAGCTCCTCTGGGGAGGATACTCAAGACCCCCGGTCTCTCTCCT
CTGCCT-CCTCACCAGCAGCTCCTCTGGGGCTGATACTCAAGATCCCCCGTCTCTCTCCT
CTGCCT-CCTCACCAGCAGCTCCTCTGGGGCTGATACTCAAGACCCCCCGTCTCTCTCCT
CTGCCT-CCTCACCAGCAGCTCCTCTGGAGCTGATACTCAAGACCCCCCGTCTCTCTCCT
CTGCCT-CCTCACCAGCAGCTCCTCTGGGGCTGATACTCAAGACCCCCCGTCTCTCTCCT
CTGCCT-CCTCATCAGCAGCTCCTCTGGGGCTGATACTCAAGATCCC--GTCTCTCTCCT
CTGCCT-CCTCATCAGCAGCTCCTCTGGGGCTGATACTCAAGATCCC--GTCTCTCTCCT
CTGCCTACCCCACCAGTGGTTTCTCCGGGGCTGGTTCACAAGACCCC--ACCTCTCTCCT
CTGCCC-CCTCACCAGCAGCTCCTCTGGAGCTGAAACTCAAGACCCT--GTCTCTCTCCT
GTGCC--CCTCACGAGCAGCTCCTCTGGGGCTGATACTCAAGACCCC--GTCTCTCTCCT

CACCCTCCTCTACCGGCTGC--CTCGGCTG-==—=====——————————————— GCTCAG
CACCCTCCTCT-CCCGCTGC--CTCGGCTG—======——=—————————————— GCTCAG
CACCCTCCTCT-CCCGCTGC--CTCGGCTG—===—==—==—————————————— GCTCAG
CACCCTCCTCT-CCCGCTGC--CTCGGCTG—===—==——=—————————————— GCTCAG
CAACCTCTTCT-CCCGCTGC--CTCGGCGG—-———====——————————————— GCTCAG
CACCCTCCTCT-CTCGCTGC--CTCGGCTG——==—==——=—————————————— GCTCAG
CACCCTCCTCT-CTCGCTGC--CTCGGCTG—===—==——=——=———————————— GCTCAG
CT-——==—————- CCCCCTGC--CTCGGCTG-——=====———=—=———————————— GCTCAG
CTGCCTCCTCT-CCCGCTGCGGCTCAGGTGTTCGATGCCCGGGACTGCAGGTCTGCCCAG
CTGCCTCCTCT-CCGGCTGC--CTCGGCTG-===—====——————————————— GCTCAG



